MEME

Command Training First Summary of
line Set Motif Motifs

Termination Explanation

MAST | Search sequence databases with these motifs using MAST.
BLOCKS | submit these motifs to BLOCK S multiple alignment processor .
MetaMEME | Build and use a motif-based hidden Markov model (HMM) using Meta-MEME.

MEME - Motif discovery tool

MEME version 3.5.3 (Release date: 2006-04-30 01:41:24 -0700 (Sun, 30 Apr 2006))
For further information on how to interpret these results or to get a copy of the MEME software please access http://meme.nbcr.net.

Thisfile may be used as input to the MAST algorithm for searching sequence databases for matches to groups of motifs. MAST is available for interactive use and downloading at http://meme.nbcr.net.
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TRAINING SET

DATAFI LE= past ed_sequences
ALPHABET= ACDEFCHI KLMNPQRSTVWY

Sequence nane Wi ght Length Sequence nane Wi ght Length
PY02940 1. 0000 292 PY04215 1. 0000 295
PY01080 1. 0000 295 PY00578 1. 0000 265
PY04066 1. 0000 293 PY05822 1. 0000 292
PY04084 1. 0000 283 PY05820 1. 0000 330
PY07022 1. 0000 323 PY01595 1. 0000 307
PY04430 1. 0000 288 PY07516 1. 0000 269
PY01873 1. 0000 321 PY07501 1. 0000 271
PY06567 1. 0000 622 PY00308 1. 0000 338
PY06374 1. 0000 279 PY07849 1. 0000 287
PY03760 1. 0000 279 PY07653 1. 0000 266
PY03042 1. 0000 287 PY06126 1. 0000 290
PY02671 1. 0000 279 PY06514 1. 0000 299
PY00284 1. 0000 362 PY06763 1. 0000 307
PY00494 1. 0000 299 PY02564 1. 0000 299
PY02312 1. 0000 338 PY06851 1. 0000 312
PY03948 1. 0000 277 PY07838 1. 0000 292
PY06829 1. 0000 295 PY02565 1. 0000 296
PY05708 1. 0000 295 PY03636 1. 0000 297
PY04516 1. 0000 302 PY00988 1. 0000 345
PY07327 1. 0000 295 PY05781 1. 0000 297
PY03177 1. 0000 297 PY07331 1. 0000 297
PY07421 1. 0000 327 PY02278 1. 0000 297
PY05923 1. 0000 313 PY05871 1. 0000 339
PY07021 1. 0000 307 PY01184 1. 0000 323
PY03403 1. 0000 370 PY06204 1. 0000 301
PY02652 1. 0000 304 PY03729 1. 0000 304
PY07027 1. 0000 304 PY02298 1. 0000 304
PY05769 1. 0000 304 PY01774 1. 0000 304
PY06666 1. 0000 262 PY04083 1. 0000 296
PY07413 1. 0000 304 PY06227 1. 0000 300
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COMMAND LINE SUMMARY

This information can al so be useful

problemw th the MEME software.

in the event you wish to report
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command: nene /home/ mene/ meme353/ LOGS/ nene. 10173. data -protein -nod zoops -nnotifs 20 -maxsites 184 -mnw 6 -nmaxw 50 -evt 1el00 -time 7200 - maxsi ze 60000 -nostatus -nexiter 20

nodel :  nod= zoops nnot i fs= 20 evt = 1le+100
obj ect function= E-value of product of p-val ues
width: mnw= 6 maxw= 50 mnic= 0. 00
width: wg= 11 ws= 1 endgaps= yes
nsites: mnsites= 2 maxsites= 184 wnsi t es= 0.8
theta: prob= 1 spmap= pam spfuzz= 120
em prior= megap b= 292390 maxiter= 20
di st ance= le- 05
dat a: n= 58478 N= 184
sanpl e: seed= 0 seqgfrac= 1

Dirichlet mxture priors file: prior30.plib

Letter frequencies in dataset:

A 0.029 C 0.026 D 0.067 E 0.054 F 0.060 G 0.038 H 0.011 | 0.084 K 0.115
L 0.087 M0.020 N 0.100 P 0.020 Q 0.024 R 0.020 S 0.092 T 0.047 V 0.032
W 0.007 Y 0.065

Background letter frequencies (from dataset with add-one prior applied):
A 0.029 C 0.026 D 0.067 E 0.054 F 0.060 G 0.038 H 0.011 | 0.084 K 0.115
L 0.087 M0.020 N 0.100 P 0.020 Q 0.024 R 0.020 S 0.092 T 0.047 V 0.032
W 0.007 Y 0.065

PNMOTIF1 width=23 sites=161 Ilr=8790 E-value=6.1e-3023
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NAME  START
PY 01871 285
PY 07624 237
PY 00493 308
PY 07035 321
PY 04996 228
PY 06760 290
PY 05150 228
PY 02687 285
PY 02970 291
PY 07160 236
PY 02541 236
PY 02131 236
PY 02782 293
PY 00924 383
PY 05586 294
PY 03194 260
PY 05624 260
PY 04795 270
PY 05146 313
PY 05769 266
PY 02298 266
PY 02652 266
PY 06204 266
PY 06829 257
PY 06567 584
PY 05688 300
PY 04554 268
PY 06742 286
PY 06666 231
PY 01872 244
PY 00177 243
PY 05410 260
PY 00580 250
PY 03991 291
PY 07342 254
PY 06796 255
PY 05708 257
PY 04733 313
PY 07594 254
PY 03403 340
PY 02543 271
PY 03729 266
PY 02278 259
PY 00494 261
PY 04215 257
PYQ7477 312
PY 04327 260
PY 01873 290
PY07411 255
PY 03636 259
PY 06020 285
PY 02971 243
PY 07021 269
PY 03010 286
PY 03983 293
PY 05781 259
PY 01834 316
PY 00085 260
PY 04755 236
PY 00175 285
PY 04988 270
PY 07017 225
PY 03973 254

P-
VALUE
8.74e-29
8.74e-29
8.74e-29
8.74e-29
8.74e-29
8.74e-29
8.74e-29
8.74e-29
8.74e-29
8.74e-29
8.74e-29
8.74e-29
1.50e-28
1.50e-28
1.50e-28
1.50e-28
1.50e-28
1.50e-28
1.50e-28
1.50e-28
1.50e-28
1.50e-28
1.50e-28
1.50e-28
1.50e-28
3.47e-28
3.47e-28
3.47e-28
3.47e-28
6.85e-28
6.85e-28
6.85e-28
6.85e-28
6.85e-28
6.85e-28
6.85e-28
6.85e-28
7.99e-28
7.99e-28
7.99e-28
9.62e-28
9.62e-28
9.62e-28
9.62e-28
9.62e-28
1.11e-27
1.11e-27
1.67e-27
2.19e-27
2.59e-27
3.60e-27
3.60e-27
3.60e-27
4.17e-27
5.44e-27
6.69e-27
7.50e-27
7.50e-27
7.50e-27
8.95e-27
8.95e-27
8.95e-27
8.95e-27

KLI PVLSI FS Al | FL
SLI SI AFI FV Al | FL
KLI PVLLI FP Al | FL
KLFI VLSI FGAI | FL
SLI SI AFI FV Al | FL
KLI PVLLIFGAI | FL
SLI SI ALI FV Al | FL
KLFI VLSI FGAI | FL
KLI PVLLI FA Al | FL
SLI SI AFI FV Al | FL
SLISIALIFV Al | FL
SLI SI ALI FV Al | FL

KLI PVLSI FV Al AFFL
RLFTVLSI FG Al AFFL
NLFI VLSI FG Al AFFL
RLFTVLSI FG Al AFFL
KLFTVLSI FG Al AFFL
TI I SVLSI FG Al AFFL
NLFI VLSI FG Al AFFL
KLFTVLSI FG Al AFFL
RLFTVLSI FG Al AFFL
KLFTVLSI FG Al AFFL
KLFTVLSI FG Al AFFL
RLFTVLSI FG Al AFFL
NLFI VLSI FG Al AFFL
KLI'I VLSI FG Al Al FL
KLI PVLSI FP Al | FL
KLI PVLSI FG Al Al FL
KLI PILSI LV Al | FL
KLFTVLSI FG Al AFFL
KLFTVLSI FG Al AFFL
KLFTVLSI FG Al AFFL
RLFAVLSI FG Al AFFL
KLFTVLSI FG Al AFFL
KLFTVLSI FG Al AFFL
KLFTVLSI FG Al AFFL
KI FTVLSI FG Al AFFL
KLI PVLLI LG AI | FL
KLI PI LSI LV Al Al FL
KLI PVLLILGAI | FL
KLFTVLSI FG Al AFLL
KLFTVLLI FG Al AFLL
KLI SVLSVFG Al AFLL
KLFTVLSI FG Al AFLL
KLFTVLSI FG Al AFLL
KLFTVLSI FG Al AFFL
KLFTVLSI FG Al AFFL
KLI PVLLI FGAI | LL
KLI RVLSI LV Al | FW
KLFTVLSI FG Al AFLL
KLVTVLSI FG Al Al LL
RLFTI LSI FG Al AFFL
KLFI VLSI FG Al ClI FL
KLI PWSI FV Al SFFL
KLI'PVLSI IV Al | FL
KLLLI LSI FG Al Al FL
KLFI VLSI FA Al FFL
TLI SI GFI FV AVSI FL
TLVPI AFI FV AVSI FL
KLI PILSI LV Al MFL
KLFTVLSI FG Al AFFL
KLI SVLSI FG Al AFFL
KLI PILSI LV Al Al FL
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SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF

FRKRFQK QKLREKLKNV
FRKRFQK QKLREKI KNI
FRKRFQK QKLREKLKNV
FRKRFQK QKLREKLKNV
FRKRFQK QKLREKI KNI
FRKRFQK QKLREKLKK
FRKRFQK QKLREKI KNI
FRKRFQK QKLREKLKNV
FRKRFQK QKLREKLKNV
FRKRFQK QKLREKI KNI
FRKRFQK QKLREKI KNI
FRKRFQK QKLRFYWEP
FRKRFQK QKLREKLKNV
FRKRFQK QKLREKLKNI
FRKRFQK QKLREKLKNI
FRKRFQK QKLREKI KNI
FRKRFQK QKLREKLKNI
FRKRFQK QKLREKLKNI
FRKRFQK QKLREKLKNI
FRKRFQK QKLREKI KNI
FRKRFQK QKLREKI KNI
FRKRFQK QKLREKI KNX
FRKRFQK QKLREKI KKI
FRKRFQK QKLREKI KNI
FRKRFQK QKLREKLKNI
FRKRSQK HLREKLKK
FRKRSQK QHI REKLKK
FRKRSQK QHLKEKLKK
FRKRSQK QHLREI VKK
FRKRAQK QYLREKI KNI
FRKRAQK QHLREKI KKI
FRKRAQK QYLREKI KKI
FRKRAQK QYLREKI KKI
FRKRAQK QYLREKI KKI
FRKRAQK QYLREKI KNI
FRKRAQK QYLREKI KKI
FRKRAQK QYI REKI KNI
FRKRVQK HLREKLKK
FRKRVQK QYLREKI KNI
FRKRVQK NLREKLKK
FRKRFQK QKLREKLKNI
FRKRFQK QQ REKI KNI
FRKRFQK QKLREKI KTI
FRKRFQK QKLREKLKNI
FRKRFQK QKXREKI KNI
FRKRVQK QYLREKI KNI
FRKRVQK QYLREKI KKI
FRKRFQK QKLREKLKK
FRKRSQK QNLREKLKKI
FRKRAQK QYLREKI KKI
FRKRSQK QHLREKLKK
FRKRFQK QKLREKI KNI
FRKRFQK QKLREKLKNI
FRKRSQK HLREKVDVNF
FRKRSQK QHLREKI KK
FRKRFKK QQ REKI KNI
FRKRTQK HHLRENLKK
FRKRFQK QKLREKI KNI
FRKRFQK QKLREKI KNI
FRKRFQK QKLREKLKK
FRKRFKK QQ REKI KKI
FRKRFKK QQ REKI KNI
FRKRCQK QYLREKIKI |
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PY 04979 255
PY01774 266
PY 07027 266
PY 03177 259
PY 02564 261
PY 06514 261
PY01110 288
PY 04786 244
PY 02688 243
PY 02312 307
PY 07653 228
PY 02940 254
PY 00297 235
PY 03091 260
PY 06227 269
PY 04083 258
PY 03948 246
PY Q7422 256
PY07331 259
PY 07546 236
PY 03331 244
PY 06499 260
PY 04466 255
PY 01331 243
PY 02036 241
PY 06754 270
PY 05560 238
PY 06877 240
PY 07533 239
PY 06886 255
PY 05871 308
PY 05923 282
PY 07838 261
PY 07516 228
PY 05648 288
PY 02827 313
PY 00997 269
PY 05244 286
PY 06151 252
PY05719 284
PY 03042 249
PY07111 288
PY 06619 285
PY 06732 291
PY 07406 286
PY 02614 269
PY 05673 290
PY 02973 250
PY 00500 270
PY 02671 249
PY 03359 328
PY 06782 272
PY 06220 284
PY 07022 292
PY 00055 284
PY 03760 249
PY 06374 249
PY 01080 257
PY 07849 249
PY 05822 254
PY 04516 271
PY 06126 249
PY 07090 291
PY 04084 252
PY 02565 265

8.95e-27
8.95e-27
8.95e-27
8.95e-27
8.95e-27
8.95e-27
1.38e-26
157e-26
157e-26
1.57e-26
1.57e-26
157e-26
1.84e-26
1.84e-26
1.84e-26
1.84e-26
1.84e-26
2.79e-26
2.79e-26
3.20e-26
3.67e-26
3.67e-26
3.67e-26
3.67e-26
3.67e-26
3.67e-26
3.67e-26
3.67e-26
3.67e-26
3.67e-26
3.67e-26
3.67e-26
3.67e-26
3.67e-26
4.86e-26
5.54e-26
5.54e-26
5.54e-26
5.54e-26
8.28e-26
8.28e-26
1.08e-25
1.23e-25
1.23e-25
1.23e-25
1.23e-25
157e-25
2.27e-25
2.91e-25
291e-25
3.30e-25
3.30e-25
3.30e-25
3.30e-25
4.71e-25
5.32e-25
5.98e-25
5.98e-25
6.74e-25
6.74e-25
7.57e-25
7.57e-25
8.56e-25
1.36e-24
1.53e-24

KLFTVLSI FA Al AFFLCI S
RLFTVLSI FG Al AFFLCI S
RLFTVLSI FG Al AFFLCI S
KLFTVLSI FG Al AFFLCI S
KLFI VLSI FG Al AFFLCI S
NLFI VLSI FG Al AFFFCI S
KLVI VLPI LA Al | FLCI A
TLI SI GFI FV AVSI FLCI A
KLI SVLSI FG Al CFLLCI S
KLVPI LSI FV Al Al FFCI S
SLISIAFI FV Al | FFCI' S
KLI SVLSI FG Al CFLLCI S
SLI SI AFI FV AASI LLGVS
ILITIG I FV AASI LLCGVS
TLISI AL FV AASI LLCVS
NLFI VLSI FG Al CFFLCI S
ITITPIAITFV AASI LLCI S
KLI SVLSVFG Al AFLLCI S
KLFTVLSI FG Al AFLLCI S
SLI SI AFI FG Al ALFLCI S
TLITIG | FV AASI LLCVS
TLITI Al FV AASI LLCGVS
KLFTVLSI FG VI AFLLCI S
TLITIAITI FV AASI LLCVS
TLISI AL FV AASI LLCVS
TLITTAITFV AASI LLEVS
TLITIAITI FV AASI LLCVS
TLITIAITI FV AASI LLCVS
ILITIAITFI AASI LLCVS
ILITIAI I FV AASI LLCVS
KLVI VLPI LA Al | FLVI A
M.I TI Al I FV AASI LLCVS
TLITIAII FV AASI LLCVS
M.I TI Al | FV AASI LLCVS
KLFI VLSI FGAI TI FLCI S
KLIPVLSI IV AI | FLCIF
KLVI VLPI LA Al Al FW2I A
KLI PVLSI IV Al | FLCI F
TLI SI TFI FV Al SI CLCI A
KLFI VLSI FG Al ¢l FLCI S
NLLLVLSI FG Al ¢l FLCI S
KLI PVLSI FV Al Al LGOI S
KLLLVLSI FA TI Al FLCI A
KLI PVLSI W Al AFFFCI S
KLI PVLLIFA Al I FLCI S
KLFTVLSI FG Al AFLLCVS
KLI PVLLI FT Al | FLCI V
RLFAVLSI FG Al AFFLCI S
KLFI VLSI FG Al CI FWSI S
TLMSBI GFI FF AVSI FLCI S
KLILIPIT FV ATLI LLCI A
KLI LI PI I FV ATLI LLCI A
KLI SI PFI FV ATLI LLCI A
KLI'SI PRI LV ATLI LLCT A
KI'I PVLSI FA Al LFFCCL S
TLI SI ASI FV AVSTFLCI S
TLMSI GFVFV AASI LLCVS
RLFTVLSI FG VI AFLLCI S
TLI Pl AFI FV TVSI FLCI A
KLI' SVLSI LV Al AFLCCI S
I TIAITFV AVSI LLCVS
TLI SI GFI FV AVSI FLCI A
KLIPVLSI IV Al | FLCIF

TLITI AT FV AASI LLVVS

TLI Pl Al | FV VASFFF
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K
K
K
K
K
K
K
K
K
K
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SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SHE
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLEE
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLF
SLL
SLF
SLF
SLF

FRKRFKK QQ REKI KNI
FRKRFKK QQ REKI KNI
FRKRFKK QQ REKI KNI
FRKRFKK QQ KEKI KNI
FRKRFKK QQ REKI KNI
FRKRFQK QKLREKI KNI
FRKRSKK QHLREKLKK
FRKRSQK QHLREMLKK
FRKRFQK QKLREKI KNI
FRKRAQK QHLREKLKK
FRKRAQK QYLRETI KNI
FRKRFQK QKLREKI KNI
FRKRFQK QKLREXLKNI
FRKRFQK QKLREKLKK
FRKRFQK QKLRENLKK
FRKRVQK QKLREKI KNI
FRKRSQK QHLREKLKK
FRKRFKK QQ REKI KNI
FRKRFKK QQ REKI KNI
FRKRFQK QKLREKI KNI
FRKRSQK QHLREKLKK
FRKRSQK QHLREMLKK
FRKRFQK QKLREKI KNI
FRKRSQK QHLREKLKT
FRKRSQK HHLKEM_KK
FRKRSQK QHLREKLKK
FRKRSQK QHLREMLKK
FRKRSQK QHLREM_KK
FRKRSQK QHLREMFLCC
FRKRSQK HHLREKLKK
FRKRSQK QQLREKLKK
FRKRSQK QHLREMLKK
FRKRSQK QYLREMLKK
FRKRSQK QHLREKLKNS
FRKRVQK HLRKKLI K
FRKRTQK QHI REKLKK
FRKRSKK QHLREKLKK
FRKRTQK QHLRKKLKK
FRKRFQK QKLREKLKNV
FRKRFKK QQ REKI KNI
FRKRFKK QQ REKLKNI
FRKRVQK QHLREKLKK
FRKRVQK QYLREKI KNI
FRKRSQR QHLREKLKK
FRKRSQX QYLREKI KNI
L RKRFQK QKLREKLKNI
FRKRFKK QQ REKI KNI
FRKRCKK QYLREKI KNI
FRKRFKK QQ REKI KNI
FRKRSKK HLREKLKK
FRKRSQK QHLRKKI KT
FRKRSQK QYXREXI KX
FRKRSQK QYLREKI KNI
FRKRSQK QHLREKLKK
FRKRSQK QHLREKI KK
FRKRFQK HLRKRLKK
FRKRSKK HLREKLKK
FRKRFKK QQ REKI KNI
FRKRFQK QKLREKI KNI
FRKRFKK QQ KEKI KNI
FRKRFKK QHLREKLKK
FRKRSQK QCLREKI KNI
FRKRTKK QHLKEKI KK
FRKRSQK QHLREMLKK
FRKRFQK QKLREKI KK
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MEME

PY 04430 246 1.93e24 TLI S| GFI FV AVSI LLCI AYKYSLLCFRKRSQK QCLRERI KNI
PY 02943 244 2.42e-24 ALl Pl AFI FV AVLI FLCI AVKYSLLCFRKRSQK QCLRERI KNI
PY07264 280 3.03e24 TLIPIAIIFV AASI LLCVSYKYSLFCFRKQSQK QHLREKLKK
PY 06029 309 3.80e24 KLIPVLS| FG Al VFFLCI SYKYSLFCGSRKRSQK QHLREKLKK
PY 06851 281 474624 KLIPVLSI IV Al | FFAI VYKYSLFCFRKRSQK QKLREKLKK
PY 05820 299 5.29e24 KLISI PFIFV VTLI LLCI AYKYSLFCFRKRSQK QQ REKLKK
PY03987 254 591e24 |LITIAIIFV AASI FLCI AYKYSLLCFRNRFQK QKLREKLKK
PY 07226 307 913624 KLILIPIIFVATLI LLCI GYKYSLFCFRKRSQK QYLREKLKK
PY01184 203 2.14e-23 KLIPVLLIFV Al | CLCI AYKYSLFCFRKQSKK HLREKLKK
PY 02660 316 293e-23 KLIPIPFIFl VILILLCI ARKYSLFCFRKRAQK HLREKLKK
PY07327 257 325623 NLFI VLS| FG Al CFFLCI SYKYSLFCLRKRAQX QYI REKI KNI
PY 04321 325 360623 KLISIPFI FV ATLI LLCI AYKYSLFCI RKRSQK QHLRNNFYWV
PY03016 244 544623 TLITIG | FV AASI LLCVSYKYSLFCGFRKR EK QHLREMLKK
PY 03986 250 7.37e23 TLIAI Al l FV VASI LLCVSYKYSLFCFQKRSQK QHLREKLKK
PY05912 286 1.22e22 KLILVLSI LA Al Al SLVI SYKYSLFCFRKRARK QYLRENLKK
PY 04066 254 477622 TLIKI Al | FV AASI LFCVSYKYSLFCFRKKVKK RLRRKLKSLR
PY 04787 244 525622 TLIKIAll FV ASSI LLCI SYKYSLFCGFRKKVKK RLRRKLKSLR
PY05767 250 8.43e22 TLIKIAllFV ASSI LLCVSYKYSLFGFRKKVKK RLRRKLKSLR
PY 00308 281 28le21 NTVIPGLSIF Al VFLCGVAYKYSLFGFDKLFQR QY RKKLKKF
PY 00552 287 633221 KLILALSIFS Al Tl FLCI FYKCGSLFVLRKRAQK QHLREKLKNI
PY 06334 244 1.40e-20 TLIPI AFMLV ALSI FLCI EVKYSSLCFRKRSQK QCLREKI KNI
PY 04773 287 7.77e20 KLILALSI FS AMTI FLCI FYKCSLFI LRKRSQK QHLREKLKNI
PY01595 276 3.70e-19 KLILALLIFS TI SI FLCI FFKCSLFVLRKRAQK QYLREKLKK
PY01963 380 4.35e19 KKMGFSILIT LI | ALAI MYKYL FCWRKKSKK KKKMKKAI NM
PY 00754 409 435619 KNVGFSILIT LI | ALAI MYKYL FOWRKKSKK KKKVKKAI NM
PY 04914 409 435619 KNVGI SILIT LI | ALAI MYKYL FOWRKKSKK KKKMKKAI NM
PY07187 462 43519 KKMA SILVL LI | ALAI MYKYL FOWRKKSKK KKKVKKAI NM
PY01773 420 43519 KKMAE SILIT LI | ALAI MYKYL FOWRKKSKK KQKVKKAI NM
PY 01981 436 64919 KKME SILIL LI | ALVI M/KYL FOWRKKSKK KKKVKKAI NM
PY05816 270 964618 KLI1ALSI FT Al | | FWRI FYKYSLFCGLRKNSKT | FKRKAKTVK
PY 02140 252 964618 NFYI LLLIFG1 I VVFI Cl VYKYSLSCFRNRFKK LYLRKKLKKM
PY 03438 294 1.40e-17 KFI S| PFI FV VTLI LLCI AYKYSLFKSRK F R Pl QKKKK
PY 04155 252 1.75e-17 NFYILLLIFGI 11 VFI Cl YYKYSLSCFRNRFKK LYLRKKLKKM
Motif 1 block diagrams
L owest
Name p- Motifs
value
|PY01871|8.7e~29: i —
[Pro7624 [ 87629 1 —
|PYOO493|8.7e~29: 1 —
[PY07035 | 8.76-29 1 —
|PY04996|8.7e29: 1 —
[Pv06760 | 8.76-29 —
[PY05150 [ 8.7e-29 1 —
|PY02687|8.7e-29: [ —
[PY02970 [ 8.7-29 1 —
|PY07160 | 8.7e~29: —_—
|PY02541 |8.7e-29] —
[PY02131 [ 8.7e-29| 1
|PY02782|1.5e-28: I —
[PY00924 | 1.5¢-28 |
|PY05586|1.5e28: 1
[PY03194 | 1.5¢-28 | [ —
|PY05624|1.5e28: e
|PY04795|1.5e~28: 1 —
[PY05146 | 1.5¢-28 | [—
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MEME

|PY05769 | 1.5e28{

|PY02298 | 1.5e~28:

|PY02652 | 1.5e-28:

|PY06204 | 1.5&28:

PY06829 | 1.5e~28:

PY 06567 | 1.5e28{

|PY05688 | 3.5e~28:

|PY04554 | 3.5e-28:

|PY06742 | 3.5&28:

PY 06666 | 3.5e~28:

PY 01872 | 6.9e28{

|PY00177 | 6.9&28:

|PY05410 | 6.9e-28:

|PY00580 | 6.9&28:

|PY03991 | 6.9e~28:

|PY07342 | e.gezs{

|PY06796 | 6.9&28:

|PY05708 | 6.9e-28:

'
L

|PY04733 | aezs:

|PY07594 | 8e~28:

|PY03403 | 8&28:

|PY02543 | 9.6e~28:

|PY03729 | 9.6e-28:

|PY02278 | 9.6&28:

|PY00494 | 9.6e~28:

|PY04215 | 9.6&28:

|PY07477 | 1.1e~27:

!

|PY04327 | 1.1e27{

fladi

|PY01873 | 1.7e27:

|PY07411 | 2.2e~27:

|PY03636 | 2.6e27{

|PY06020 | 3.6e~27:

|PY02971 | 3.ee27{

|PY07021 | 3.6&27:

|PY03010 | 4.2e~27:

|PY03983 | 5.4e27:

|PY05781 | 6.7e~27:

|PY01834 | 7.5e27{

|PY00085 | 7.5927:

|PY04755 | 7.5e~27:

|PY00175 | 9e27:

|F’Y04988 | 9e~27:

|PY07017 | 9e27{

|PY03973 | 99-27:

|PY04979 | 9e-27:

|PY01774 | 9e27:

PY07027 | 9e~27:

|
It h’! !“!’,H'

PY03177 | 9&27{
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MEME

|PY02564 | 9e27:

PY06514 | 9e-27

PY01110 | 1.4e-26

|PY04786 | 1.6e~26:

|PY02688 | 1.6e-26:

|PY02312 | 1.6&26:

PY07653 | 1.6e~26:

PY 02940 | 1.6e26{

|PY00297 | 1.8e~26:

|PY03091 | 1.8e-26:

|PY06227 | 1.8&26:

PY04083 | 1.8e~26:

PY 03948 | 1.8e26{

|PY07422 | 2.8e~26:

|PY07331 | 2.8e-26:

|PY07546 | 3.2e26:

|on3331 | 3.7e~26:

|PY06499 | 3.7e26{

|PY04466 | 3.7e~26:

|PY01331 | 3.7e-26:

|PY02036 | 3.7e26:

|PY06754 | 3.7e~26:

|PY05560 | 3.7e26{

|PY06877 | 3.7e~26:

|PY07533 | 3.7e-26:

|PY06886 | 3.7e26:

'I"'"!"!!!!!"!!!'!'!!!

|PY05871 | 3.7e~26:

|PY05923 | 3.7e26{

|PY07838 | 3.7e~26:

|PY07516 | 3.7e26{

|PY05648 | 4.9e26:

|PY02827 | 5.5e~26:

|PY00997 | 5.5e26{

|PY05244 | 5.5e~26:

|PY06151 | 5.5e26{

|PY05719 | 8.3&26:

|PY03042 | 8.3e~26:

|PY07111 | 1.1e25:

|PY06619 | 1.2e~25:

|PY06732 | 1.2e25{

|PY07406 | 1.2e25:

|PY02614 | 1.2e~25:

|PY05673 | 1.6&25:

PY 02973 | 2.3e~25:

PY 00500 | 2.9&25{

’!ﬂ!m!!!!'

|PY02671 | 2.99-25:

|PY03359 | 3.3e25{

|PY06782 | 3.3e25:
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MEME

|PY06220 | 3.3e-25:

|on7022 | 3.3e-25:

|PY00055 | 4.7e25:

PY03760 | 5.3e~25:

PY06374 | eezs{

|PY01080 | 6e~25:

|PY07849 | 6.7e-25:

|PY05822 | 6.7&25:

PY 04516 | 7.6e~25:

PY 06126 | 7.6e25{

|PY07090 | 8.6&25:

|PY04084 | 1.4e-24:

|PY02565 | 1.5&24:

PY04430 | 1.9e~24:

PY 02943 | 2.4e24{

|PY07264 | 3&24:

|PY06029 | 3.8e-24:

|PY06851 | 4.7e24:

|PY05820 | 5.3e~24:

|PY03987 | 5.9e24{

|PY07226 | 9.1e~24:

|PY01184 | 2.1e-23:

|PY02660 | 2.9e23:

|on7327 | 3.3e23:

|PY04321 | 3.6&23:

|PY03016 | 5.4&23:

|PY03986 | 7.4e23{

|PY05912 | 1.2e22:

|PY04066 | 4.8e~22:

|PY04787 | 5.2e22{

|PY05767 | 8.4e~22:

|PY00308 | 2.8e21{

|PY00552 | 6.3e21:

|PY06334 | 1.4e~20:

|PY04773 | 7.8&20:

|PY01595 | 3.7e~19:

|PY01963 | 4.3e19{

|PY00754 | 4.3e19:

|PY04914 | 4.3e~19:

|PY07187 | 4.3e19:

|PY01773 | 4.3e~19:

|PY01981 | 6.5e19{

|PY05816 | 9.6&18:

|PY02140 | 9.6e~18:

)

|PY03438 | 1.4e17:

|PY04155 | 1.7e~17:

1 —

I
’SCALE i

125

|
150

|
175

200

|
225

I I I
250 275 300

I
325

I
350

I
375

|
400

I
425

[
450

|
475

|
500

I
525

I
550

I
575

I
600

I
625
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MEME

Motif 1in BLOCK Sformat

viewBLOCK1 || Viewrasta1 || viewraw1 |

Submit BLOCK 1| toBLOCKS multiple alignment processor .

Motif 1 position-specific scoring matrix

View PSSM 1

Motif 1 position-specific probability matrix

View PSPM 1

Ti me 308. 46 secs.

PNMOTIF2 width=21 sites=183 |Ir=6601 E-value=9.8e-2010

Simplified Ac:::::irriiii6riiiiio

0S.-

specific
probability D 3:5:15:::::5::::::1::
matrix E:::ili::::: 2: 0 2::

bits 7.1

5.0
Information4.3
content 3.6
(52.0bits) 28 ]

Multilevel NI DI KDI SKFYDAFKLLCNM
consensus DMWN NNMNL L S E

sequence
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MEME

NAME

PY (03331
PY 02036
PY 05560
PY 02572
PY 05923
PY 02565
PY 03948
PY 06499
PY 00580
PY 03987
PY 07533
PY 06886
PY 07838
PY 07516
PY03177
PY 00284
PY 05244
PY 06877
PY 02973
PY 03091
PY 04996
PY 04516
PY 03983
PY 06547
PY 03986
PY 07653
PY 05648
PY 05769
PY 02652
PY07331
PY 01080
PY 03016
PY 02827
PY 01834
PY 03729
PY 04787
PY 05767
PY 00493
PY 07035
PY 02687
PY01110
PY 02564
PY 06567
PY 07264
PY 03332
PY 02971
PY 01871
PY 05410
PY 06227
PY 06339
PY 07405
PY 05719
PY 06796
PY 06851
PY Q7422
PY 05150
PY 04554
PY 07090
PY 04066
PY 00988
PY07175
PY 03438
PY 04084

http://65.54.168.250/cgi-bir

START

135
131
129
131
172
156
136
151
137
146
128
146
153
143
138
161
158
129
137
150
131
162
158
139
139
131
150
139
139
132
130
134
169
186
139
135
141
175
184
148
141
139
150
130
168
129
150
140
159
149
140
167
140
153
138
131
134
159
144
140
149
140
142

P-
VALUE
1.84e-23
1.84e-23
1.84e-23
1.69e-22
1.6%e-22
1.6%e-22
1.69e-22
3.07e-22
3.07e-22
3.07e-22
3.07e-22
3.07e-22
3.07e-22
3.07e-22
3.78e-22
1.40e-21
1.67e-21
1.99e-21
2.83e-21
3.99%-21
3.99%e-21
3.99%-21
5.59e-21
7.78e-21
7.78e-21
7.78e-21
1.07e-20
1.07e-20
1.07e-20
1.07e-20
1.07e-20
1.26e-20
1.26e-20
1.48e-20
1.48e-20
1.73e-20
1.73e-20
2.03e-20
2.03e-20
2.03e-20
6.78e-20
6.78e-20
6.78e-20
7.85e-20
9.07e-20
9.07e-20
1.21e-19
1.3%-19
1.39%¢-19
1.60e-19
1.60e-19
1.60e-19
1.60e-19
1.84e-19
2.12e-19
2.43e-19
2.43e-19
3.20e-19
3.20e-19
3.66e-19
4.19e-19
4.19e-19
4.19e-19

SITES

GFl DTKI ESM NMDI
SVI ENKI KSM NMDI
DLI GEKI RLM NMDI
EVI SAKI KSM NI DI
DVI DTKI ESM NI DI
DVI ETKI RSI' NI DI
DDI CKKI KSM NI DI
DDI GNKI KSI DI D
EYMKKRNDLM NI NI
DVI KKKI ESM DI DI
EVI DTKI KSM DI DI
NVI CKKI KSM DI DI
DDI GNKI KLM DI DI
GVI DEKI ESM DI DI
EFVKERTDLL NMNI
El | FKNVDFS NI DI
EFI EKNEYLM NI I
DVI EKKMKSM NVNI
EFNVDKKNDLL NI NI
DVI KKQ SSM NI DI
DLI NKKNYLM EMNI
DVI YKKI KST NI DI
EFI EKNKYLM NI
El | DQKSDLL DI NI
DVI ENKI KSM NMNI KDVSNF
DLI NKKNYLM KMNI KDI SKF
KLLDEKNYVL NMDSNDV KF
YLI DKKKYFL DMDKKI | SNF
YLI DKKKYFL DMDKKI | SNF
DLI DQKKYLV DMDKKI | SNF
DLI DQKKYLI DMDKKI | SNF
DVI DKKI GSM NI DI NDI SNF
EFI EGNEYFT NMDMNI MSNF
ELI EKNECLM NI SI NDI SKF
DLI DKKTYFL NMNRNI | SKF
AVI DKKI KSM NMNI KDI SNF
DVI KNKI KSM NWNI KDI' SNF
GLI DTKI DVL NMDSKI VSKF
KDLI DKKNVF MDSNDVSKF
KDLI DKKNVF CMDSNDVSKF
I EETKEYMDI NI NI NDMSKF
KDLLDKKNI K NMNI KNMSKF
El I NKKKDLL NI SI ENMSKF
DVI DAKI KSM NWNI KDI SNF
NI | DKI KEYMDI DI S MSKF
EVLNKKSDLL NI NI KDMSEF
KLLDKKNYVL NMNSNI' V' KF
EFMNERNDFM NI NI EDL SKF
TVI EKKI RSM DI DI KDI VNF
ELLDKKNDVL NMDSKI V KF
KLLDKKNDVL NMDSKI V' KF
| DKNHNLKNT DMDSNI | SEL
GFl DKQKDFM NI NI' EDL SKL
EFI EKNEYLM NI ©I NDI SNF
YKDFLEKKI V NMDI KAI SKF
DLMNKKKYLM EMNI K'Yl SKF
El | DQKKDLL NMDNSI | SNF
EFI EANKCLM NI I NDVSNL
AVI EKKI KSM NMNI KDI SNF
I TKNHDLTNV NMNKNI | SEL
GLI DTKMEVL NMDSNNVSKF
DLI NKKKEY!I DI DI KDMSKL
DVI ENKI KSM DMNI KDI SNF

KDI SNF
KDI SNF
KDI SNF
KDI SNF
KDI SNF
KDI SNF
KDI SNF
KDI SNF
EDMSKL
KDI SNF
KDI SNF
KDI SNF
KDI SNF
KDI SNF
KDMSKF
KDI SKF
NDMSKF
KDI SNF
EDMSKF
KDI SNF
KDI SKF
KDI SNF
NDMSNF
KDMSDF

SEI GVEDYEF
SEI ELYNYQC
SEI DSI SDCK
SEI GAEDNPC
SEFDPEKSTE
SEI GAEDYQC
SEIl | AEDYQC
SERDAI TQCK
SEVATNKDDN
NEI VADDDQC
SEFDPEENTE
SEl SVEDYEF
| EVDAENYQC
| El GTEKNTK
DNYSTNKDNK
DELNDGKLEC
TELNANDASD
SELDPEKNTE
NADATNKDDN
SEL DENNNQC
TEFDEDNQKC
SEI DPEDYEC

DAFKSL CNM
DAFKSL CNM
DAFKSL CNM
DAFKSLCNM
DAFKSL CNM
DAFKSL CNM
DAFKSL CNM
DAFKSLCNM
DAFKLLCNM
DAFKSL CNM
DAFKSL CNM
DAFKSLCNM
DAFKSLCNM
DAFKSL CNM
DAFKLLCI M
EAFKLLCKM
DAFK LCNM
D FKSLCNM
DAFKLLCI M
DALKSLCNM
DAFKSLCEM
DALKSLCNM
DAFK LCNMy TELDANDTDN
DAFKSLCNMY NSVATSKHDT
DAFKSLCNMC SEI SAEANTE
DAFKSLCEM/ TEFDEDNPKC
EAFKSLCEMY TEFDETKKDC
EAFKLLCEM AEFDDNSQYC
EAFKLLCEM AEFDDNSQYC
EAFKLLCEM AEFDDNSQYC
EAFKLLCEM AEFDDNSQYC
VAFKSLCNMY SEFNEETI NC
DAFKLLCTM TEFNENEPDC
DAFKI LCNM/ | DYNGNSSNC
EAFKLLCEMY AEFDDNTPYC
D FKSLCKMY | EVDASNQCM
D FKSLCKMY | EVDANNQCM
KAFKLLCEM/ TEFDEKKNDC
EAFKLLCEM/ TEFDENASNC
EAFKLLCEM/ TEFDENASNC
ELLKLLCNMY TSYDNNNSSQ
A FKSLCNMY NEFNDNMrDC
DAFKLLCSM/ TEFNANTPDC
DAFKLLCKMN NEI GTKKI QC
ELLKLLCNM TAYTKDKSND
DAFKLLCNI v GNVTTRKDNN
EAFKSLCEMY TEFDENTSNC
DASKLLCNM/ GNVEKNANDT
DAFKSLCNMy SETDVDNYKC
KAFKSLCEMY TEFDENKENC
KAFKSLCEMY TEYDENKENC
DAFKLLCEM/ SEFDGSTSNC
DAFKLLCSM/ DNREVNTDGN
DAFK LCKMy TELNANESKC
A FKSLCNMY YEFNGNNKKC
DAFKSLCEM/ TEFDEDNPKC
KAFKSLCEM/ SAFGGNTSNC
DAFK LCNMy TELSANNPQN
D FKSLCNL ¥ RELDANNKQC
DAFKLLCEM/ TEFNENTSNC
KAFKSLCEM/ NELDDDKTKC
DAFKI LCKM | NADKKDDGK
D FKSLCNVY SELDPEKTQC
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MEME

PY01184
PY 03636
PY 04215
PY 00552
PY 06029
PYQ7477
PY 01872
PY 07226
PY 05781
PY 05816
PY 05822
PY01111
PY 02782
PY 05912
PY 06829
PY 07021
PY 03042
PY 03010
PY 02614
PY 02543
PY 02970
PY 05146
PY 04786
PY 07624
PY 02131
PY 00175
PY 07342
PY 06740
PY 00297
PY 05624
PY 02541
PY 03194
PY 06151
PY 07160
PY 00578
PY 06619
PY 06760
PY00177
PY07413
PY 07594
PY 06220
PY 06742
PY 05828
PY 02298
PY 01873
PY 06732
PY 06754
PY 04327
PY 03991
PY 07022
PY 04755
PY 04083
PY 04155
PY 06782
PY07111
PY 05871
PY 05708
PY 05586
PY04773
PY07411
PY 02278
PY 07546
PY 06549
PY 00055
PY 00997
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161
145
139
154
180
198
129
161
138
147
138
138
157
139
129
153
140
149
140
142
158
174
134
140
140
138
140
178
138
132
140
145
147
140
109
155
139
127
145
138
140
139
138
137
146
144
124
145
176
139
131
140
132
126
141
160
140
167
152
108
141
140
140
127
139

4.80e-19
6.25e-19
7.13e-19
8.12e-19
9.25e-19
9.25e-19
1.05e-18
1.20e-18
1.20e-18
1.75e-18
1.75e-18
1.99e-18
2.55e-18
2.55e-18
2.55e-18
2.88e-18
3.68e-18
4.16e-18
4.16e-18
4.16e-18
4.69e-18
4.69e-18
5.29e-18
5.96e-18
5.96e-18
5.96e-18
6.72e-18
8.51e-18
9.57e-18
9.57e-18
9.57e-18
1.21e-17
1.21e-17
1.52e-17
1.52e-17
1.70e-17
1.70e-17
191e-17
2.14e-17
2.68e-17
2.68e-17
3.00e-17
3.35e-17
4.17e-17
4.17e-17
5.20e-17
5.20e-17
5.20e-17
5.20e-17
5.20e-17
6.46e-17
7.19e-17
8.00e-17
9.91e-17
1.10e-16
1.10e-16
1.22e-16
1.36e-16
1.51e-16
1.51e-16
1.51e-16
1.68e-16
1.86e-16
1.86e-16
2.06e-16

EFI KGNECFM SI NI TEMSKF
EFI AEQKDLL NI NI EDL SKF
KDLLDKKNI K NMNI KNMSKF
El | FKNVDFS NI NI EDI SKF
Kl I EENKCLM NI DI NDI SNF
EFI DKRNDFM NI NI EDL SKF
GFVDERNDLL NI NI EDL SKF
DLI NQKNELM DI DI SVMSKF
KDLVDKTKMM DMDI KVl SKF
YNNFKEI | AK NMDFEDI SKF
DLI DKKKYFL DI DKNI I SNL
KI'I DETKEYMNI DI NI M KF
ELI DKKNDVL NMDSNI A KF
SI | DTI KEYM DI NI SNMSKF
DLI DORNYFM CMDRNI | SDF
| DKKHDLKNK DMNKNI | SKL
I SKKHDLTNV DMNKSI | SEL
ELI NKKKDLL NMDNYI I SNF
I VKRHTLTND DMDNKI | SEL
I ENRHTLTND DMDNKI | SEL
ELI DNKI AMY ©MDSNI LSNF
ELI DNNI DLI NMNI KDI SNF
SVI EKKI KSM NMNI KDI' SNF
DLI NKKNVFL NI NKDMSKF
DLI NKKTYLL TMSI KDI SKF
KI LDEI KEYM DI NI N MSKF
EFI NKEKYLM NI DI EDL SKF
EFI EANECLM NI ©I KDMSNF
ELI DKTQDLT TI DI KDI SKF
NLI DQKTYLL DMDTNI | SNF
DLI NKHNYVF NI NE MSKF
KFNVDDRNDFL NI NI EDL SKF
DLVDKKNGLM SI ©I KDI SKF
DLI DTHNYVL NI KEDI SKF
DFI DKQKDLL NI NI KDL SKF
DLI DTKKYYL KMDKNI | SKL
DLI DKRKEFL VMDSNI VSKF
EFI EGHKDLL NI NI KDLSEF
GVI DKKI KSM KMNI KDI SNF
DLI DRNDYFL SMDMSI | SKL
DLI NQKKELM NI NI SVMSKF
El | DEI KEYL DI DI S MSKF
ELVDKKEDLM SI DI KDMSKF
DLI DKKKYFL ©MDRNI | SDF
GLI DKRKEFL YMDSNI | KF
NVI DQVKEYI DI DI S M KF
NDI ENKI NSM NI -] KDMSNF
EFVDKRDYLL NI NI DDL SKF
EFI NKQKELF NI NI NDL SNF
DLI NQKNKFM DI DI SVMSEF
DLI DKKQNLM SI DI KDMSKF
DLI DKKKEFM DI SNEKI SKL
DLI DRNDYFL SMDKSI | SKL
I DLI NONKLM DI DI SVMSKF
KI MDG KEYMDI NI S M RF
G | DEI KEYM DI NI SYMSKF
EFI NKQKDLL DI DFKDL SKF
DI | DNKI DLI NMDMSI V' KL
El I VKNVDLL NI
Kl | DEI KEYMDI NI S MSRF
| EKRHNLMNK DMDKNSI STL
KLI DKNNYFL SMDKSI | FKF
EFI NKQKDLF NI NI ENL SKF
El I DVI KEYMDI NI T MSKF
KI'I DKVEEYM NI NI DNM KF

| GGNI DKSSC
GNFETNKHEQ
YGFKEGDKKC
TEYDEDNLKC
TELDASNPNC
| NAEKHTKDS
GRVAQNKKDD
I NI GKKNKGG
| EFDDESSNC
TESNENNLEC
TGFDESTSNC
TAYNNONSSQ
TEFDENTSKC
NAYKNAKSND
TI DERNLHST
TGFDESKANC
TEFDKNSNCT
SEYGENTLNC
TDFDENTSNC
TDFDENTSNC
TEFDENTPNC
FEFNQESPDC
SEFGPEKNTQ

DAFKLLCEM
DAFKL| CSM
V FKSLCSM
EAFKLL CKL
AAFKSVCNM
DASKLLCSM
DAFNLLCI M
DL FKNLCNM
DAFNAL CMM
EAFKLLCKI
DAFKSL CKM
KLLKLLCNM
KAFKLLCEM
ELLKLLCNM
EAFKLLCEM
DAFNI LCNM
DAFKI LCEM
KAFKLLCEM
NAFKLLCEM
NAFKLLCEM
KAFKLLCEM
DAF YALCMM
D FKSLFNM
DAFKSL CKL Y TECDNSDSDY
DAFKSL CKL Y TECDDSDSNY
ELLKLLCNMN TAYNGKNSSK
DASKL| CSMY GNGVQNKKGE
A FKSLCNI ¥ TEFNANKPDC
NAFKSLCNL ¥ NELDEVNPEC
EVFKLLCEM/ TNFDVKTLHC
DAFKSLCKL Y TECDNI ESDY
DVFNLLCKM  GNVTQNQKDD
DAFKLLCEI C TEI DASTSNC
DAFKSLCKL Y TECDDSESDY
DASKLI CSMY GNVAQSQTGE
NAFKLLCEM/ TGFDTDKLNC
EAFKLLCNL Y NELDYEKKNC
DASKL| CNM/ GNAAQGNQTGN
DLFKSLCNVY SELDPKKTQC
DAFNTLCDM/ NELATNNSNC
LLKI LCNM | NVGKKDVFN
ELLKLLCSMD TAYTKNKDSE
DAFI LLCDI C TGVNEEKKNC
EAFKL| CEMY TNFNETRSNC
EAFKLLCNL Y NKLDYNNKNC
ELLKLLCDMN NSYTNENNSK
EVFKLLCKMD GELDPKKKPQ
DASKL| CSMY | NAEKHTKES
DASKL| CSM/ GNLATNTNED
RLFKI LCNM | NVNKKSNMGN
AFVLLCEI C | EVNEKHTNC
DLFKSLCNMY FYLDENNPDC
DALTSLCNM  VTDAGHVPNC
DLFKNI CSMY | NI GKKNKGE
ELLKLLCNMN SDI EKKSSDD
ELLKLLCEMN TAYTTNKSGD
DASKL| CSMY ANKATNTDNK
EAFNKLCMM FEFDKESPKC

FEDI SKFFEAFKLLCKM DEFNEKTLEC

KLLKLLCNMN TAYTRNSSSK
DAFKLLCKM/ TDFNKDTSNC
DAFKSLCNL v NEL DDNQNCK
DASKLI CSMy GNFATNI NKD
ELLKLLCKMN TSYTNGKSND
ESLKLLCNM/ TAYTKKNNSD
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MEME

PY 02312 160 2.06e-16 DVMDE!I KEYMNI NI S MSKFYELLKLLCNLN TTYTSNNNSK
PY 03973 138 253e-16 DLI DKNYY! L NMDI SI | SRLYDAFNTLCDI ¥ NGLDTNSSNC
PY 07421 139  2.80e-16 DLMNKKQKLM DI DI SDMSKFYNLFKI LCNVI NNAGKKDVSK
PY 00500 141 343e-16 ELVDKNDYFL SMDKI | | SKLYDALQSLCNMY NEFNANEPNC
PY 00924 269 3.80e16 DFI ENHKDLL NI NI KDLSKFY  SKLI CSM/ ANKSMNTDGN
PY 02671 139 3.80e-16 DLI DKKRDLL NI NFEDMSKFYDASNALCEI ¥ SELDI DNSKC
PY 00085 155 4.20e-16 DLI DKNNYI L SMDMSI | SKFYDAFI LLCDI C | GVDEDRSNC
PY 07406 148  420e-16 GLI DTKMGVL NMDSNTASKFYKAFKSLCEI ¥ TEFDENTSNC
PY 02660 153 4.20e-16 EFI NKNNKLM DI DI NVMSKF YNLFNNL CKMY NELSLTMINK
PY 04931 161 4.64e-16 DLI DKRKGFL DMDKNI VSKFYEALI SLCKL Y NELGDENKNC
PY01331 133 6.25¢-16 DVI ENKI KSMNI DI K1 SNYYD FKSLCNVY NELDPEKKQC
PY (03760 139 7.61e-16 DLI DKKQELMNMDMKI | SKFYYSFVLLCNM  TEI DANI SNC
PY 06374 139 7.61e-16 DLI DKKKDLL NI NFEDMSKFYDAFNKLCTI ¥ GGLDI NYSNC
PY 04321 170 9.25¢-16 DLI NKNDNVI NI SNENMSKL YDLFKNLCKMY NDI SKI SNNN
PY 01837 148 1.36e-15 El | DKKKDLL SI NLKDMSNFYCAFKLLCI V  TEFDANKPEC
PY 06126 139 1.36e-15 DLI DKKENLMNI CI KDMSRFY AFNELSNMY NGFDTKKTDC
PY 01595 149 150e-15 El | NGRKGLL STNI ENMSKI YDAFK LCNMY TELDGSKTI S
PY 02140 132 219e-15 DLI DRNNYFL SMDKSI | SKLYDALTSLCNI  VIDAGHVPNC
PY 05673 152 2.40e-15 ELI DTKKYLF NMDD | | SNFYKAFKLLCELD DDEDGDGDDD
PY 05820 139 240e-15 TYLINKEELI NI SNENVSKLYDLFKI LCNM NSADKKDGGE
PY 00494 131 264e-15 DLI NNKKKLMNI SSDKVSKL YKLFKI LCEMY TKI DYGNKTC
PY 06763 131 2.64e-15 DLI NNKKKLM NI SSDKVSKL YKLFKI LCEMY TKI DYGNKTC
PY 02688 131 2.90e-15 DPI NKKKELM NI SKDKVSKL YKLFKI LCEMY TKI DEDNKNC
PY01774 140 349e-15 DLI DKKKEFM DI SSEKI TKL YVLFKSLCNMY TGLNEKNPDC
PY 07027 140 349e-15 DLI DKKKEFM DI SSEKI TKLYVLFKSLCNMY TGLNEKNPDC
PY 04430 141 349e-15 ELVDKKEDLMSI DI KDMSKFYDTFI LLCDI C TGVNEEQONC
PY 02940 136 3.83e-15 ELI KKKKELMNI SNDKVSKL YKLFKI LCEMY TKVDEDNNNC
PY 05688 153 4.60e-15 El | DEI KEYMNI DI | NI SKFYKLLKLLCDMN TSYKNNNSSK
PY 07017 113 4.60e-15 EVI NKKKELMNI SKDQVSKL YKLFKI LCEMY TKI NEDSKNC
PY 04979 122 460e-15 DLI NNKKELM NI SKDKVSKL YNLFKI LCEMY TKFDEDTSI C
PY 07327 139 504e-15 DLI DKKKEFM DI SNEKI TKL YVLFKSLCNMY | DLGENNADC
PY 03359 181 552e-15 DLI NGKNKLM DI DI SDMSKF YSLFKI LCDVI SNADKQNVRK
PY 07849 139 552e15 DLI DKKQNLMSI YVKDMSNFYDAFI LLC | ¥ | EVNEESLSC
PY 07501 145 552e-15 DLI DRNKYI L SMDMSI | SKLYDAFSTLCDI ¥ | DLDTNNSDC
PY07198 129 604615 EVI NKKKKLM NI SNDKVSKL YNLFKI LCEMY TKI DENKKKC
PY 04733 176  6.04e-15 ELI DDRKGFL DMDKNI VSKF YEELKSLCKL Y NGLGDGNKNC
PY 02943 139 9.48e-15 DLIDKKEDLI SI YVKDI SKF DAFNTLCMMY | EFDSENADC
PY 06020 138 1.04e-14 KI | DEI EEYMNI NI S MAKFDELLKLLCNMN TAYTKQNNSD
PY 06334 140 1.04e-14 DLI YKKENLMSI SI | DMY| FYDAFI LLCDMY | KLEKNSNCD
PY 04795 140 147e-14 DLI DKNNYFL TMDKSI | | KL YNAFNI LCNMY NEYKEDNTYC
PY 06514 131 16le14 DLI DKQNLI TMDMSI | SKLYDVFI KLCTM ' | EFDETNPQC
PY 06666 139 1.92e-14 DLI DRNKYI L SMDMXI | SKLYDAFNTLCDTY | EFDHNI GEN
PY 07080 138 581e-14 DVLNTKSDLL NNNI EDLSEFYDI FKLI CSMY NNVETNSRDK
PY 03403 198 810e-14 ELI DTRKNFL DMDSNTVFKFYEALI SLCKL Y NELGDENKNC
PY 04988 133  1.04e-13 DLI YKKKELMEVTNEKLSKFYA FKSLCNM/ NGFNDNMIDC
PY 06204 138  1.98e-13 ELI YKKNELMKI TNDKLAKFYA FKLLCNM/ NKFNDSTSDC
PY 00754 133 6.89e-12 DKI NKNRKLMNLEI RMRKLYCLLNELCNAI TKHTTDPSNC
PY 04914 133 6.89e12 DKI NKNRKLMNLEI RMRKLYCGLLNELCNAI TKHTTDPSNC
PY 07826 133 6.89¢-12 DKI NKNRKLMNLEI RMRKLYCLLNELCNAI TKHTTDPSNC
PY01981 132 1.60e-11 NNI NSKKKI MRI KI NEMRKL YELLNELCNAI TKHTTDPLNC
PY01773 132 2.77e-11 DKI DKNRKMMNLNI DRVRRL YCGLLI KLCNAI - NKHKKDPSNC
PY 07187 133 145¢-10 DKI DKNHKI MNLEI ARMRTLYGCLLNELCNAI | NYTNDSSTC
PY01963 133 226610 SRINKSKQ MNI KI CEMRI LYCLLNELCNAI | NYSNDSSNC
PY 00308 150 352e-10 YKKI | DKI KD LMDI KEI SKFND FSI LFYLY YVFHDESLNC
PY 04466 128  7.62:09 | TGVENYYEN YKNLI DKKKYFLAFKLLCEMY AEFDDKTPYC
Motif 2 block diagrams
Lowest
Name p- Motifs
value

[PY03331 | 1.8¢-23

|PY02036 | 1.8¢-23

|PY 05560 | 1.8¢-23 |
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MEME

|PY02572 | 1.7e-22:

|PY05923 | 1.7e22:

|PY02565 | 1.7e~22:

|PY03948 | 1.7e22{

|PY06499 | 3.1e22:

|PY00580 | 3.1e-22:

|PY03987 | 3.1e22:

|PY07533 | 31622

|F’Y06886 | 3.1e22{

|PY07838 | 3.1e~22:

|PY07516 | 3.1e-22:

|PY03177 | 3.8&22:

[PY00284 | 1.4e-21 |

|PY05244 | 1.7e21{

|PY06877 | 2e~21:

|PY02973 | 2.8e-21:

|PY03091 | 4e21:

[PY04996 | 4e-21]

|PY04516 | 4e21{

|PY03983 | 5.6&21:

|PY06547 | 7.8e-21:

|PY03986 | 7.8&21:

|PY07653 | 7.8e-21:

|PY05648 | 1.1e20{

|P’Y05769 | 1.1e~20:

|PY02652 | 1.1e-20:

|PY07331 | 1.1&20:

|PY01080 | 1.1e~20:

|PY03016 | 1.3e20{

oll & ol N N} I N ™
N} o ~
N N N L
N
o r\:I
H -
H

|PY02827 | 1.3e~20:

H

|PY01834 | 1.5e-20:

H

|PY03729 | 1.5&20:

|PY04787 | 1.7e~20:

|PY05767 | 1.7e20{

|PYOO493 | 2e~20:

H

|PY07035 | 2e-20:

H

|PY02687 | 2e20:

|PY01110 | 6.8e~20:

|PY02564 | 6.8e20{

|P’Y06567 | 6.86-20:

N
N
Nl N N
N N

|PY07264 | 7.8e-20:

|PY03332 | 9.1e20:

H

|PY02971 | 9.1e~20:

IPY01871 | 1.2e19{

|PY05410 | 1.4e~19:

|PY06227 | 1.4e19{

|PY06339 | 1.ee19:

|PY07405 | 1.6e~19:

i
Ll
EptE
B
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MEME

|PY05719 | 1.6e~19:

H

|PY06796 | 1.6e-19:

|PY06851 | 1.8&19:

|PY07422 | 2.1e~19:

|F’Y05150 | 2.4e19{

|PY04554 | 2.4e~19:

|PY07090 | 3.2e-19:

|PY04066 | 3.2e19:

|PY00988 |3.7e-19|

|PY07175 | 4.2e19{

|PY03438 | 4.2e~19:

|PYO4084 | 4.2e-19:

|PY01184 | 4.8&19:

|PY03636 | 6319

|PY04215 | 7.1e19{

|PY00552 | 8.1e~19:

Im
H ~
N N N N
N - N
N
N N
N N

[PY06029 [ 9.3e-19|
|PY07477 | 9.3¢-19|
[PY01872 | 1.1e-18

[PY07226 | 1.2¢-18|

|PYos781 | 1.2¢-18

|PY05816 | 1.8e-18:

|PY05822 | 1.8&18:

|PY01111 | 2e~18:

|PY02782 | 2.5&18:

|PY05912 | 2.5e~18:

|PY06829 | 2.5e-18:

|PY07021 | 2.9&18:

|on3042 | 3.7e~18:

|PY03010 | 4.2e18{

|P’Y02614 | 4.2e~18:

|PY02543 | 4.2e-18:

|PY02970 | 4.7&18:

H
NN
N N H
) N
N
N N

|PY05146 | 4.7e~18:

H

IPY04786 | 5.3e18{

|P’Y07624 | 6e~18:

|PY02131 | 6e~18:

|PY00175 | eels:

|PY07342 | 6.7e~18:

IPY06740 | 8.5&18:

H

|PY00297 | 9.66-18:

|PY05624 | 9.6e18{

|PY02541 | 9.6&18:

|PY03194 | 1.2e-17:

IPY06151 | 1.2e17{

|P’Y07160 | 1.5e~17:

|PY00578 | 1.5e17{

H

H m

N N D N B BN S
N N

IN)

|PY06619 | 1.7e~17:
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MEME

|PY06760 | 1.76-17 |

|PY00177 | 1.9e17{

|PY07413 | 2.1e~17:

|PYO7594 | 2.7e-17:

|PY06220 | 2.7e17:

|P’Y06742 | 3e~17:

|F’Y05828 | 3.3e17{

|PY02298 | 4.2e~17:

|PY01873 | 4.2e-17:

|PY06732 | 5.2e17:

|PY06754 | 5217

|PY04327 | 5.2e17{

|PY03991 | 5.2e~17:

H

|PY07022 | 5.2e-17:

|PY04755 | 6.5&17:

|PY04083 | 7.2¢17|

|PY04155 | 8e17{

|P’Y06782 | 9.9e~17:

N N o
N N}
N N N NEE OO N
N Nl N N

|PY07111 | 1.1e-16:

|PY05871 | 1.1&16:

|P’Y05708 | 1.2e~16:

|PY05586 | 1.4e16{

|PY04773 | 1.5e~16:

|PY07411 | 1.5e-16:

H

|PY02278 | 1.5&16:

|PY07546 | 1.7e~16:

H
N
N

|PY06549 | 1.9e16{

|PY00055 | 1.9e~16:

|PY00997 | 2.1e-16:

|PY02312 | 2.1&16:

H

|PY03973 | 2.5e~16:

H

|PY07421 | 2.8e16{

|PY00500 | 3.4e~16:

|PY00924 | 3.8e-16:

|PY02671 | 3.8&16:

|PY00085 | 4.2e~16:

|PY07406 | 4.2e16{

|P’Y02660 | 4.2e~16:

|PY04931 | 4.6e-16:

|PY01331 | 6.3&16:

|PY03760 | 7.6e~16:

|PY06374 | 7.6e16{

|PY04321 | 9.2e~16:

H

|PY01837 | 1.4e15{

|PY06126 | 1.4e15:

|PY01595 | 1.5e~15:

|PY02140 | 2.2e15{

H H
N N N N o
N N V)
H H s
N

|P’Y05673 | 2.4e~15:
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MEME

|PY05820 | 2.4e-15:

|PY00494 | 2.6e15:

|P’Y06763 | 2.6e~15:

|PY02688 | 2.9e15{

|PY01774 | 3.5e~15:

|on7027 | 3.5e-15:

|PY04430 | 3.5915:

|PY02940 | 3.80-15 |

|F’Y05688 | 4.6&15:

II II II N
IH NN
II

|PY07017 | 4.6e~15:

|on4979 | 4.6e-15:

IH
N

|PY07327 | 5915:

|PY03359 | 5.5e-15

II

|F’Y07849 | 5.5e15{

|PY07501 | 5.5e~15:

|PY07198 | 6e~15:

|PY04733 | 6e15:

IH

|PY02943 | 9.5e-15

|PY06020 | 1e14{

|P’Y06334 | 1e~14:

|PY04795 | 1.5e-14:

|PY06514 | 1.6&14:

|PY06666 | 1.9e~14:

|PY07080 | 5.8e14{

|PY03403 | 8.1e~14:

Il

|PY04988 | 1e-13:

|PY06204 | 2e13:

|PY00754 | 6.9e~12:

|PY04914 | 6.9&12:

|P’Y07826 | 6.9e~12:

|PY01981 | 1.6e-11:

|PY01773 | 2.8&11:

|PY07187 | 1.4e~10:

|PY01963 | 2.3e10{

|P’Y00308 | 3.5e~10:

|PY04466 | 7.6e-09:

N N
I NENENENE RN RN N H I
N NN ol ol SR N N
N
N

[
‘SCALE ‘1

125 150 175

|
225

I I I I | I
250 275 300 325 350 375

400

[
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[
450

|
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I
500

I
525

|
550

I
575

|
600

I
625

Motif 2in BLOCK S format

[_viewBlock2 |[ viewFasta2 || viewRAw2 |
I Submit BLOCK 2 I to BLOCK S multiple alignment processor.

M otif 2 position-specific scoring matrix

View PSSM 2

M otif 2 position-specific probability matrix

View PSPM 2
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http://www.blocks.fhcrc.org/blocks/process_blocks.html

MEME

Time 575.85 secs.

PNMOTIF3 width=21 sites=183

llr =6173 E-value=1.2e-1827

P-
NAME  START VAL UE
PY 04083 75 1.80e-25
PYO01774 75 1.80e-25
PY 07027 75 1.80e-25
PY 07327 74 1.80e-25
PY 05624 67 5.90e-23
PY 05586 102 1.65e-22
PY 06514 65 2.14e-22
PY 04466 74 273e-22
PY 03729 74 273e-22
PY 06567 385 2.73e-22
PY 01080 66 2.73e-22
PY 05769 75 894e-22
PY 02652 75 8.94e-22

Information4.3

Simplified A ::
pos.-
specific
probability D:11::2

matrix E::1::

bits

5.0

content 3.6
(48.7 bits) 2.8
21

N

Multilevel NI VE

consensus
sequence

NI VE
NI VE
NI VE
NI VE
NI VE
DVVE
NI VE

SQLFKSVANS NI
SELFKSVANS NI
SELFKSVANS NI
SQLFKSVANS NI
KDSSVFKHHK NI
SSVFKSYAKS NI
SSVFKSDAKS NI
SELFTSVANN NI NI VD
SEFFKSVANS NI NI VD
SSVFRSYAKS NTNI VE
SELFKSVANS NI NI VD
SELFKSVANS NI NI VD
SELFKSVANS NI NI VD

I WLSYMLNLKKx

K Q

SITES

M WLS
M WLS
M WLS
M WLS
LIWS
I TW.S

MLNLKEQ TGNDTNLQYF
M_NLKEQ TGSDSNLQFF
MLNLKEQ TGSDSNLQFF
MLNLKEQ TGNDTNLQYF
MLNLKKQ VG TNLRYFY
MLNLKE ~ VGKTNLQYFY
I 1 WL.SYMLSLKKQ VGDKTNLQYF
L1 W.SYM_NLKEQ TGNDNNLQFF
LI W.SYM_NLKEQ PGNDSNLKFF
I 1 WLSYMLNLKEQ FGKTNLQYFY
LI W.SYMLNLKEQ VG SNLQYFY
LI W.SYMLNLK E GTMBNI HFFY
LI WLSYMLNLK E GTMBNI HFFY
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MEME

PY 05822
PY 07021
PY 07198
PY 05146
PY 00494
PY 06763
PY 00493
PY 01871
PY 02940
PY 06619
PY 02688
PY 07331
PY 06126
PY 06829
PY 03042
PY 06374
PY 06886
PY 04979
PY 06204
PY 00500
PY 02298
PY 02687
PY 02943
PY 07849
PY 07546
PY 05648
PY 03331
PY 03760
PY03973
PY 02671
PY 01331
PY 07653
PY 04084
PYQ7175
PY 06782
PY 07022
PY 06151
PY 07594
PY 04996
PY 05150
PY07017
PY 07421
PY 05719
PY 02572
PY 02970
PY 04988
PY 04795
PY 03986
PY 03948
PY 06339
PY 03987
PY 05781
PY 02564
PY 00988
PY (03010
PY 01595
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SSVFQSVAKN NI NI VE
ASVFRSVAKS NI DI VD
SSESSYNVQN NI NVVD
SSVFMBDAKG NTNI VE
SSGSLYNVEN NI NVVE
SSGSLYNVEN NI NVVE
CGWPPPARN NI NI VD
CGVSHSPLKN NI NI VD
SGLFNSRETS NI NVVE
SDLFSQYAKN YMNI VE
SSGLSYNVQN NTNVVE
SELFKTVANS NI NI VD
SDTFSI NSKN NI NI VE
SSESSYYAQN NI NI VD
SSLFEKVAKN NI NI VD
VDSFTVNAKS NI NI VD
LNMFGEEDI D CDKI VE
SSGSSYDEQN | | NVVE
SGLFNNNVKN NI NVVE
SDLFKSVAKS NI NI A

SSGSSRYAQN DI NVVD
CNWSSPAKN SI NMVD
SDSFNSVAKG NI NI VE
STSFSFI AKG NTNI VE
ADLFKSVAKS NI DI VE
CGVKPSPVKN | | NI VD
EDTDNEENLE CDKI VE
SYSFRNYAKN NI NMV

| SAFRMIVKG NI DI VE
SGSFEI NAKS SI NI VD
LNMFGEGDI D SDKLVE
SLSFKKYANS NI NVVV
LNVFGEEDI G SDKLVE
CGWPRPSKN N NI VD
SYNFSSNANG NVNI VT
SYNFSSNANG NMNI VI

SYSFKTYAKN NI NMVE
VSAFEMAAKS NI NTVE
SVSFKKYANS NI NVVV
SVSFKKYANS NI NVVV
SGLFKSCETS NI NVVE
SYNFSSNANG NIVNI VT
SDLFNSVAKG NI NI VD
LNMLNPETI D CDKI VE
CGVDPPPARN NI NI VD
SGVLKDNAKN I NAVE
SSVFESVSKS NVNI VE
LNM GEEG D CEKLVE
TLLTLFNG D SDKLVE
CGVDPSTAKN NI NI VD
NDNNKNENLA CDKLVE
KDNSVFKYHN NI NMVK
SDLFNFDEKS KNDI FD
SDLFQSVAKS NTNI VD
FNSYTDNAKK KI DI V.

EQLFVKNKKS NI NTVQ
FNDI NDENI D SEKLVE
ERI DNHEKLE SDKLAE
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LKKLDEESLE SDQI VE
SSGLSNKAKN NI NFVD
LKMFGSENLE SDQI VE
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I MTWL |
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MLKLKKN EGSDSLKYFY
MLNLKEN TGSTI SHI KH
MLNLKST QDDTI TNLNN
MLNLKKS EENVBNLQYF
MLNLKST QDDTI TNLNN
MLNLKST QDDTI TNLNN
MLNLKES EKDNTTCFYS
MLNL CKS EEEDNI TGFY
MLNLKST QDGSFTNLNN
MLNL KND APGLTNLEHF
MLNLKST QDDSI TNLNN
MLNLKQQ VGDETNPQYF
I LSLK  EG TNLNDFY
MLNLKET EFNNGLKYFY
MLSLMES ELKESLVFFY
ML SLNKN MNYKNI YDFY
KLNQKT ~ NGTTKLYDFY
MLNLKST EDDTI TNLNN
MLNLKDK NGNI LTTFYN
MLNLKKS VEG TNVKHF
MLNLK E GNI SNLQYFY
MLNLKES EKDNTTCFYS
MLNFTTI DESGSI ELFY
MLNFKKI DENETI KHEY
MVNL KNN EPNL TNQQHF
MLNLDKS EEKNNI NDFY
KLNQKKE NRSTKLYDFY
MLSLKS DNI NNLKEFY
MLSLI KS KEDNRKHFYN
ML SLNKN MDYKNI HDFY
KLNQKTQ NGTTKLYDFY
KLNQKTN NG TQFNDFY
KLNQKTQ NGTTKLDDFY
MLNL CKS EDEDNI TGFY
KLNQK Q KEI TKFNDFY
KLNQK Q NEI TNLKDFY
I LSLKKD NSI KNLKEFY
MLNLI KT KENNSI DSFY
KLNQKTD NG TKLNMDFY
KLNQKTD NG TKLMDEY
MLNLKST QDDNI TNLNN
KLNQKKQ DG TTFNDFY
ML SLKEN QAKNSLNHFY
KLNQTKQ NGTI KLDDFY
MLTLKES EKDNTTCFYS
MLNLKDN KGNI LNNFYE
MLNLME SGSTTNLEYF
KLNQKTQ NGTTTLNEFY
KLNQKKE NETTKLYDFY
M NLKYS EESNI | TCFY
KLNQKKE NGTI | LNDFY
MLNLKEQ VGDVNNLQYF
MLNLKEN | SNDSLQYFY
MLSLMDN ELKESLGFFY
MLSLKKE NEI NKLNDFY
KLNQKK DGl KDLNEFY
KLNQKKE DETI | SNEFY
KLNQKTQ NGTTKLYDFY
KLNQKKE NEMTI LNDFY
MLNLNKS EKDNVTCFYI

KLN KLN TEFSNI NEFY
KLNQKSE NG NTLKDFY
KLNQKKQ NGTTRLNEFY
ML SLKSN PDKNSLKHFY
KLNQKKE | G TKLYDFY
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MLNRI KN NENDI | YSFY
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KLNQNKE EKFATI NDFF
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KLNQNSD SKPTKI YDFY
MLNLKDV NDFKNI NEFF
MLNLKKN EKI KNLNDFY
KLSLKL DDl TTLNSFY
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PY 05688 88 1.76e-14 KTGISSYHDV YKDVTMCI M WLSYKLSLKTF NNI TTLKDFY
PY 05912 74 1.95e-14 KAGTSVDKHT YKDDLVCI M WLSYKLNLKTF DNI TTLKDFY
PY 03332 103 2.39e-14 KDGTSVDKHT YKDDI | CI M WLSYKLSLKTF DNI TTLKDFY
PY 04931 96 2.39e-14 EG.LPSPSKS N NI VDI | FI WLSYMLNMDKT | NYDA KYFY
PY 06029 105 2.93e-14 TRI NDLSNEQ LKVFI I VI M WLNYM NLKKD GKI NNLNDFY
PY 02971 64 397e-14 STNRSYNESS TNAFFI VI | SWFSYKLNQNSE HNSTQ SDFY
PY 02660 88 4.39e-14 | YTCESKESC | TLVVVYMLAWLSYKLNQKTN NG TKLNEFY
PY 06547 74 4.85e-14 HENTCYNEKN | NAI FL Y1 | SWLSYKLNQSSE HNFTKI KDFY
PY07111 77 4.85e-14 TSNFTFDNNT LKDDAVCI M WL Y] LSLK DNI KTLNDFY
PY 07501 80 5.35e-14 KSVFENDAKG NI VI VQYI LI WLSYVFSLI KS EEKGSLNEFY
PY 05871 95 7.20e-14 KYGSSFDPRF YKDEAVSI M WLCYI LNLKS  EG TTLI DFY
PY 06732 79 7.94e-14 NYGSSFDSKT YKDETVCI M WLC | LSLKS EGQ TNLMDFY
PY 07090 82 8.75e-14 SDFGDSSDEK KVFI | vI MLMMLNFKLNQTT  AKNTEFKDFY
PY 02312 95 1.42e-13 TGGYSFDTKY YKNETVCI VI WLVl LNLKS GG NTLNDFY
PY 06740 103 1.56e-13 NKI DNLSNEK FKM || VI M WLS MLELKNV TEFKNI NAFY
PY 06549 75 228e-13 YPI KGNNEYN TE FFI VI | LMLSNKLKQNKG HNTTTI NDFY
PY 00308 88 3.65e-13 KTLKENNTLE DDKLAE YAl LWLSYKLDQKQK DKLTDLNKFY
PY 01837 73 4.39e-13 NNI DSLSKDQ I EI FTI VI | MAFSYMLNLKNV KEFNNI NEFY
PY 07080 73 4.81e-13 TYRSTGYGDN TN FFLYM SWLSYKLKQNSV DGSTTI NGFY
PY 01872 64 6.33e-13 VI DKSYKENN TNVFFL YM SWFSYKLNQI TG NKFTKI NDLY
PY 00997 74  7.59e-13 KLSFSADPNT LKNDSVSI | | WL Y] LNLK EG NTI NDFY
PY 01110 74 9.10e-13 KSGFSADPDT LKSDTVCI | | WLV LSLKS  EG KTI NDFY
PY 00580 72 9.95e-13 YALKNKSNI D TNAFFI VI | SW SYKLKQSTN ENFTTI KDFF
PY01981 77 1.55e-12 GKYYKESENE NNEYI TVl MLWLSNKMKLI KK GSYGSVGDFY
PY 03177 73 1.70e-12 YEFKSKSHNN TNAFFI YLVSWLSYKLNQNKCG NNFTTI NDFF
PY 02973 72 1.85e-12 YALKNKSHI N TDAFFI Y1 | SWFSYKLKQFTK ENFTTI NEFY
PY01111 73 2.03e-12 KLGFSAGQDV LKYDSVCI | | WLVl LSLKSQ DG NKLSDYY
PY 03636 80 2.03e-12 SKDI SYNENN TNAFFL ¥VI SWFSYKLKQNSE HNTTKI NDFY
PY 04914 78 241e12 LNKNI EYENK NNEYI TYAMLWLSNKMKLI KI GSYGSVADFH
PY 01963 78 3.13e-12 DDQYI ENDDK NNE VI MYl MLWLSNKMKLLK  GTYGAVSEFY
PY 07826 78 3.41e-12 LNKNI EYENK NNEYI TYAMLWLSNKMKLI KV GSYGSI GDFY
PY 01834 111 4.42e-12 SRISNLSEDQ KVFI TYI 11 W.NYI LRLKNV NDFKNI SEI' Y
PY07187 78 6.21e-12 GDEYI ESEDK NNEYMT V1 MLWLSNKMKLI K'Y GNYGSVADFY
PY 00754 78 6.76e-12 LNKNI EYENK NNE VI T VVMLWLSNKMKLI KK GSYGSVGDFH
PY 04327 80 6.76e-12 LTTNGYDQNN TNAFFI M SWFSYKLNQ EC KKFNTI NDFF
PY Q7477 133 8.71e-12 LKNKTHDENS VNTFFI VI | SWFSYKLNKNKC HNATTI NDFF
PY01773 77  2.16e-11 LNKNLESENN NNEYI TVVMLWLSNKMKL I AK GRYGSVADFY
PY 03194 80 4.84e-11 STKKI YNENT | NAFFL VM SWFSNKLKQKSI YNTTSLNDFY
PY 04554 75 1.14e-05 | NSFKDNAKN NLDVVY Yl LI CLKKEN®CI NKL NDFYTKHI ET
PY 00578 44  1.20e-05 YKNYCPGNNC NSETEKI TVCFLCYQLNQSTK HNTTKI YDFY
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|PY06126 | 9.16-20
|PY06829 | 1.1e-19
[PY03042 [ 1.3¢-19
|PY06374 | 15¢-19|
[PY06886 | 1.8¢-19|
|PY04979 | 22619
[PY06204 | 2.2¢-19
[PY00500 | 2.6e-19
|PY02298 | 2.6e-19
[PY02687 [ 36619
|PY02943 | 4.3¢-19|
[PY07849 [ 4.3e-19|
[PYo7546 [ Be-19|
|PYos648 | 7e-19]
[Pros3s1| 7e19]
|PYo3760 | 7e-19]
[PY03973 | 8.2¢-19
|PY02671 | 82619
|PY01331 | 96619
[PYo7653 [ 9.66-19|
|PY04084 | 9.6e-19 |
[PY07175 | 1.1e-18
|PY06782 | 1.1e-18 |
|PY07022 | 11618
[PY06151 | 1.3¢-18|
|PY07594 | 1.3¢-18 |
[PY04996 | 1.5¢-18 |
|PY05150 | 1.5¢-18 |
|PY07017 | 15¢-18 |

[PY07421 | 1.5¢-18|
|PY05719 | 2.1e-18 |
[PY02572 | 2.1 18|
|PY02970 | 2.4¢-18 |
|PY04988 | 3.3¢-18 |
[PY04795 | 3.3¢-18|
|PY03986 | 3.8¢-18 |
[PY03948 | 4.4e-18 | 3
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NAME  START
PY 00297 42
PY05719 69
PY 07226 64
PY 03438 43
PY07411 12
PY 03359 84
PY 03973 42
PY07331 34
PY 04321 73
PY 04083 43
PY Q7327 42
PY 05871 64
PY 05244 48
PY 01080 34
PY 06829 34
PY 06742 43
PY 07405 43
PY 07022 42
PY 06567 353
PY01774 43
PY 07027 43
PY 02614 42
PY 06220 43
PY 02543 44
PY 02971 32
PY 01595 48
PY 04554 43

P-
VALUE
157e-22
1.94e-22
5.47e-22
1.00e-21
1.22e-21
1.49%-21
3.88e-21
6.80e-21
9.82e-21
2.02e-20
2.02e-20
2.41e-20
3.42e-20
4.07e-20
5.74e-20
8.06e-20
157e-19
1.85e-19
2.18e-19
2.56e-19
2.56e-19
3.01e-19
3.01e-19
3.0le-19
3.53e-19
5.69e-19
6.65e-19

probability D:316:4::::::::::
E:1:113:: T

matrix

bits

5.0
Information4.3 ]
content 3.6 l
(@5.9bits) 28

Multilevel
consensus

sequence

CDTDLDKI
S E

QHFKKYCNSN CDTDL EKI
HFKKYCTGGK CDCDL DKI
SI NNYCPNRK CESDI DKI
TI KKYCPNKN CDSDI NKI
LKNYCPKSGN CNNDI DKI
SLNSYCPNRK CENDI DKI
YFQEYCTGDS CDNDL DKI
FLNNYCSSND CNTDL EKI
TI KNYCPNRK CDSDI NKI
FLDGYCDSYS CDTDAEKI
FLDGYCDSYS CDTDAEKI
LFKKYCLNEK CNNDL DKI
CPNRDSGETE CKTDL DKI
FLDSYCDGKG CDTDLAKI
FLDSYCGSYS CDCDI EKI
VFRKYCPNDN CDTNI KKI
I LNNYCDNKK CQSDFDKI
GLFTKYCPNN CENNI DKI
TLNRYCSGNS CDNDL DKI
FLDGYCGSNS CDTDFEKI
FLDGYCGSNS CDTDFEKI
FLDSYCYKNE CKCDLEKI
TI KNYCPKKK CDSNVNKI
FLNSYCFNNE CKCDL EKI
NI NKYCPDEN CNTEL DKI
CPNGESGDTE CKTDLDNI
QNFKKYCTNS CDSNLEKI

NA

CLWLLNQFF
F FDE

SITES

SA
NA
NA
A
NA
NA
NA
N
DA
N
N
NA
NA
N
NA
NA
SA
NA
NA
N
N
NA
A
NA
TA
NA

CLYLLNEFF
CLYLFNAFF
CLWLFKQF
CLWLLNQF

DSSSLKNHAK
SSDLFENSVAK
SSYNFSSNAN
DYDKFSNNAN
FLWLFNAFFC KHGSSVI NNT
CLWLFKQF ¥ SPYNFSSNAN
CL YLFDAFFK DI SAFRMIVK
CLYLFN FFC SSELFKTVAN
CLWLFNQF v GSYNFSNYAD
CL YLFNQI FC& TSQLFKSVAN
CL YLFNQI FC TSQLFKSVAN
CL YLF YEFFC KYGSSFDPRF
CLWLFEQNI V NRI STLSKDH
CL YLFNKFF SSELFKSVAN
FFYLENQFFC SSESSYYAQN
CLWLFNAYFC QFSI SLDLPT
CL /LLDQF YK DGA LSPPAR
CLWLFNKF /- SSYNFSSNAN
CL YLLDSFFK DSSVFRSYAK
CL YLFNKI FC& TSELFKSVAN
CL YLFNKI F© TSELFKSVAN
CLFLLNKFF© SSGLSNKTKN
CLWLFKQF SSYNFSNNAN
CLFLLNKFFC SSGLSNKAKN
FLWLL CQYFT | STNRSYNES
CLWLLEQLFV KNKKSNI NTV

NAVCL YLENLFFG NI NSFKDNAK

http://65.54.168.250/cgi-bin/ge

0173%2eres.

2&MSg=...

1__ts%3d1154186:

1___ha3d857ef5ff1153cf52acalf 396f8d6791d (26 of 111)29/07/2006 16:53:18



MEME

PY 02298
PY 05820
PY 06020
PY 03983
PY 02140
PY 04155
PY 05781
PY 02312
PY 00500
PY 05912
PY01111
PY 00988
PY 06549
PY 06151
PY 05822
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PY Q7342
PY 06126
PY 06619
PY07111
PY 07017
PY 03403
PY 07090
PY 01837
PY 05146
PY 05586
PY 07421
PY 06514
PY 07080
PY 00997
PY 03636
PY 06334
PY 00175
PY 01873
PY 04430
PY 02688
PY 04327
PY 02278
PY 03042
PY 04773
PY 06760
PY 02827
PY 04755
PY 00924
PY 07021
PY 05708
PY 03010
PY 05769
PY 02652
PY 02940
PY 04931
PY 04733
PY 06796
PY 06851
PY 07477
PY 04215
PY 03332
PY 07594
PY 07198
PY 03991
PY 04795
PY 00055
PY 07422
PY01184

101
48
42
7
70
42

H5&EH8 8

42
45

RBbLsrbsdA

172
53
43

52
43
43
47
64
79
43
47
101
43
72
41
41

79
42

31
43
48

7.77e-19
9.08e-19
1.06e-18
1.06e-18
1.06e-18
1.06e-18
1.06e-18
1.06e-18
1.23e-18
1.23e-18
1.23e-18
1.23e-18
1.95e-18
1.95e-18
2.26e-18
2.62e-18
2.62e-18
2.62e-18
3.05e-18
3.53e-18
4.09%-18
4.73e-18
4.73e-18
5.47e-18
6.32e-18
6.32e-18
7.30e-18
8.43e-18
8.43e-18
9.72e-18
9.72e-18
9.72e-18
1.12e-17
1.12e-17
1.12e-17
1.12e-17
1.71e-17
1.71e-17
1.71e-17
1.71e-17
2.25e-17
2.58e-17
2.58e-17
2.58e-17
3.3%e-17
3.3%-17
3.8%e-17
4.45e-17
4.45e-17
4.45e-17
4.45e-17
5.09e-17
5.81e-17
5.8le-17
6.64e-17
8.65e-17
8.65e-17
9.86e-17
9.86e-17
1.12e-16
1.12e-16
1.46e-16
1.66e-16
1.66e-16
1.66e-16

FLDSYCFKYK CECDL DKI NA
FFKTYCSSNN CDI DI NKI NA
| FKKYCPNKN CCTDTDI ANA
CPNGGSGETK CNTEADKI NA
NFDKYCTNDS CDSNL CKI NA
NFDKYCTNNS CDSNL CKI NA
Pl KEYCAGNS CDDDL EKI NA
AFKKYCPNNN CDCDI NKI NA
HFKKYCDKEK CDD L EKVNA
TFKSYCSNNK CDNDTDI VNA
FFKDYCPNKN CNNDI EKI NA
EHLKNYCI SG CDNNL EKI NA
NYKNYCPSEN CDTDLEKI Tl
NNHSFCTNI N CETDI DKI NA
FLNKYCDGSK CDNDI EQI SA
LFKKYCSSEK CECDVNI VNA
SLNI' YCSNRK CENDI DKI NA
NYSNYCPGKD CNTELEKI Tl

LFKEYCNNKI CCGSDLDKI NAVCL LENELF

EHLKNYCTSG CDNAL DKI NA
M_KKYCPKES CNNDI DKI NA
FLDSYCFNDE CNSD'VCKI NA

FFYLLNQFI C SSGSSRYAQN
CLWLFNKF Y DSENFSYNAN
CLWLFNQFFC VSG SHYHDV
CLWLFEQNI V NRI STLSKDH
CLFLFDEFFK DSDNFKSNAK
CLFLFDEFFK DSDNFKSNAK
CLFLFDALFK DNSVFKYHNN
CLWLFNSMFC TGGYSFDTKY
CL YFFNEFFC SSDLFKSVAK
CLWLI NEFFC KAGTSVDKHT
CLWLI YEFFV KLGFSAGQDV
CLVLLYTFFC SSDLFQSVAK
FLW.LEQYFT EYPI KGNNEY
CLWLFKAI FF DSYSFKTYAK
CL YLLNEFFK NSSVFQSVAK
CLW.FNEFFC KTGTSSYHDV
SLWLFKQF /> SSYNFSSNAN
FLW.L CQYFC KYPTKGG | N
SSDTFSI NSK
CL YFFKEFFC SSDLFSQYAK
CLWLI NAI FS TSNFTFDNNT
FL YLLNQFCC VSGLFKSCET

EHLKKHCI SK CDNNFDKI NAVCL YLLDQF YK HEGLLPSPSR

CSNGESEGTG CKTDLDKI N

CPNGGSKKNE CKTDLDKI KA
I LNSYCAGNK CSDNLAKI NA
I LSNYCNSNE CSDNLAKI NA
SLNRYCPKNN CETNI NKI S
| LDNYCTSSG CTDDLAKI NA
NFKNYCPDKN CNSELEKI Tl

TFKKYCPKES CNNDI DKI NA
CYNQGSGVNE CNTDLDKI TV
DFKDYCTGNK CNDDT CKI SA
TFKKYCPSNS CVADTDI LNA
FLNKYCDSNK CQSD VDRI SA
NLKKYCDNGS CDD FCKVNA
FLDSYCYNGE CSSDFCKI NA
CPENGLGDNT CNTNLDKI TA
FLNSYCDGNK CDSNL EKI NA
EYFKDYCTGG CDNDFKKI NA

CLWLFEQNI | NRI SDFGDSS
FLWLFEQI | V NNI DSLSKDQ
CL YLFDAFFK NSSVFMSDAK
CL YLLDAFFK NSSVFKSYAK
CLWLLKQF /> DSYNFSSNAN
CL YLFDAFFK NSSVFKSDAK
FLW.LEQYFC TYRSTGYGDN
CLWLI YELFV KLSFSADPNT
FLW.LEQYFT | SKDI SYNEN
CL YLLDAFFK DNSVFNSVAK
CLWL.FNQFFC KAG SLYHNT
CL YLLDQF V'S DSGVLPRPSK
CL YLFDEFFA GFTQENSVAK
FFYLLNQFFE SSGLSYNVQN
FLWLLCECYS TLTTNGYDQN
FFYLLNQFL G SYGSSYYAQN
CL YFFDAFFK DSSLFEKVAK

CRDEESGETE CKTELDKI NAVCLWLLNENI A KG DDLSNDQ

FLNNYCNSNQ CQSDYDRI SA
PNGDSGSKQE CKTEL DKI
VSQKYCTDVN CDDDI NKI
NYKRYCPSGD CNTELEKI Tl
HLQKYCDDGK CNC LDKI SA
NFDKYCPNNN CDTDLEKI Tl
HFKQYCTNNS CDSNLEQI
FLDSYCDDKS CDTDFRRI D

FLDSYCDDKS CDTDFRRI D

FLDSYCGDNN CSTDYCKI SA
EHLKKNCI SK CDSNFDKI
EYLQKYCI NG CD NLDKI NV
NYSNYCPGKD CNTELEKI Tl

CSNGGSGETE CNNEVDKI N

CPVTDSGENE CDNNFCKI TA
FLDSYCGSNS CDSDFEKI SA
TFKRYCPNNK CDSDTNI VNA
DRLKKYCTNN CDNNL DKI SA
FLDSYCNNYK CECDL DKI NA
GFKNYCPSSS CNSELEKI Tl

HSKKYCDNGN CN
I LGKYCPNEN CNNY1 DKI NA
FLNSHCDGNT CDNDI EKI SA

NSACL

DAVCL

CL YLLDQL YK DSGVLPSPKD

NAACI WLENQI | S NKI NSLNKEQ
NAVCLFLFENELF© SSDSFNSVAK

FLW.L CQYFT EYPTKDGVI N
CL YFFNEFFK DASVFRSVAK
FLWLLCKYFT KYPKI GDNEY
LFNAFFC DENSYTDNAK
CLYLFKQI FG TSELFKSVAN
CLYLFKQI FC TSELFKSVAN
FLYLFNCLFC VSGLFNSRET
LLDQF YK HEGLLPSPSK
CLYLLDQF YK HDG FPSPSN
FLWL.L CQYFD KYPNKGNTI N
CLWLFEQNI V NRI STLSKDY
FLW.LEQCYS ALKNKTHDEN
FFVLLSCFFC DSNSFNFDEK
CLWLI NDFFC KDGTSVDKHT
CL YFFDTFFK DVSAFEMAAK
FFLLNQFFW SSESSYNVQN
FLWLLEQYFT I SLDKSYNEN

LDKI NTVCL YLENEFF© NSSVFESVSK

SLWLF YEFFC KPGSTVDSNT
FF/LLSCFFC GSDLFNFDEK

CPNGDSKEKE CKNEVDKI NAACLWLFEQNI V NRI SDFNGSN
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MEME

PY 00284
PY 05816
PY 01872
PY 05624
PY 02564
PY 02671
PY 07546
PY 06339
PY 03729
PYQ7175
PY 05673
PY 07849
PY 02943
PY 06374
PY 06732
PY 00494
PY 06763
PY 07501
PY 01834
PY 02970
PY 03760
PY00177
PY 06204
PY 05828
PY 07035
PY 02687
PY 05648
PY 04466
PY 06029
PY 06547
PY 07653
PY01871
PY 00552
PY 06740
PY 05410
PY 00580
PY 04786
PY01110
PY 00085
PY 02973
PY 02782
PY 04988
PY 04979
PY 00493
PY 04996
PY 07406
PY03177
PY 03194
PY 07160
PY 06877
PY 06666
PY 07516
PY 07624
PY 02131
PY 02541
PY 06499
PY 05150
PY 03986
PY 01331
PY 04084
PY 02572
PY 07413
PY 05560
PY 04787
PY 04066

55
47
32
37

42
42
52
42
52
53
42
42

B&EEHEER

RABEEIREEEHTLIRY

52

1.66e-16
1.88e-16
2.14e-16
2.14e-16
2.14e-16
2.14e-16
2.43e-16
2.76e-16
3.54e-16
5.14e-16
5.14e-16
5.14e-16
5.82e-16
5.82e-16
8.3%-16
8.3%-16
8.3%-16
9.47e-16
1.07e-15
1.07e-15
1.21e-15
1.36e-15
1.36e-15
1.53e-15
1.72e-15
1.72e-15
2.18e-15
2.45e-15
2.75e-15
4.90e-15
5.49e-15
9.64e-15
9.64e-15
1.20e-14
1.34e-14
1.34e-14
1.50e-14
1.67e-14
2.32e-14
2.32e-14
2.88e-14
2.88e-14
3.20e-14
4.41e-14
4.41e-14
6.05e-14
7.45e-14
8.26e-14
1.02e-13
2.07e-13
2.29e-13
2.29e-13
6.11e-13
6.11e-13
7.41e-13
8.98e-13
1.19e-12
191e-12
2.76e-12
2.76e-12
3.03e-12
5.22e-12
5.71e-12
6.25e-12
6.25e-12

CPNGNSGHNE CI TELDKI NAACLWLLNENI T KG DDLRNEQ
CPHGNSGNNK CI TELDKI NAACLWLFEQNI S HRI DDLSSEH
NI KKYCPDEN CDTDFDKNTACFLWLL CECYS TVI DKSYKEN
I LNNYCTGNN CSSNLDKLNACCL VLLDCLFK DSSVFKHHKN
FLNGYCDGNK CDSDFEKI SACFF YFL CCFFG GSDLFNFDEK
LFKENCTNQK CESDLAKI NAVCLFFFK FFG DSGSFEI NAK
HFKTYCTNNN CEM LEKI NAACL YLFDCFFK DADLFKSVAK
DFSNGYCNI D FKSDFDKI NACCL YLLDEFI K DCGVDPSTAK
FLDSYCDGNK CDSAFERI DCCCL YLFKQI F& TSEFFKSVAN
FLNNSCNNNN FQSEL DRI SACCL YLLDQF YK DCGVWPRPSK
FSNNSCNNND FQSDL DRI SACCL YLLDEFI K DCGLLPPPAR
YFKEYCTDGQ CEEDI NKI NAVCLFLFENELF© NSTSFSFI AK
DFKEYCTDVN CEEDI NKI NAACLFLFNELF SSDSFNSVAK
LFKDYCDNKK CVTDLDKI ~ AVCLFLFDNFX© GVDSFTVNAK
FENGYCPNNN CESDI NKI TACCL RLFNDMF & NYGSSFDSKT
FLEGYCDDYE CSTNYCKLNACFF YLLNQFI - SSGSLYNVEN
FLEGYCDDYE CSTNYCKLNACFF YLLNQFI & SSGSLYNVEN
DFI DYCTDGE CDDDTDKI NARCL VFDAFFK DKSVFENDAK
CPI EDSGNQE CKTDLDKI KAVFLWLFEQNI | SRI SNLSEDQ
DFSDSYCNI D FKSDFDKI SACCL YLLDEFI K DCGVDPPPAR
HFKEYCDNEL CDKDVDKI NACCLFLFDAI FM DSYSFRNYAK
DFQKYCSNKS CNTELEQI TI CFLWLLCEYFT EYPTKGGVI E
FLDSYCNGNK CECNLDKI NAVFFYLI N FFG SSGLFNNNVK
KLKNYCDNGS CDASF CKVNACCL YLFDELFK DYEKFNSVAK
ELSDHLCDNI SQSDLNKI SACCL YLLDEFI K DCNVVSSPAK
ELSDHLCDNI SQSDLNKI SACCL YLLDEFI K DCNVVSSPAK
LNKYSCNNNN L QSDFDKI SACCL YLLDEFI K DCGVKPSPVK
FLDSYCGGN\K CDSAFERI AGCCL YLEMQI FG TSELFTSVAN
CSNGESDGTG CKTD DKI NGCCRWLFEQNVY TRI NDLSNEQ
SLKKYCPNGN CDTNL DKI KACFLWLFEKNCS KYEI TDEDGQ
NQYKQNFNKA S TDI DKI NCWCLWL FKAI F& DSLSFKKYAN
LNNYSCNNNN FKNEL DRI SACCL YLLDEFI K DCGVSHSPLK
CPDGESGEGK CNTKLDKI NAVCLWLLNSNI A YKVNYSSKEK
HNVDSGNSKE CKTE DKI NAACLWLVEQI | | NKI DNLSNEK
NFLEYCPQKN CNSELEQI TI CFLWLLCECYS TLTGRVYNEN
NFKDYCPKED CDTELEKNTI CFLWLL G CFv ALKNKSNI DT
I LKLYCPGNN CSSDEQKI I ACFI MLLNMFND | NDENI DSEK
SFKKYCPDGN CNNDI DKI NACCLRLI VDFFI KSGFSADPDT
DYKNYCTNEN CDNDTDKMNARCL | FDAFFK DKSTFENDAK
DFDKYCPNDN CNTELEKNTI CFLWLL CQCY' v ALKNKSHI NT
DFSDSYCNI D FQSDF YKI NACFL YLLDEFI K DCGVAPSPAK
NGYCFKDKCG R LDKI NACCLFLFNKFF SSGVLKDNAK
FLDSYCNDYE CCTNYCKLNACFF YLLNKFFW SSGSSYDEQN
DFSDFVCNNI SLSDLNKI SACCL YLLDEFI K DCGWPPPAR
NQYKSHFTKD SV TDI DKI NCWCLWLFKVI F©& DSVSFKKYAN
NLSSDFCYNN FQSDFNRI NACCL YLLDELI N DCGVVSPPEK
EYKDYCPDDD CNTEI EQI TI CFLWLL CKCYY EFKSKSHNNT
CPI TDSGKNE CNNDLDNFTACFLWLL CECYS ESTKKI YNEN
TLTLYCPDNQ CKT YNNI VNGCCI WLLDTF V& GKTVFSHYAN
I LNTYCPDGN CSSDELKI I ACFI MLLNML D DKTDGEKLVE
DFKEYCTNEN CVDDTAKI NARCL /I FETFFK DKSAFEKDAK

I LNTYCPESN CSSDELKI | A
TLKQHCPDKE CKNYI NLVK
TLKQYCPDKE CKNYI NLVK
TLKQHCPDKE CKT YNNI VN
LLKLYCPDNT CSSDEEKI TS

FI MLLNM CE EDI NGDKLVE
CLWLLDRF /. SKTVFYHYSN
CLWLL DRF SKTVFYHYSN
FLWLLDTF YD GKSVFSYYAD
FI MLLNKLEN LESDEI VQYA

NQYKQHFNKE TV TDNDKI NCLCLWLFQAI FC& NSVSFKKYAN

I LHWYCPGNK CSSDEEEI VA
LLSMYCPDSK CSSDELKI | S
LLKMYCPDYN CSSDELKI | S
I LSTYCHNNN CSSDEEKI | S
FLNMFFPGSS CNSDEEKI | S
SLNDYCPDNN CSSDEEKVI S

YFKYYCPDNK CDTDEKKI | SAFI ALI
HFDYYCPNSK CDTDEKKI | SAFI ALI

FI MLLNM CE EG DGEKLVE
FI LLLNMFCE GDI DSDKLVE
FI LLLNMFCE EDI GSDKLVE
FI' VLLNMLN ETI DGDKI VE
FI LLLSLEND | DDKNI DGDK
FI MLLKKLAD LGSDKI VQYA
LFEN® MDDVENLESD
LFEN® MDDVENLESD
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MEME

PY06227 67 892e12 LLSMYFPNNN CSSDEEKI | CFI MLLKKLDE ESLESDQ VE
PY 05767 49 9.74e-12 HFDYYCPDSN CDTDEKRVCSCFLALLKLFER | DNHEKLESD
PY01773 46 232611 RSNKKPWKRE CNTI CEVVNAVTI MLL KLFT LNKNLESENN
PY04516 67 253e-11 LFNSYCPYNN CDTDDNKVSSTFI TLLKFFEC | SDEHLEGDK
PY 02660 56 4.20e-11 HYKDYFHNKS | TDI DKI NGYCLWLFNNI LK KI YTCESKES
PY 06886 52 4.97e-11 KLNTFFPDSN CSSDEENI | YGFI LLLNMFCE EDI DGDKI VE
PY03331 41 23210 MFNSYCPDNN CDTDEKKVI STFI TLLKI FED TDNEENLEGD
PY 00754 47 294610 RTNKKPWKRE CNTI CEVVNAVTI MLL KLSV LNKNI EYENK
PY04914 47 294610 RTNKKPWKRE CNTI CEVVNAVTI MLL KLSV LNKNI EYENK
PY03091 50 31810 LLNMLFSYDN CSNDD KLTSEFI ALLSLFNC | VSSENLDSD
PY 02565 52 344e-10 LLDYLFTDNN CSSDD KLI SDFI ALLTLFNG | GSGENLDSD
PY 05923 76 864610 LLNLVLSGNN CSSDD KLI SDFI ALLTI FNC | DI GEDLDSD
PY01981 46 211609 QNNKKKEKGE CQTI AQAVNCGTTLLLLNNLFN GKYYKESENE
PY03948 50 211e09 LLNKLFSYDN CSNDD KLVSEFI TLLTLFNC | DSDKLVEYA
PY07533 35 326609 LLSFNCPNNN CDTDDKQI SSTFI ELLKYFEY | NDDNLESDQ
PY 03016 41 576609 LFNSYCPDDK CDTDDKKVSSTFI SLLKSFKN | DDKENLESD
PY06754 30 818609 HTENHCPDNK CDDDNKKLSSAFI AFI AFFNC AG DENLDSD
PY 03987 50 1.24e:08 LLKVAFPKND CSNDDRKLSSFFI ALLSLLND NNKNENLAGD
PY01963 47 19908 Pl DKETQSRK CRTCNQAVSCATVFLENYLFA DDQYI ENDDK
PY 02036 41 278e-08 YLSAYCPDGN CSI DEEKI | CFI | LLKNLDD ESFESDKI VQ
PY07187 47 536608 HTNKETGKGE CKTSCQTVSAI TVLLLNNLFT GDEYI ESEDK
PY07826 36 885607 HNPENKYNYY CRTNLETRNCKCLTVCGQVVNI VTI | LLDKLS
Motif 4 block diagrams
Lowest
Name p- Motifs
value

[
|PY00297 | 16622 En

[
[PY05719 [ 1.9e-22 [ 4

[
|PY07226 | 5.5¢-22 L4

[
[Pvos438 | 1e21 En
PY07411 | 1.26-21 |——JaN

[
|PY03359 | 1521 | En

[
[PY03973 [ 3.9e-21 | [ ]

[
|PY07331 | 6.8¢-21 | El

[
[PY04321 [ 9.8e-21 | En

[
[Pvo4083 [ 2e-20] 4

[
|PYo7327 | 2620 En

[
[PY05871 [ 24620 L4

[
|PY05244 | 3420 En

|
[PY01080 [ 4.16-20 | EN

[
[PY06829 [ 5.76-20 | 4

[
|PY06742 | 8120 En

[
[PY07405 | 1.6e-19 4

[
|PY07022 | 1.86-19| En

[
PY06567 | 22619 i

[
[PY01774 [ 2.6e-19 | 4

[
|PY07027 | 26619 En

[
[PYo2614 | 3e-19] En

[
|PY06220 | 3e-19 En

[
[PY02543 | 3e-19] L4

[
[PY02971 [ 3.5e-19| 4]

[
|PY01595 | 5.7¢-19| En

[
[PY04554 [ 6.7¢-19 | 4
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|PY02298 | 7.8e19:

|PY05820 | 9.1e~19:

|PY06020 | 1.1e18{

|PY03983 | 1.1e~18:

|PY02140 | 1.1e18{

|PY04155 | 1.1918:

|PY05781 | 1.1e~18:

|PY02312 | 1.1&18:

|PY00500 | 1.2e~18:

|PY05912 | 1.2e18{

|PY01111 | 1.2e18:

|PY00988 | 1.2e~18:

|F’Y06549 | 1.9&18:

|P’Y06151 | 1.9e~18:

|PY05822 | 2.3e18{

|PY05688 | 2.6&18:

|PY06782 | 2.6e-18:

|PY07342 | 2.6&18:

|P’Y06126 | 3e~18:

|PY06619 | 3.5e18{

|PY07111 | 4.1e~18:

|PY07017 | 4.7e-18:

|PY03403 | 4.7&18:

|PY07090 | 5.5e~18:

|PY01837 | 6.3&18:

|PY05146 | 6.3&18:

|PY05586 | 7.3e-18:

|PY07421 | 8.4&18:

|PY06514 | 8.40-18 |

|PY07080 | 9.7&18:

|on0997 | 9.7e~18:

|PY03636 | 9.7e-18:

|PY06334 | 1.1&17:

|PY00175 | 1.1e~17:

|PY01873 | 1.1e17{

|PY04430 | 1.1e~17:

|PY02688 | 1.7e-17:

|PY04327 | 1.7e17:

|P’Y02278 | 1.7e~17:

|PY03042 | 1.7e17{

|PY04773 | 2.2e~17:

|PY06760 | 2.6e-17:

|PY02827 | 2.6e17:

|PY04755 | 2.6e~17:

|PY00924 | 3.4e17{

|PY07021 | 3.4e~17:

|PY05708 | 3.9e-17:

|PY03010 | 4.4e17:
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MEME

|PY05769 | 4.4e~17:

|PY02652 | 4.4e-17:

|PY02940 | 4.4e17:

|PY04931 | 5.1e~17:

|PY04733 | 5.8e17{

|PY06796 | 5.8e~17:

|PY06851 | 6.ee17{

|PY07477 | 8.6e17:

|PY04215 | 8.6e-17:

|PY03332 | 9.9e17:

|PY07594 | 9.9e~17:

|PY07198 | 1.1e16{

|PY03991 | 1.1&16:

|on4795 | 1.5e~16:

|PY00055 | 1.7&16:

|PY07422 | 1.7e~16:

|PY01184 | 1.7e16{

|PY00284 | 1.7e16:

|PY05816 | 1.9e-16:

|PY01872 | 2.1&16:

|P’Y05624 | 2.1e~16:

|PY02564 | 2.1e16{

|PY02671 | 2.1e~16:

|PY07546 | 2.4e-16:

|PY06339 | 2.8&16:

|PY03729 | 35616 |

|PY07175 | 5.1&16:

|PY05673 | 5.1e~16:

|PY07849 | 5.1e-16:

|PY02943 | 5.8&16:

|PY06374 | 5.8¢-16 |

|PY06732 | 8.4e16{

|PY00494 | 8.4e~16:

|PY06763 | 8.4e-16:

|PY07501 | 9.5&16:

|PY01834 | 1.1e-15 |

|PY02970 | 1.1e15{

|PY03760 | 1.2e~15:

|PY00177 | 1.4e-15:

|PY06204 | 1.4e15:

|PY05828 | 15¢-15|

|PY07035 | 1.7e15{

|PY02687 | 1.7e~15:

|PY05648 | 2.2e-15:

|PY04466 | 2.5e15:

|PY06029 | 2.8e~15:

|PY06547 | 4.9e15{

|PY07653 | 5.5e~15:
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|PY01871 | 9.6e~15:

|PY00552 | 9.6e15{

|PY06740 | 1.2e~14:

|PY05410 | 1.3e-14:

|PY00580 | 1.3e14:

|PY04786 | 1.5e~14:

|PY01110 | 1.7e14{

|PY00085 | 2.3e~14:

|PY02973 | 2.3e14{

|PY02782 | 2.9e14:

|PY04988 | 2.9e~14:

|PY04979 | 3.2e14{

|PY00493 | 4.4e~14:

|PY04996 | 4.4e14{

|PY07406 | 6e14:

|PY03177 | 7.4e~14:

|PY03194 | 8.3&14:

|P’YO7160 | 1e~13:

|PY06877 | 2.1e13{

|PY06666 | 2.3e13:

|PY07516 | 2.3e-13:

|PY07624 | 6.1e13:

|PY02131 | 6.1e~13:

|PY02541 | 7.4e13{

|PY06499 | 9e~13:

|PY05150 | 1.2e-12:

|PY03986 | 1.9e12:

|PY01331 | 2.8e~12:

|PY04084 | 2.8e12{

|PY02572 | 3e~12:

|PY07413 | 5.2e-12:

|PY05560 | 5.7&12:

|P’Y04787 | 6.3e~12:

IPY04066 | 6.3&12:

|PY06227 | 8.9e~12:

|PY05767 | 9.7e-12:

|PY01773 | 2.3&11:

|P’Y04516 | 2.5e~11:

|PY02660 | 4.2e11{

|PY06886 | 5e~11:

|PY03331 | 2.3e-10:

|PY00754 | z.gelo:

|PY04914 | 29¢-10]

|PY03091 | 3.2e1o{

|PY02565 | 3.4&10:

|PY05923 | 8.6e-10:

|PY01981 | 2.1e09:

|PY03948 | 2.1e~09:
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|on7533 | 3.3e~09:

|PY03016 | 5.8e09:

|PY06754 | 8.2¢-09 |

|F’Y03987 | 1.2&08:

|PY01963 | 2e~08:

|PY02036 | 2.8e-08:

|PY07187 | 5.4e08:

|PY07826 | 8.8¢-07 |
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http://www.blocks.fhcrc.org/blocks/process_blocks.html

MEME

Information4.3

content 3.6
(49.0 bits) 2.8
21
14
(g |
0.0
Multilevel EDTSSSSSI GNKLI TVLSI F
consensus \Y Frl \%
guence
NAME  START > SITES
VALUE ==
PY00177 222 4.61e-22 TEFSALASKY CVTSSSSSI CNKLFTVLSI FG Al AFFLG SY
PY 06029 288 1.14e-21 NDLQGSEHI S EVTSSSSSI ASKLI VLS| FG Al VFFLG SY
PY 02543 250 1.14e-21 NDALSSGLFS EDASSSSSI CNKLFTVLSI FG Al AFLLG SY
PY 07017 204 4.82e-21 GTEQ LVQSS VDTSSSSSI CNKLI SVLSI FG Al AFFLG SY
PY 01080 236 4.82e-21 TSAQQ LQ S CDTSSSSSI CNRLFTVLSI FG VI AFLLG SY
PY 02940 233 4.82e-21 GIEQ LVQSS VDTSSSSSI CNKLI SVLSI FG Al GFLLG SY
PY07198 227 5.84e21 EAEQ LAQSS EDTSSSSSI CNKLI SVLSI FG Al GFLLG SY
PY 01184 272 7.06e-21 SEVSEASEAS EATLSSSSI ANKLI VLLI FV Al Pl CLG AY
PY05719 263 1.02e-20 | TKKCSAQVB CVTSSSSSI ANKLFI VLSI FG Al G FLG SY
PY 07331 238 1.76e-20 TSAQQ LQSS EDTSSSSSVANKLFTVLSI FG Al AFLLG SY
PY 05244 265 3.50e-20 NPVQDSGQKI EATSSSSSI TNKLI VLSI |V Al Pl FLGE FY
PY 04979 234 350e-20 RAVQRLEQ S EDASSSSSI TNKLFTVLSI FA Al AFFLG SY
PY 07090 270 4.14e-20 NSEPSPEHI S EVTSSSSSI TNKLI VLSI | V Al PI FLG FY
PY 02970 270 6.77e-20 TDVAGYEQFS EDTSSSSSI ANKLI VLLI FA Al PI FLG AY
PY 05769 245 7.95e-20 TSAQQ LQ S CDTSSSSSVTNKLFTVLSI FC Al AFFLG SY
PY 02652 245 795620 TSAQQ LQ S CDTSSSSSVTNKLFTVLSI FC Al AFFLG SY
PY 03983 272 1.09e-19 ETI QKFAQSS EDTSSSSSI TNKLI  VLSI | V Al PI FLG FY
PY01774 245 1.09e-19 TSELTSTQTY EDT SSSSI TTRLFTVLSI FG Al AFFLG SY
PY 07027 245 1.09e-19 TSELTSTQTY EDT SSSSI TTRLFTVLSI FC Al AFFLG SY
PY 01873 269 1.09e-19 QESVQYVDNS DATSSSSSI VSKLI VLLI FC Al PI LLGVSY
PY 04327 239 1.27e19 | TTKFSAQVB (VI SSSSSTANKLFTVLSI FG Al AFFLG SY
PY 02614 248 1.27e19 NDALSSGLI S EDASSSLSI TNKLFTVLSI FG Al AFLLGVSY
PY 02298 245 2.02e-19 ASAQKTVQ S EDTSSSSSI TTRLFTVLSI FC Al AFFLG SY
PY 06204 245 2.02e-19 EQNLSSAVI S EDVASSSSI ANKLFTVLSI FC Al AFFLG SY
PY 06829 236 2.02e-19 ASAQKTVQ S EDTSSSSSI TTRLFTVLSI FC Al AFFLG SY
PY 02688 222 23419 GTEHI LVQSS VDI SSSSSI CNKLI SVLSI FG Al GFLLG SY
PY 03403 319 3.15e-19 NLGQESEEDS EVASSSSSI TNKLI VLLI LG Al Pl FLG AY
PY 07422 235 3.65e-19 GTEQNLVHSS VDTSSSSSI CNKLI SVLSVFG Al AFLLG SY
PY 00578 204 3.65e-19 TEFSALASTY EFTSSSSSTCNKLFTVLSI FG Al AFFLG SY
PY 05146 292 4.21e19 GPEHLHAQDS EVASSSSSI ANNLFI VLSI FG Al AFFLG SY
PY 03729 245 4.21e-19 TPAQKI LQSS EDTSSSSSVTNKLFTVLLI FG Al AFLLG SY
PY02278 238 4.21e-19 ETMONSGLI S EDTSSSSSI CNKLI SVLSVFG Al AFLLG SY
PY 06514 240 5.61e-19 DFSELSKQTS EVASSSSSI TNNLFI VLSI FG Al AFFFG SY
PY 02827 292 6.46e-19 | SEQRYEQDS DVTLSSSSI TNKLI VLSI |V Al PI FLG FY
PY 02564 240 6.46e-19 NCVQRLEQ S QDASSSSSI TNKLFI VLSI FG Al AFFLG SY
PY 06760 269 855619 QDSGQDAHNS DVALSSSSI VSKLI VLLI FG Al PI FLG SY
PY 07406 265 855619 GYEEWSGEI S EDTSSSSSI ASKLI VLLI FA Al PI FLGE SY
PY 06549 235 855e-19 | TAKI SALRS CYTLSSSSI CNRLFTVLSI FG Al AFFLG SY
PY 04795 249 9.8le-19 KCSEKTAQGS EVTSSSSSI CNTI | SVLSI FC Al AFFLG SY
PY 04931 282 9.8le-19 DSEQESESSS EVTSSSSSI VSKLI VLLI LG Al PI FLG AY
PY 02782 272 1.29e-18 GSEQLSGETS EVTLSESSLASKLI VLSI FV Al AFFLG SY
PY 01872 223 1.29e-18 El PASI YALT SEDTSSSSI CNKLFTVLSI FC Al AFFLG SY
PY 06877 219 1.29e-18 SFRONNVSSV VAC RSSVTKNTLI TI Al | FV AASI LLGVSY
PY 07342 233 1.29e-18 El ESKI SALA SEDTSSSSI CNKLFTVLSI FG Al AFFLG SY
PY 07413 234 1.29e-18 SVKCEHVSSL VAC RSSVTKNTLI TI Al | FV AASI LLGVSY
PY 07838 240 1.29e-18 YNLQCSNI SL VAC RSSVTKNTLI Tl Al | FV AASI LLGVSY
PY 06851 260 1.29e-18 KNLQGSELSF EDTSSSSSI TSKLI VLSI | V Al Pl FFAI VY
PY 06567 563 1.29e-18 HSKLTSVQTS EDASSSSSI TNNLFI VLSI FG Al AFFLG SY
PY 03010 265 1.48e-18 EQ GQTEQKS DVTSSSSSI VSKLI  VVSI FV Al SFFLG SY
PY 03991 270 2.20e-18 ElI TAKVSALI SCDTSSSSI CNKLFTVLSI FC Al AFFLG SY

http://65.54.168.250/cgi-bir

0173%2eres.

28 MSY=... 1__ts%3d1154186:

1___haP3d857ef5ff1153cf52acalf 396f8d6791d (34 of 111)29/07/2006 16:53:23



MEME

PY 06796 234
PY 06666 210
PY 00924 362
PY 07080 237
PY 05410 239
PY 03177 238
PY 00580 229
PY 04988 249
PY 00988 245
PY 06740 298
PY 00493 287
PY07111 267
PY07175 278
PY 03636 238
PY 00500 249
PY 06499 239
PY 04554 247
PY 02036 220
PY 02572 219
PY 05923 261
PY 01331 222
PY 03331 223
PY 05586 273
PY 06339 271
PY 07405 262
PY 03194 239
PY 05673 269
PY 03987 233
PY 06227 248
PY 02565 244
PY 03986 229
PY 00494 240
PY 06763 240
PY 05624 239
PY01871 264
PY 01834 295
PYQ7477 291
PY 02973 229
PY 06886 234
PY 04787 223
PY 03091 239
PY 06619 264
PY 05767 229
PY 04066 233
PY 04786 223
PY 05708 236
PY 05822 233
PY 07035 300
PY 02687 264
PY 06742 265
PY 07516 207
PY 03948 225
PY 04083 237
PY 07327 236
PY 05560 217
PY 02971 222
PY 06020 264
PY 04516 250
PY 05816 249
PY03973 233
PY 04084 231
PY 06220 263
PY 04733 292
PY 05688 279
PY 04466 234

2.20e-18
2.20e-18
2.51e-18
2.51e-18
2.86e-18
2.86e-18
3.25e-18
3.70e-18
3.70e-18
5.41e-18
5.41e-18
5.41e-18
6.13e-18
6.13e-18
6.94e-18
7.86e-18
7.86e-18
8.88e-18
8.88e-18
8.88e-18
1.00e-17
1.13e-17
1.13e-17
1.28e-17
1.28e-17
1.28e-17
1.44e-17
1.44e-17
1.44e-17
1.44e-17
2.06e-17
2.92e-17
2.92e-17
3.28e-17
3.67e-17
3.67e-17
5.16e-17
5.78e-17
7.22e-17
1.00e-16
1.00e-16
1.00e-16
1.00e-16
1.00e-16
1.12e-16
1.12e-16
1.25e-16
1.72e-16
1.72e-16
2.13e-16
2.62e-16
2.91e-16
3.23e-16
3.23e-16
3.58e-16
3.97e-16
4.87e-16
4.87e-16
5.97e-16
5.97e-16
7.29-16
8.06e-16
1.08e-15
1.20e-15
1.32e-15

El TENVSALI SCDTSSSSI GNKLFTVLSI
KKI | SEQHVC EVASSSSSI ASKLI | LSI
ELASKI SALA SEDTSSSSI CNRLFTVLSI
El TTKFAAQL SCDTSSSSI CNKLFTVLSI
| ATSI SAQVB CVTS SLSTGSKLFTVLSI
El ETNLFALT SEDTSSSSTCGNKLFTVLSI
DI TNI SALAS VDTSSSSSI CKRLFAVLSI
QDVHRLEQI S QD SSSSSI TNKLFTVLSI
CSENI LKQ S EDASSSSSI TNKLLLVLSI
DSGQTLVQ S EATS SSSI TNKLI | FLSI
TDVAGYEQFS EDTSSSSSI ASKLI  VLLI
SNI VITTFSS NTTLSGSSLVNKLI - VLSI
DFAHDSEPSS DVASSSSSI LSKLI  VLLI
| TSNI YALSS Y TSSSSSI CKKLFTVLSI
VNCPERTVQ SDDASSSSI ANKLFI VLSI
SNVCNNVPSV VAC RS VTKNTLI TI Al |
ETSDKNVQNS DVI - SSSSI VSKLI  VLSI
TLWCSKGPPL VAC RSSVTKNTLI SI Al |
NRACGNTSPL VAC RSSVTKNTLI SI Al |
| GKCSSI SQL VAC RSSVTKNMLI TI Al |
SLECSSI SPL VAC RSSVTQNTLI TI Al |
NMACDNSSPL VAC RSSVTKNTLI TI CI |
NI VDFSKQNS EV(:SSSSSI TNNLFI VLSI
GYGQYSGEFP EVTLSESSLVSKLFI VLSI
EYGQYSGEFP EVTLSESSLVSKLFI VLSI
El TAKI SALR SCYTSSSSI CNRLFTVLSI
EH GETGEI S EDTSSSSSI ASKLI VLLI
YSDKCSNI SL VAC RSSVTKNI LI TI Al |
SFLONTGPPL VACSRSSVTKNTLI SI Al |
NVKCKNTSSL VAC RSSI | KNTLI 1 Al I
SI WONNVPSV VAC RSSVTKNTLI Al Al |
QSSQLI SAQN SEDI SSSSI CNKLFTVLSI
QSSQLI SAQN SEDI SSSSI CNKLFTVLSI
ENDALSSGLI SEDASSSSI TSKLFTVLSI
TSEQLYAQGS EVASSSSSI SSKLI VLSI
KI EQTPAPNS EATAQS SI GNKLFI VLSI
El TTEFSAQM SCVTSSS | CNKLFTVLSI
DI TNI SALAS V/TSSSSSI CKRLFAVLSI
NVACDNSSPL VAC RSSVTRNI LI TI Al |
SVKOGYVSSL VAC RSSVTKNTLI KI Al |
SLECSHRSPF VAC RSSVTKNI LI TI CI |
CSEQKLKQ S EDTSSSSSVTNKLLLVLSI
NVKCGYVSSP VAC RSSVTKNTLI KI Al |
NVKCGYVSSP VAC RSSVTKNTLI KI Al |
NAECNNVSPL VAC RSSVTKNTLI SI CFI
ADI SALASTL EDASSSS M:NKI FTVLSI
El EPSI YALT SEDTSSSSI GNKLI SVLSI
GSEQSYGEFS EVTLSELSLVSKLFI VLSI
GSEQSYGEFS EVTLSELSLVSKLFI VLSI
QDI ETI TLI P NTALSDSSLASKLI VLSI
SAKCSSI SPL VAC RSSI TKNMLI TI Al |
SLVCI DSSSL VAC RSSVTKNI |1 1 Al'l
El TDNSAHTS EVASSSSSI SKNLFI VLS|
El TDNSAHTS EVASSSSSI SKNLFI VLSI
SNVCSHVPSV VACSRNSVTKNTLI TI Al |
ETSANSFALT SEDTSSSSI CKRLFTI LSI
LDTEMINLSS NI TLSCSSLVNKLVTVLSI
NVKCNNGSPL VAC RSSVTKNI | | TI Al |
KRTQQHVQSS CVTSSSLSI VNKLI | ALSI
DI TNI | SEHA SEVTSSSSI ASKLI | LSI
RVKCGNVPSL VACSQSSI | KNTLI TI Al |
SSFETQVSDS DSTSSSSSI LNKLI SI FI
LDYGQESESS FEATSSSSI TSKLI  VLLI
SDI ATI TLSQ NTALSDSSLVSKLI | VLSI
NFAQQ LQSS EDTXXSSSATNKLFTVLSI

F© Al AFFLG SY
LV Al PI FLG AY
FG Al AFFLGA SY
FV FVI W SETSS
F© Al AFFLG SY
FG Al AFFLG SY
FG Al AFFLGA SY
F& Al AFFLGE SY
F& Al G FLG SY
F& Al ALF

F Al PI FLA AY
FV Al Al LGE SY
F& Al Pl FFG SY
F© Al AFLLG SY
FG AlGA FWE SY
FV AASI LLGVSY
F Al PIFLG AY
FV AASI LLGVSY
FV ASSI LLGVSY
FV AASI LLGVSY
FV AASI LLGYSY
FV AASI LLGVSY
FC Al AFFLA SY
FC Al Al FLG SY
FG AL Al FLG SY
FC Al AFFLG SY
FT Al PI FLA VY
FV AASI FLG AY
FV AASI LLGVSY
FV VASFFFGQ SY
FV VASI LLGVSY
F© Al AFLLG SY
FG Al AFLLG SY
FG Al AFFLGA SY
FS Al PI FLA AY
FA Al PFFLG AY
FG Al AFFLG SY
FG Al AFFLA SY
FV AASI LLGVSY
FV ASSI LLG SY
FV AASI LLGVSY
FA TI Al FLA AY
FV ASSI LLGVSY
FV AASI LFGVSY
FV AVSI FLG AY
FG Al AFFLA SY
LV Al AFLGE SY
F& Al PI FLG AY
FG Al PI FLA AY
FG Al Al FLA SY
FV AASI LLGVSY
FV AASI LLG SY
F& Al GFFLA SY
FC Al GFFLA SY
FV AASI LLGVSY
FG Al AFFLG FY
FC Al Al LLGVSY
FV AVSI LLGVSY
FT ALl l FRI FY
LV Al Al FLG SY
FV AASI LLWSY
FV ATLI LLG AY
LG Al PI FLG AY
FG Al Al FLG SY
FG VI AFLLG SY
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MEME

PY 07533 218 1.32e15 TLECSRSSPL VAC RSSVTKNI LI TI Al | FI AASI LLGVSY
PY01837 260 1.60e-15 SSAHDNVQNY CVTSSS SI ANKLI FLLI LA TI Pl FLGVSY

PY 05820 278 1.76e-15 TSSEl El LDS GSAS SSSI LNKLI SI - FI FV VTLI LLG AY

PY05781 238 1.94e-15 DNSVYTSGLT SEVTSSSSI ANKLLLI LSI FC Al Al FLG SY

PY 03016 223 2.84e-15 SEECNNFSSL ADYSRSSVI KNTLI TI CI | FV AASI LLGVSY

PY 04215 236 2.84e-15 SPSEI ATDI S AQSSLSSSI CNKLFTVLSI FG Al AFLLG SY

PY00175 264 3.12e-15 KLDTETTLSS NI TLSESSLVNKLI | LSI LV Al PMFLG AY

PY 05648 267 5.46e-15 GYDELSGEFS EVALSELSLI SKLFI VLSI FC Al TI FLG SY

PY 07021 248 546e-15 G ASEI FAQR FCFTSSSSI ATKLFI VLSI FC Al G FLG SY

PY 07226 286 7.18e-15 SSSKAKI SDS DSTL S SQVNKLI LI |1 FV ATLI LLG GY

PY03332 295 7.18e-15 SIHVSTTPIY DTIL CSSLVNKLI | LSIIV AlPIFLA SY

PY03359 307 7.18e-15 SSSKAKI SDS DSTL S SQVNKLI LI |1 FV ATLI LLG AY

PY 06782 251 7.18e-15 SSYEAKVSDS DSTL S SQVNKLI LI |1 FV ATLI LLG AY

PY04773 266 1.35e-14 HSEHDSVQNS CVTSSSLSI VKKLI LALSI FS AMTI FLG FY

PY 00552 266 1.356-14 HSEHDSVQNY CVTSSSLSI VKKLI LALSI FS Al TI FLG FY

PY 05912 265 1.35e-14 SDHETTI PSY DTTLSCLSLVNKLI LVLSI LA Al Al SLVI SY

PY 00055 263 1.47e-14 S| NVTETMBY NTTLAGSSLVNKI | VLSI FA Al LFFGG SY

PY 04321 304 1.92e14 SSSKDKVSDS DSCS SSSI LNKLI SI - FI FV ATLI LLG AY

PY03760 228 20914 AAQSINFPSL TFSRRSVI K TLI SI ASI FV AVSTFLG SY
PY 07421 265 271e-14 SSSKAKI SDS DSTL R SQVNKLI LI |1 FV ATLI LLG AY

PY 05871 287 3.82e-14 SN ETATPI S NTTLSESSLVNKLVI VL | LA Al Pl FLVI AY

PY 07594 233 453e14 G | NENSEQR SEVTSCSSI Al KLI 1 LSI LV Al Al FLE SY

PY03042 228 5.36e-14 DSSSLPSI KS TQI TSSSSI ANNLLLVLSI FC Al G FLG SY
PY 06732 270 583e14 SNLVITTTIS NTIL VYSSLVNKLI VLSI VV Al AFFFG SY

PY 03438 273 5.83e14 PTSDTTEPTS DTTA SSSTLNKFI S| FI FV VTLI LLG AY

PY 02660 295 9.58e-14 QNYETDKLNS ETALSSSLI I NKLI | FIFl VILILLG AR

PY07411 234  1.04e-13 SNLVTTPLSF NTI LSDSSI LNKLI RVLSI LV Al Pl FWa SY
PY 00284 279 1.04e-13 GSVHGSVQNS DVTSSSLSMVKKLI LALSI FR FVI Cl TEKSS

PY 00997 248 1.13e-13 KSDI ETI QSY DTI LSGSSLVNKLVI VL | LA Al Al FWGE AY

PY 07849 228 1.44e-13 DLEFSNFPSL TYSRRLVI KRTLI | AFI FV TVSI FLG AY

PY01111 263 1.69-13 SDI ATATPSS DI TLSDSSLVNKLVI VL | LA Al S| FWa SY
PY01110 267 1.83e-13 SNIATTPQ S NI TLSESSLVNKLVI VL | LA Al Pl FLG AY

PY02312 286 1.83e-13 TI NVMIPLSS NSALSDSSLI SKLV | LSI FV Al Al FFG SY

PY06151 231 215613 KNKCNHFPSL TFSRRSVI KNTLI SI TFI FV Al SI CLG AY

PY 00085 239 2.33e13 KNVCNDFPSL TYSRRLVI KNTLI SI CFI FV AVSI FLG AY
PY 07022 271 1.83e-12 SRSETEVSDS DSCS SSLILNKLI S| FI LV ATLI LLG AY
PY 06374 228 1.87e11 NAKSI NFPIL TYSRRSVI KKTLMSI CFVFV AASI LLGVSY

PY 07501 235 2.14e-11 FPSTPDI KKI | SEATSSSI ASKFI | LSI LV Al Pl FLG AY

PY01595 255 95911 GNGVKSSEDI CDATXSFSI VKKLI LALLI FS TI S| FLG FF
PY 07546 215 1.08e-09 LSDDYDNLKN KCNNS SLLTNSLI SI AFI FC Al ALFLG SY
PY 00297 214 1.62e-09 LLNDYDNLKS KCNNFSSLLTNSLI SI AFl FV AASI LLGVSY

PY07187 241 8.44e-08 DI | YCKELCG CATSSSKVI CVEFRDVL KEK DLDKVEDI LR

PY01773 375 28907 EGSGQKCYEA SQI TLSSSSTEQEI VVKVAC DGTTEI GDNP
PY01963 229 1.06e-05 El KEGDI NYC KKI RSETNTSWKVI DVKSI EK VKKEKGLEKG

Motif 5 block diagrams
L owest
Name p- Motifs
value

|PY00177 | 46622 } 5

[PY06029 [ 1.16-21 | 5
[PY02543 [ 1.1e-21 | 5
[PY07017 [ 4.8e-21 | 5

|PY01080 | 4821 } 5
[PY02940 | 4.8-21 | 5
|PY07198 | 5.8¢-21 | 5

|P’Y01184 | 7.1e21} 5
[PY05719 | 1e20] 5
|PY07331 | 1.8e~20} 5

5

|PY05244 [3.5e-20]
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MEME

|PY04979 | 3.5e~20:

|PY07090 | 4.1920{

|PY02970 | e.aezo:

|PY05769 | aezo{

|PY02652 | aezo:

|PY03983 | 11619

|PY01774 | 1.1e19{

|PY07027 | 1.1e~19:

|PY01873 | 1.1e-19:

|PY04327 | 1.3&19:

|P’Y02614 | 13e-19]

|PY02298 | 2e19{

|PY06204 | 2e~19:

|PY06829 | 2e~19:

|PY02688 | 2.3e19:

PY03403 | 3.2e~19:

PY07422 | 3.6&19:

|PY00578 | 3.5&19:

|PY05146 | 4.2e-19:

|PY03729 | 4.2e19:

|P’Y02278 | 4.2e~19:

|PY06514 | 5.6e19{

|PY02827 | 6.5e~19:

|PY02564 | 6.5e-19:

|PY06760 | 8.5&19:

|PY07406 | 8.5e~19:

|PY06549 | 8.5&19:

|PY04795 | 9.8e~19:

|PY04931 | 9.8e19{

|PY02782 | 1.3&18:

|P’Y01872 | 1.3e~18:

|PY06877 | 1.3e18{

|PY07342 | 1.3e~18:

|PY07413 | 1.3e-18:

|PY07838 | 1.3&18:

|PY06851 | 1.3e~18:

|PY06567 | 1.3e18{

|PY03010 | 1.5e~18:

|PY03991 | 2.2e18{

|PY06796 | 2.2&18:

|PY06666 | 2.2e~18:

|PY00924 | 2.5&18:

|PY07080 | 2.5e~18:

|PY05410 | 2.9e18{

|PY03177 | 2.9e18:

|PY00580 | 3.3e-18:

|F’Y04988 | 3.7&18:

5}

5

|F’Y00988 | 3.7e~18:
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MEME

|PY06740 | 5.4e-18:

|PY00493 | 5.4e18:

|PY07111 | 5.4e~18:

|PY07175 | 6.1&18:

|PY03636 | 6.1e~18:

|PY00500 | 6.9e-18:

|PY06499 | 7.9&18:

|PY04554 | 7.9¢-18 |

|PY02036 | 8.9&18:

|PY02572 | s.gels:

|PY05923 | 8.9e-18:

|PY01331 | 1&17:

|PY03331 |11e17]

|PY05586 | 1.1e17{

|PY06339 | 1.3e~17:

|PY07405 | 1.3e-17:

|PY03194 | 1.3e17:

PY05673 | 1.4e~17:

PY03987 | 1.4e17{

|PY06227 | 1.4e~17:

|PY02565 | 1.4e-17:

|PY03986 | 2.1e17:

PY 00494 | 2.9&17:

PY 06763 | 2.9e17{

|PY05624 | 3.3&17:

|PY01871 | 3.7e-17:

|PY01834 | 3.7e17:

|PY07477 | 5.2e~17:

|PY02973 | 5.8e17{

|PY06886 | 7.2e~17:

|PY04787 | 1e-16:

|PY03091 | 1e16:

|PY06619 | 1e~16:

|PY05767 | 1e16{

|PY04066 | 1e~16:

|PY04786 | 1.1e-16:

|PY05708 | 1.1&16:

|PY05822 | 1.2e~16:

|PY07035 | 1.7e16{

|PY02687 | 1.7e~16:

|PY06742 | 2.1e16{

|PY07516 | 2.6&16:

|PY03948 | 2.9e~16:

|PY04083 | 3.2&16:

|PY07327 | 3.2e~16:

|PY05560 | 3.ee16{

|PY02971 | 4e16:

5

|PY06020 | 4.9e-16:
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MEME

|PY04516 | 4.9e16{

|PY05816 | 69-16: 5

|PY03973 | 6e-16: 5

|PY04084 | 7.3&16: 5

|P’Y06220 | 8.1e~16: 5

|PY04733 | 1.1915{ 5

|PY05688 | 1.2e~15: 5

|PY04466 | 1.3e-15: 5

|PY07533 | 1.3e15: 5

|P’Y01837 | 1.6e~15: 5

|PY05820 | 1.8e15{ 5

|PY05781 | 1.9&15: 5

|PY03016 | 2.8e-15: 5

|PY04215 | 2.8&15: 5

|PY00175 |31e15] 5

|PY05648 | 5.5e15{ 5

|PY07021 | 5.5&15: 5

|PY07226 | 7.2e-15: 5

|PY03332 | 7.2e15: 5

PY03359 | 7.2e~15:

PY06782 | 7.2e15{ 5

|PY04773 | 1.3e~14:

|PY00552 | 1.3e-14:

|PY05912 | 1.3e14:

9ol o =

PY 00055 | 1.5e~14:

PY 04321 | 1.9e14{

|PY03760 | 2.1&14: 5

|PY07421 | 2.7e-14: 5

|PY05871 | 3.8&14: 5

|PY07594 | 4.5e~14: 5

|PY03042 | 5.4e14{ 5

|PY06732 | 5.8e~14: 5

|PY03438 | 5.8e-14: 5

|PY02660 | 9.6e14: 5

|PY07411 | 1e~13: 5

|PY00284 | 1e13{ 5

|PY00997 | 1.1e~13: 5

|PY07849 | 1.4e-13: 5

|PY01111 | 1.7913: 5

|PY01110 | 1.8e~13: 5

|PY02312 | 1.8e13{ 5

|PY06151 | 2.2e~13: 5

|PY00085 | 2.3e13{ 5

|PY07022 | 1.3e12: 5

|PY06374 | 1.9e~11: 5

|PY07501 | 2.1e11: _—

|PY01595 | 9.6e~11: 5

|PY07546 | 1.1e09{ 5
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MEME

|PY00297 | 1.6e09{

|PY07187 | 8.4e-08:

[PY01773 [ 2.96-07 | 5
|PY01963 | 1.1e-05 | 5
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http://www.blocks.fhcrc.org/blocks/process_blocks.html

MEME

NAME

PY 06567
PY 06029
PY 06851
PY 05816
PY 00500
PY 04795
PY 00988
PY 07406
PY 01837
PY 06334
PY 02943
PY 07849
PY 06151
PY 06204
PY 00085
PY 04755
PY 02940
PY 07090
PY 00552
PY 01834
PY 01871
PY 07405
PY 00284
PY 05719
PY 03010
PY 02827
PY 04979
PY 02614
PY 02543
PY 06126
PY 05244
PY 05586
PY 04787
PY 04554
PY 06514
PY 01080
PY 06339
PY 06374
PY 06760
PY 06740
PY 02564
PY 02671
PY 02688
PYQ7017
PY 02565
PY 05648
PY 02970
PYQ7175
PY 04773
PY 05146
PY 04083
PY 05781
PY 04215
PY 04466
PY 01595

http://65.54.168.250/cgi-bir

START

207
237
209
204
198
197
197
205
205
196
196
196
204
195
212
188
193
215
211
243
207
197
218
224
206
226
179
197
199
196
214
224
191
191
188
187
206
196
196
235
196
196
182
164
213
207
214
206
209
230
197
195
196
185
205

P-
VALUE

1.06e-22
9.27e-22
9.27e-22
6.16e-21
9.12e-21
1.10e-20
1.10e-20
1.34e-20
1.94e-20
1.94e-20
1.94e-20
1.94e-20
2.79e-20
2.79e-20
3.35e-20
3.35e-20
4.00e-20
4.77e-20
1.13e-19
1.33e-19
157e-19
1.57e-19
1.57e-19
2.57e-19
3.02e-19
4.15e-19
6.62e-19
7.73e-19
7.73e-19
1.05e-18
1.22e-18
1.90e-18
2.94e-18
2.94e-18
2.94e-18
2.94e-18
3.40e-18
3.40e-18
4.52e-18
6.00e-18
6.00e-18
6.00e-18
6.89¢-18
6.89e-18
7.92e-18
9.09e-18
1.20e-17
2.05e-17
2.05e-17
2.05e-17
2.05e-17
2.05e-17
2.05e-17
2.34e-17
2.34e-17

Multilevel

o7 AN ERRNANREEN NNENENR

SS
consensus

sequence

LNENSNNTDG SS
LNENSNNI DG SS
ELNASDI DEN S
LNGNSSVTGN TS
| NEDPNNTNS NS
LNKNPNNSDG SS
LKNDSSI AKN SS
LYKDDNI TKD SS
LNNGSDI TES S
LNEDYYSGKG S
LNEYYNNGKG S
LNENYNNGKD S
LNENYNNTKG S
LNDDSSI TND SS
LNEDYNNGKG S
LNEDYNI GKD S
LNNGHDVTND SS
KLNVSAI SED S
LNRNSSI SGD SS
LNKDSG TED S
LYKDYNSTKD SS
LYEDYNSNND SS
LNENSSATRN TS
LNKNSNNTDD SS
LNGDSNNNDS S
LNGNYNNNEY SS
LYKDYNSTND SS
LNEYPNNTNG SS
LNGDSNNTNG SS
LNEDYNNGKN S
ELNNPNNTKD SA
LKKNYSI TEN S
VKNTLDI SKG SS
LNENYNNTDN S
LKKDPKI TEG N
MNENSDI TSN ©S
LYEEYNSTND SS
LNENYNNXKD S
LKKDTSI TGN DS
LNNVSDI GED S
LNGDSSI TND NS
LNESYNNTKG S
DKI YKELNND SS
DKI YKELNKD SS
LKNDLDI NKG SS

NQLLSTLSND
SKI T
\%

SITES

RQVLCTLSND
RQI LSTLSTD

QVLSTLSND
SQUWSTLSTD
RQVLCTLSND
QVLCTLSND
SKVLCTLSTD
SKVLCTLSND
QVLSTLSKD
NQLLSTLSND
NQLLSTLSND
NQLLSTLSND
NQVL STLSND
NKLLCTLSND
NQLLSTLSND
NQLLSTLSND
NQLLSTLSTD

KVLSTLSND
SQVWSTLSTD
QALSTLSTD
KQVLCTLSTD
KQVLCTLSTD
SQUWSTLSTD
KQI LCTLSSD
KKI LSTLSND
| QI LSTLSND
NQLLCTLSI D
NKI LSTLSTD
NKI LSTLSTD
NQLLSTLSND

QVLSTLSSD

KLLSTLSKD
SQLWSSL SND
RKI LFTLSTD

KLLSTLSKD
KQLLSTLSKD
KKVLCTLSTD
VQLLSTLSND
NQLLSTLSTD
QVLFTLSTD
NKLLCTLSND
NQLL SRLSND
SQLLTTLSTD
SQLLTTLSTD

QLLSSLSND

LYKNHI GTED SSNSKVLCTLSND

ELNDPDNI KY S
LKNDSDI ADK S
LNENSSATRN SS
KLNNVSDNKD S
LYGDSSNNDN SL
LTKDSNI TDN SS
LNEDSSI TND SS
LNKDHSI TGN | S
ELNVSDI DKD S

CQAWSTLSND
KEI LSTLSTD
SQI WSTLSTD
NRLL YTLSND
RQI LSNLSTD
NQI LSNLSTN
SKI LSALSTD
NQLLSTLSKD
QVLSTLLSD

DNFKNKC
N L K

DNFKKKC NGANCMDI PS
NNFKN'C TENGVDCNDI
NNFKNYC SI NKVDCDDI
DNLKNK'Y NG NCWNI PS
DNFKKKC KDI KCSNSSS
NNFKNKC KDI KCSNYSS
DNLKNKC KNFPLFPEI N
DNFKKKC NDNSSLPTI E
NNFKK'YC NENKGDCNDI
CNLKNKC NQFPTLPTYS
NRFKNKC NNLPSLSTYS
CNLKNKC NDLEFSNFPS
NNI' KNKC NHFPSLPTFS
DNFKKKC KDl SSFPAI D
NNLKNVC NDFPSLPTYS
NNLKNVC NDFPSLPTYS
DKLKNEC KNI LSSQPKG
NNFKNYC KNNKNDCSDI
ENFKKE'Y NVNCEG PLF
NNLKDKC NDI SPFPSI E
DNLI KKC NAGQYCKSSP
DNLI KKC NDAQCCKSSS
DNFKDE v DDI NCVDI PS
DNLKNKC RSFRSLPEI T
DNLKNEC KDAKDSNFPA
KNFKNKC ENI KCNDI PS
DNLKSKC SNCSSFPEI K
DNFKI VC GKKGGTCNNF
DNFKI VC SKKGGTCNNF
NRFKNI C NGAQSSNFPS
NNFKKYC DDNNVDCNDI
DNFKKNC SDVNCKDI PP
DKFKEKY NSVKCGYVSS
NNLKNEC KDAQDVVFPS
DNFKKKC SDVSCKDI PP
DNFKNK' NNSQHFKSSP
DNLI KKC NDTQCCKSSS
DNFKNI v KNAKSI NFPI
NDFKKEC KEI LSPPPKE
DNYKNYC TSKGVDCNDF
DNFKKK KDSLSFPTI E
DNFKNI v KNAKSI DFPI
NKLKEKC KNI SSSQPKG
NKLKEKC NKI SSSQPKG
KNFEKK' NVKCKNTSSL
DNFKKKC NDNSSLPTI E
KNLKNK' KNYDFLPEI D
ENFKKEC NDTSSSTLAE
DSFKKD'Y DDNSCMA PS
DNFKKNC SVKCSI SSFP
NLKKKC KNSSSFPSI E
NNFKKKC NDLPSI STI D
NKLKEKC KEGKSGNI SS
DNFMNK'Y NNTQCSKSSP
NNLKD''C DSNSI DCSSI
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MEME

PY 00580
PY 02973
PY 04996
PY 05767
PY 04066
PY 03729
PY 00578
PY 02298
PY Q7624
PY 05769
PY 02652
PY 00494
PY 06763
PY 04430
PY 03991
PY 07160
PY 01184
PY 05624
PY 07422
PY 07080
PY 05150
PY 03983
PY 03987
PY 05923
PY Q7327
PY 07198
PY 00493
PY 04988
PY 07653
PY 03331
PY 07331
PY 03636
PY 07838
PY 03194
PY 05828
PY 02278
PY 01872
PY 03760
PY 05673
PY 06829
PY 06754
PY 02687
PY 07264
PYQ7413
PY 05708
PY07421
PY 04516
PY 03948
PY 01873
PY07533
PY 03091
PY 02541
PY 02572
PY 06886
PY 03042
PY 07035
PYO01774
PY 07027
PY 05822
PY 02782
PY 03403
PY 06499
PY 04931
PY 00308
PY 03359

http://65.54.168.250/cgi-bir

191
191
188
197

196
164
194
197
196
196
189
189
198
232
196
218
189
195
192
188
214
203
230
196
187
231
190
188
192
189
199
210
201
195
198
185
196
214
185
182
204
187
202
195
196
219
193
203
186
207
196
188
203
196
240
197
197
195
213
255
207
218
207
238

2.67e-17
2.67e-17
3.94e-17
3.94e-17
3.94e-17
4.49e-17
4.49e-17
5.10e-17
5.80e-17
5.80e-17
5.80e-17
8.48e-17
8.48e-17
8.48e-17
9.61e-17
1.09e-16
1.23e-16
1.39%-16
1.58e-16
1.78e-16
2.27e-16
2.27e-16
2.27e-16
2.27e-16
2.27e-16
2.56e-16
2.89%-16
2.89%-16
3.25e-16
4.12e-16
4.12e-16
4.12e-16
5.21e-16
5.86e-16
6.58e-16
6.58e-16
9.30e-16
9.30e-16
1.17e-15
1.17e-15
1.31e-15
1.46e-15
1.46e-15
1.46e-15
1.46e-15
1.83e-15
1.83e-15
2.05e-15
2.29e-15
3.18e-15
3.54e-15
3.54e-15
3.95e-15
3.95e-15
3.95e-15
4.90e-15
5.46e-15
5.46e-15
5.46e-15
6.07e-15
6.75e-15
7.51e-15
7.51e-15
7.51e-15
9.27e-15

TELTNYNIED T RSQI LSTLLTD
IELTNYNIED T RSQI LSTLLTD

LKKDSDI NKD DS
VKNTLDI SKG SS
VKNTLDI SKG SS
MNENSDI TNN SS
ELKNTYNDEG S

MNKNSNI TSN SS
LKKDFDVTND DS
MNENSDI TSN S
MNENSDI TSN S
LNDNDTDNGN NL
LNDNDTDNGN NL
LNEDYYNG Y S

LNGYSNNTGG SS
QLKDLDI SEN ES

SQl FSI LSND
SQLW/SLSND
SQLW/SLSND
NELLSTLSKD
SKI LSVLSTD
KQLLSTLLDD
SQLFSI LSKD
KQLLSTLSKD
KQLLSTLSKD
NQLLCSLSTD
NQLLCSLSTD
NQLLSTLSDD
QQI LSALSTD
RQLFSI LSKD

LNEDSSI NEN SSCSQI LTTLSND

IMNONSVI TSN SS
LKNDSDI TDR S

ELSNNCNI KG TA
LKKDSDI NED DA
RLNDPNHTKD SD
LKNALDVNKG SS
VKNAFDI NKG SS
LYGDSSNNDN SL
LTDSDTDNGN S

ELNDPDNTNY E

KQLLSTLSNE
KEI LSALSTD
SKI FSALSTD
SQI FSI LSND

QVLSTLSNC

QLLSSLSND
LQLWSSLSND
RQI LYNLSTD
NQI LSTLSTN
CQAWSTL SND

LNGDSSI TND SSCNKLLCTLSND

LKKDSDI NKD DS
LKNALDI NKE SS
IMNENSVI TSN NS
ELKDDSNI KG TL
VKNVFDI TKG SS
LNKVYQ | GE K

LNEDYYNG N S

LNEDPNNTNG SS
LNRYSNNTDV SS
LNEDYNNTKD SL
LENDSDI TGN NS

SQI FSI LLND
QLLSSLSND
KQLLYTLSKD
SQLLSALLTD
LQLWSSLSNN
NKI FSTLSTD
NQLLSTLLDD
NKMLSTLLTD
RQI LSSLSTN
NKI LSTLSND
KQLLLNLSKD

IMNKNSNI TSN SSCKQLLSTLLDD

VKNAFDI NKG SS
ELNDSNNTKY |

LKNDLDI NKG SS
LKNDFDI TEE DS

LQLLSI LSND
CQAFSTLSND
FQLW.SLSKD
SQLW._SLSKD

KLKDGSNTEG TSNNQI LSALSND

I NNNNTDTEN SS
LKNALDI NKG SF
VKNAFDI NKG SS
LEQDTSNTGN S
LKNALDI NKG SS
I KNAFDI NKG SS
QLKDLDI NKN ES
LKNALDI NKG SS
LKNALDI NKG SS
LNGNYSI TGN SS
KLNDPNNAKY |
LYGDSDNTGS SL
LYGDSDNTGS SL
LNKESNI PNN SS
ELNDPNNAKY |
LNEDTNI TKN S
VKNALDFNKG SS
LNEDTSI NKN S
LI EDSNNTVD | S
I NNNNTGTED SS

SQLLSTLSND
LQLLSSLSND
LQLWSSLSSD
NKLLSTLLKD

ELLSSLSND
LQLLSSLSSD

KLFSI LSND

KLLSSLSND

KLLSSLSND
NKM.SSLSTD
CQAFSTLSND
RKI L NLSTD
RKI L NLSTD
NKLVYTLSND
CQTL TLSND
NEI LSTLLND
LQLWSTLSKD
SEI LSTLLND
NKLLSTLSND
SQLLSTLSND

NNLKI KC KDCTFLPDI T
NNLKI KC KSCTSLPDI T
DNLKNKC NNFPSLLTYS
DKFKEKY NNVKOGYVSS
DKFKEKY NNVKCGYVSS
DNFMNK Y NNSKYFKSSP
NNLKNRC KH QSLPEI T
NKFKNYC NSKGGNCKNY
DNFKNKC YYFPPLLTYS
DNFI NKY NNSQHFKSSP
DNFI NKY NNSQHFKSSP
DNLKSKC SDSSSFREI K
DNLKSKC SDSSSFREI K

NLKSI C YDFPLLPTYS
DNLKNKS TNVTSLPEI T
DNLKNKC SYFPPLLTYS
NNFKTKC NEAGCNDYPL
DKFKNY Y TSKGGNSKDI
NKLKNEC NKI SSSQPKG
DNFKNYC NKKGANCKEF
DNLKNKC YYFPPLLTYS
NNFKNYC NESKVDCSDV
KI FENKY SDKCSNI SLV
NI FKQEY | GKCSSI SQL

NLKKKC KNSSPFPSI E
DKLKNEC KKI SSSQPKE
KNLKNK Y KNYDFLPEI D
NNFKKK  SDVKCSNLSF
DNLKNKC NI FSSLLTYS
KNFEQL ¥ NMACDNSSPL
DNFI NKY NNSQYFKSSP
NNLKEKC KDI QPLPEI T
KNFENK Y NLQCSNI SLV
NNL KDKC TNCSSLPEI T
NLKSI C YDFPLLPTYS
NKL KDKC NGNSSFPSI E
DDLKI KC KNDQTLPEI P
NVLKDKC NAAQSI NFPS
DNLKKEC TDAQERKLKA
NKFKNYC NSKGENCKNY
KQFKEK Y KKVVCSNVEF
NNLKNK Y KGDTPLPEI N
DKFKEKY NTRGCSDI KF
KNFEKKY NSVKCEHVSS
DYLKNKC KNVQPLPEI T
NCFCKNK | GNTSI NLPS
KNFEKK Y NVKCNNGSPL

KEKEKY NSLVCI DSSS
NDFKKEC KEI LSSLSEK
KKFKEK'Y NTLECSRSSP
KFKEKY NSLECSHRSP
DNLKNKC YYFPPLLTYS
KNFEQL ¥ NRACGNTSPL
KNFEQL ¥ NMACDNSSPL
NKLKDK Y KDSSSLPSI K
KNLKNKY KNYDFLLEI D
SNFKKKC KNSSSFPSI E
SNFKKKC KNSSSFPSI E
NNLKI NC KNCSSFPEI E
NNLKNK Y KDDNPLPEI N
NDFKREC TDI LSSSSEE
KEFESNY NSNWCNNVPS
NDFKREC KDI LSSSSEE
NI LI NKY GNENKCPNFK
VKFCKNQ | GDTSI NLPS

0173%2eres.
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MEME

PY (07594 195
PY 02131 196
PY 07021 210
PY 00055 183
PY 06796 196
PY 07022 195
PY00177 182
PY 03986 197
PY 02971 184
PY 02036 188
PY 05410 195
PY 05560 185
PY 00175 194
PY07411 163
PY 06549 196
PY 07226 217
PY 06227 216
PY 04327 200
PY 05688 208
PYQ7477 253
PY 06020 193
PY Q7342 195
PY 01331 190
PY 06619 212
PY 06547 193
PY 06732 199
PY 06782 182
PY 03177 193
PY 05820 194
PY 04733 233
PY 00924 324
PY 03016 191
PY 05871 216
PY 06877 187
PY 04084 199
PY (03438 195
PY 02312 215
PY 06666 170
PY 04786 192
PY 06220 196
PY 06742 194
PY 07501 202
PY 04321 228
PY 05912 194
PY 02140 192
PY07111 196
PY 04155 192
PY01111 193
PY01110 196
PY 03973 195
PY01773 289
PY 03332 224
PYQ7187 197
PY 04914 289
PY 01981 190
PY 01963 191
PY 00754 289
PY 07516 176
PY 02660 212
PY 07826 237

1.14e-14
141e-14
1.56e-14
2.34e-14
2.34e-14
2.87e-14
3.17e-14
3.17e-14
3.51e-14
3.5le-14
35le-14
3.87e-14
5.21e-14
5.75e-14
8.49%-14
9.35e-14
9.35e-14
1.37e-13
151e-13
1.66e-13
2.00e-13
21913
2.64e-13
3.49%-13
3.82e-13
4.59e-13
6.02e-13
7.20e-13
7.87e-13
1.03e-12
1.12e-12
1.22e-12
1.22e-12
1.59e-12
1.59%-12
2.06e-12
2.25e-12
2.45e-12
3.16e-12
3.74e-12
4.81e-12
1.28e-11
1.39e-11
8.90e-11
9.59%-11
1.49%-10
1.49e-10
1.4%-10
2.00e-10
2.15e-10
7.13e-10
2.39e-09
2.39e-09
2.55e-09
4.87e-09
7.12e-09
1.41e-08
2.28e-08
4.62e-08
3.56e-06

FNI DHNI NED NSYS VFLTLLI D
QLKEDFDVSE S QLFSI LSKD
LNVNCDI TGN SSCSKI L YTLSI D
LNDNDNNI DD SSYNKVLL LSN

LNEYSNNTDD NSYKQLLFALSTD
LFNDDNNADG NS VNQI LSI LSND
ELNNKYKDKG T SKI LSALSTD
VKNALDI TKE NSYSQLWL SL SKD
ELNNDSKI EG TARSKI LSALSTD
LKNALDI NKG SSYYELLSSLSI D
GLNEGYNI ES SARI KI L FLSTD
VKNVFDI TKG NSYLQLWLI LSND
LNDNDNNI DD SS¥SKVLSVLSKC
LFENDNDNI EG SSYNKVLRVL SR

LDVDSNNTSD SSRKQI LSALSTD
LFNDDDNNEG SSVNKI LSALSSD
VKNVFDI TKG SSYLQLWL. SL SKD
DLNESYN ED TARRKI L FLLTD
LFDDDNNNGD NS'VNKVLLVL SNW
DLNEGYNI ED TARSKI L FLLTD
LLNDNNNI HD SSVSKVLLVLSN

NLNNKYKTEG AS LQI LSALLTD
HKNALDI TKG DSYSQLWFSLLKD
LKKDLNI TTN NS YNDVLCTL SAD
EINDYYNIEN S VSQI LSFLSTD
LFDDDNNI DN NS VNKVLLVLSK

LFNDNDNNEG NS VNKI LSALSSD
SLNNDRNI ED TVRNKI L VLSTN
KFI' NDTDI EN SSVNKI LSTLSND
LKQDTSFTKN SVDSQI FSTLLKD
ELKDGSNAEG | NNQI L ALLTD
VI GGSSVDKH SSV VKLL YNL SND
FNDVDNNTDN ST ¥SKVLLVMSN

LKNTFDI TKG VS YSQLWSNLSI D
HKNALDI TKG DS YSQLWFSLLKD
KLLNDNDTED SSYNKI LSALSND
NFDDDNNNDG NS VNKVLLVLSK

I EFDHNI GEN | RYL VLI NLLTD
LKNSFDI TKG YL YSQLWSSLSI D
LNEDSNYNEN SSVNKI MSI LSND
LLDGDNNTDN S| VSKVLLVLSK

I1TIDHNIGEN | RYFYVLI NLLTD
FNDNDNNVEG SS YKQI LSRLSSE
FLDDENNI DN SSVDKVLCI FSK

DSNI TKNGLY RKI LSI L YTLSND
LLNDNNNDDG ST YNKVLLVL VR

DSNI TKNGLY RKI LSI L YTLSND
LFDDDNNDEG NS VNKI LNVLSI

LFDNDNNNEG NSFNKI LNVL SN

FNI DHNI TKD K VF ALI TI LN

FSDMFTNI GN SL YKNVLSTLKDF
FNDI DNNI DN SSVDKVLRVFFK

VEKKKKFFED E 'V YCNVLVTLQNA
FSSMFTNI KD SL YENVL TLTDF
VLKKKKFFED E ' VCNVLVTLKNA
I NRKKKFFED E v YCEVLLTLKSA
FSKMFTNI GN SL YENVF TLEDF
| GTEKNTKCK TCLENACEFLSND
I NENFNDTNS KI FKRVLSVVSND

DNLKKKC KNFPSI PG |
DNLKNKC YYFPPLLTYS
| NFKNKC NDI PPLPG A
NNFEKYR VPYNKQWKRP
NLKNKS TNI TSLPEI T
DYFRNSY VNSNI QNTFP
NNI KCKR KDYQTLPEI T
KNFECNY NSI WCNNVPS
NKLKSK'Y NGFPSI PETS
KNFENS'Y NTLWCSKGPP
NNLKEKC NNVQPRSFPP
KNFESNY NSNWCSHVPS
DNFCDYT LLNNTPI NRP
NNFEKCR SYNNI SLYLP
TLRSKR NDI TFLPEI T
NFEKNK VDGKSI EFPS
KDFESNY NSFLCNTGPP
NNLI NKC KSFTSLPDI T
NNFCKET RYNNTSI NLT
NNLI NKC KSFTSLPEI T
NNFEKSK ALRSI SI DLP
NNLNEKY SDI PSFSEI E
KI FENK'Y NSLECSSI SP
D FKNKF KNSKCSDTSF
NTFTTKN ASKI DNSKKF
NNFEI ©R SYKNI SI DRP
NFEKNK VDGKPI NLPS
D FKNNC NRNGVKCKDF
T KQT | YLHLRNKLP
DCLKREC EVALSPQTEE
NKLNKKC SNI PSFSELA
EVFKNKY NSEECNNFSS
NNFEK©R NFNSAEI KFP
M FENA'Y NSFRCNNVSS
KFFENE'Y NRVKCGNVPS
TEYVCKYT | HSHVKKLHP
DNI CKCR KFDNTEI NLP
DNLKKNC EHFPSTPDI K
| FESKY NAECNNVSPL
NDLKCQV KSYDWMPTLQT
NNFESLR VTI DTEVARP
DNLKKKC @ FPSTPDI K
TYFRNSY VKSI KQGTI P
NDFCKCET RFSNI STDRP
DNFKKKN NNSSSLPSI K
MNF CKET NLYSKTKVFP
DNLKKKN NNSSSLPSI K
NNLVKCEN KFENTTSVDRP
NNMEKET RENNTSI NRP
DNLKNEC EDFPSTPDI T
KLKNSA DNTI SYVNEL
NDFCKCT RFSNI SKDRP
QKFKNDN NI QKKLPEI M
KFKNFA GNTI NHVNKE
EKFKKDN DTKKNFPEI |
QKFKQDN NI PKNFPEI K
KLKNFA GNTI NHVNKE
KNFKQE'Y SAKCSSI SPL
D | KRTL EVEFVRKQ P

KTCKQLGEEA TTSSKVLSVKVQDASNCKKDL KKVEDTSKHI

|__ts%3d115
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MEME

L owest
p-
value

Name

Motifs

PY 06567 | 1.1922{

|PY06029 | 9.3&22:

|PY06851 | 9.3e-22:

|PY05816 | 6.2e21:

PY 00500 | 9.1e~21:

PY 04795 | 1.1e20{

|PY00988 | 1.1e~20:

|PY07406 | 1.3e-20:

|PY01837 | 1.9e20:

|PY06334 | 1.9e~20:

|PY02943 | 1.9e20{

|PY07849 | 1.9&20:

|PY06151 | z.sezo{

|PY06204 | z.aezo:

|PY00085 | 3.3e~20:

|PY04755 | 3.3e20{

|PY02940 | 4e~20:

|PY07090 | 4.8e-20:

|PY00552 | 1.1e19:

|P’Y01834 | 1.3e~19:

|PY01871 | 1.6e19{

|PY07405 | 1.6e~19:

|PY00284 | 1.ee19{

|PY05719 | 2.6&19:

|PY03010 | 3e~19:

|PY02827 | 4.1e19{

|PY04979 | 6.6e~19:

|PY02614 | 7.7e19{

|PY02543 | 7.7e19:

|PY06126 | 1e~18:

|PY05244 | 1.2&18:

|PY05586 | 1.9e~18:

|PY04787 | 2.9e18{

|PY04554 | 2.9e18:

|PY06514 | 2.9e~18:

|F’Y01080 | 2.9&18:

|F’Y06339 | 3.4e~18:

|PY06374 | 3.4e18{

|PY06760 | 4.59-18:

|PY06740 | 6e-18:

|PY02564 | eels:

|F’Y02671 | 6e-18:

|PY02688 | 6.9&18:

|PY07017 | 6.99-18:

|PY02565 | 7.9e-18:

|PY05648 | 9.1&18:
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MEME

|PY02970 | 1.2e17{

|PY07175 | 2e~17:

|PY04773 | 2e-17:

|PY05146 | 2e17:

|PY04083 | 2e~17:

|PY05781 | 2e17{

|PY04215 | 2e~17:

|PY04466 | 2.3e-17:

|PY01595 | 2.3e17:

|PY00580 | 2.7e~17:

|PY02973 | 2.7e17{

|PY04996 | 3.9&17:

|PY05767 | 3.9e17{

|PY04066 | 3.9e17:

|PY03729 | 4.5e~17:

|PY00578 | 4.5e17{

|PY02298 | 5.1e~17:

|PY07624 | 5.8e17{

|PY05769 | 5.8e17:

|PY02652 | 5.8e~17:

|PY00494 | 8.5&17:

|PY06763 | 8.5e~17:

|PY04430 | 8.5e17{

|PY03991 | 9.6&17:

|PY07160 | 1.1e~16:

|F’Y01184 | 1.2&16:

|P’Y05624 | 1.4e~16:

|PY07422 | 1.6&16:

|PY07080 | 1.89-16:

|PY05150 | 2.3e-16:

|PY03983 | 2.3&16:

|F’Y03987 | 2.3e~16:

|PY05923 | 2.3&16:

|PY07327 | 2.3e-16:

|PY07198 | 2.6e-16:

|PY00493 | 2.9&16:

|PY04988 | 2.9¢-16 |

|PY07653 | 3.3&16:

|PY03331 | 4.1e~16:

|PY07331 | 4.1e-16:

|PY03636 | 4.1&16:

PY07838 | 5.2e~16:

PY03194 | 5.9&16:

|PY05828 | 6.6&16:

|PY02278 | 6.6e-16:

|PY01872 | 9.3&16:

PY03760 | 9.3e~16:

PY 05673 | 1.2e15{
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MEME

|PY06829 | 1.2e15:

PY06754 | 1.3e~15:

PY 02687 | 1.5e15{

|PY07264 | 1.5e~15:

|PY07413 | 1.5e-15:

|PY05708 | 1.5e15:

|PY07421 | 1.8e~15:

|PY04516 | 1.8e15{

|PY03948 | 2e~15:

|PY01873 | 2.3e-15:

|PY07533 | 3.2e15:

|PY03091 | 3.5e~15:

|PY02541 | 3.5e15{

|PY02572 | 3.9&15:

|PY06886 | 3.9e15{

|PY03042 | 3.9e15:

|on7035 | 4.9e~15:

|PY01774 | 5.5e15{

|PY07027 | 5.5e~15:

|PY05822 | 5.5e15{

|PY02782 | 6.1e15:

|PY03403 | 6.8e~15:

|PY06499 | 7.5e15:

|PY04931 | 7.5e~15:

|PY00308 | 7.5e15{

|PY03359 | 9.3e15:

|PY07594 | 1.1e~14:

|PY02131 | 1.4e14:

|PY07021 | 1.6e~14:

|PY00055 | 2.3e14{

|PY06796 | 2.3e-14:

|PY07022 | 2.9e-14:

|PY00177 | 3.2e14:

|F’Y03986 | 3.2e~14:

|PY02971 | 3.5e14{

|PY02036 | 3.59-14:

|PY05410 | 3.5e-14:

|PY05560 | 3.9e14:

|PY00175 | 5.2e~14:

|PY07411 | 5.7914{

|PY06549 | 8.5e~14:

|PY07226 | 9.3e-14:

|PY06227 | 9.3e14:

PY 04327 | 1.4e~13:

PY05688 | 1.5e13{

|PY07477 | 1.7e~13:

|PY06020 | 2e-13:

|PY07342 | 2.2&13:
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MEME

|PY01331 | 2.5&13:

|PY06619 | 3.5e-13:

|PY06547 | 3.8&13:

PY06732 | 4.6e~13:

PY 06782 | 6e13{

|PY03177 | 7.2&13:

|PY05820 | 7.9e-13:

|PY04733 | 1e12:

|PY00924 | 1.1e~12:

|PY03016 | 1.2e12{

|PY05871 | 1.2e~12:

|PYO6877 | 1.6e-12:

|PY04084 | 1.6e12:

|PY03438 | 2.1e~12:

|PY02312 | 2.2e12{

|PY06666 | 2.4e~12:

|PY04786 | 3.2e-12:

|PY06220 | 3.7e12:

|PY06742 | 4.8e~12:

|PY07501 | 1.3e11{

|PY04321 | 1.4e~:|.1:

|PY05912 | 8.9e11{

|PY02140 | 9.6e11:

|PY07111 | 1.5e~10:

|PY04155 | 1.5e10:

|PY01111 | 1.5e~10:

|PY01110 | 2e10{

|PY03973 | 2.1e10:

|PY01773 | 7.1e~10:

|F’Y03332 | 2.4e09:

|P’YO7187 | 2.4e~09:

|PY04914 | z.eeog{

|PY01981 | 4.99-09:

|PY01963 | 7.1e-09:

|PY00754 | 1.4e08:

|F’Y07516 | 2.3e~08:

|PY02660 | 4.ee08{

|PY07826 | 3.6&06:

[
SCALE i

| | | | | | I |
200 225 250 275 300 325 350 375

|
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View BLOCK 6
Submit BLOCK 6

View FASTA 6

| View RAW 6 |

to BLOCK S multiple alignment processor.

M otif 6 position-specific scoring matrix

View PSSM 6
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MEME

Motif 6 position-specific probability matrix

View PSPM 6

Time 1377.95 secs.

PNMOTIF7 width=29 sites=139

llr =5235 E-value=1.9e-1408

NAME

PY 02278
PY 04084
PY 06877
PY 04786
PY 02565
PY 07838
PY 00085
PY 03948
PY 06754
PY 02036

http://65.54.168.250/cgi-bir

START

169
170
158
163
184
181
183
164
153
159

P-

VALUE
2.55e-25
1.40e-24
1.68e-24
8.26e-24
4.37e-23
4.37e-23
7.06e-23
7.06e-23
1.13e-22
1.55e-22

Simplified
pos.-
specific
probability

matrix

bits 7.1

6.4

57

5.0
Information4.3
content 3.6

(543 bits) 2.8

Multilevel SNCKKCL ENANEFVEK

consensus NYS K KK FK KK KEN NNN N

sequence

EELNNDSDI TK

SITES

KMYTDFNKDT SNCKKCSEKANEFVEK
NVYSELDPEK TQCKTCLENACEFFEK
MYSELDPEKN TECKKCL ENACEFFEK
MYSEFGPEKN TQCKTCL ENAREFFEK
NMYSEI GAED Y QCNKCL ENACELFEK

KKLNED NNTN
EK KNALDI TK
EKLKNTFDI TK
EKLKNSFDI TK
EKLKNDL DI NK

NMYI EVDAEN ¥ QCNKCL ENACEFFEKCEKVKNVFEDI TK

DI CI GVDEDR SNCDNYL EKAKEFAKK

DELNEDYNNGK

NMYSEI | AED Y QCNKCL ENACEFFEKCEKVKNAFDI NK
MDGELDPKKK  QCNKCL ESAREFFEKCEKVKNAFDI NK

NMYSEI ELYN YQCNKCLENACELFEK

EKLKNALDI NK
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SSYNKMLSTL
DSYSQLWFSL
VSYSQLWSNL
YLYSQLWSSL
SSYYQLLSSL
SSYLQLWSSL
SPYNQLLSTL
SSYLQLWSSL
SSYLQLLSI L
SSYYELLSSL
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MEME

PY 03986
PY 02543
PY 06204
PY 07533
PY 06227
PY 03760
PY 06567
PY 07406
PY 07413
PY 04516
PY 06029
PY 03042
PY 05923
PY 00500
PY 04988
PY 02827
PY 05769
PY 02652
PY 02572
PY 06514
PY 07594
PY 04466
PY 00988
PY 05560
PY 06151
PY 07653
PY 05150
PY 01331
PY 06499
PY 01837
PY 03091
PY 01834
PY01774
PY 07027
PY 06126
PY 07405
PY 05673
PY 05828
PY 03729
PY 07264
PY 02943
PY 04554
PY 07546
PY 06339
PY 05767
PY 04215
PY 03010
PY 04996
PY 02614
PY 06886
PY 07021
PY 02671
PY 00297
PY 06619
PY 03973
PY 02564
PY 06740
PY 07327
PY 05719
PY 03987
PY07331
PY 01080
PY 05586
PY 04755
PY 05648
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168
170
166
157
187
167
178
176
173
190
208
167
201
169
161
197
167
167
159
159
166
156
168
156
175
159
159
161
178
176
178
214
168
168
167
168
185
166
167
158
167
162
167
177
168
167
177
159
168
174
181
167
166
183
166
167
206
167
195
174
160
158
195
159
178

1.80e-22
2.85e-22
2.85e-22
3.32e-22
3.32e-22
3.32e-22
3.32e-22
6.02e-22
6.98e-22
6.98e-22
8.08e-22
8.08e-22
1.25e-21
1.92e-21
2.21e-21
3.37e-21
3.37e-21
3.37e-21
5.11e-21
7.70e-21
1.01e-20
1.15e-20
1.15e-20
1.32e-20
1.32e-20
1.32e-20
1.72e-20
1.72e-20
2.55e-20
2.91e-20
3.77e-20
4.29e-20
4.29e-20
4.29e-20
4.88e-20
5.55e-20
6.30e-20
6.30e-20
6.30e-20
7.15e-20
1.04e-19
1.04e-19
1.34e-19
1.72e-19
1.94e-19
1.94e-19
2.48e-19
2.48e-19
2.48e-19
2.48e-19
2.48e-19
2.48e-19
3.57e-19
4.02e-19
4.02e-19
4.53e-19
5.11e-19
5.76e-19
6.48e-19
7.29e-19
8.21e-19
8.21e-19
1.04e-18
147e-18
1.85e-18

MCSEI SAEAN TECKKCL ENACEFFEKCEKVKNALDI TKE NSYSQLW.SL
EMYTDFDENT SNCKKCSENAI KFAEK YNELNCDSNNTNC SSYNKI LSTL
NMYNKFNDST SDCTKCLNDANEFAKK YKELNDDSSI TND SSYNKLLCTL
MYSEFDPEEN TECKTCLENACELFEKYEKLKNALDI NKG SSYYELLSSL
NMYSETDVDN ¥ KCNKCL ENACEFFEKCEKVKNVFDI TKC SSYLQLW.SL

NMVHTEI DANI SNCSK'YL EKAQEFAKK
SMYTEFNANT  DCTK/LEKANQFVEK
El YTEFDENT SNCTNYSETAKEFVKQ
NVYSELDPKK TQCKTCLENAEEFFEK
NMYSEI DPED YECNKCL ENACELFEK
NMYTELDASN NCKD'/LEKAQEFVKK
CEMYTEFDKN SNCTSCSEKAKEFVKK

DDLNEDYNNTKD SLYNKI LSTL
ANLNENSNNTD® SSYRQVLCTL
EEL YKDDNI TKD SSYSKVLCTL
EKLKNDFDI TEE DSYSQLW.SL
EKLKNALDI NKG SFYLQLLSSL
NELNENSNNI D SSYRQ LSTL
EQLNCNYSI TEN SSYNKMLSSL

MYSEFDPEKS TECKTCLETACEFFEKCEKVKNAFDI NK© SSYLQLWSSL

NMYNEFNANE NCDKCL EKANEFVCK
NMYNGFNDNM TDCKKCL NYADEFVKK
TMHTEFNENE DCNNYLEKAREFVKK
EMHAEFDDNS Q7 CANCSENAKKFAKK
EMHAEFDDNS Qv CANCSENAKKFAKK

EKI NED NNTNS NSYRQVLCTL
NELNCGDSSI TND SSCNKLLCTL
EKLNCNYNNNE Y SSYI Q LSTL
EEMNENSDI TSN GSYKQLLSTL
EEMNENSDI TSN GSYKQLLSTL

EKLKNALDI NKG SSYYKLLSSL
DELKKD KI TEC NPYYKLLSTL
EKFENI D NI NED NSYSHVFLTL

NMYSEI GAED N CNKCL ENAREL FEK
TMHI EFDETN  QCCKYLNDAKEFVKK
DMYNELATNN SNCAKCL EKARQFVDK
EMYAEFDDKT VCTKSSENANKFVKKYNELNKD SI TGN | SYNQLLSTL
EMYTEFNENT SNCTKCSCKADQFVKKYEKLKNDSSI AKN SSYSKVLCTL
CNMYSEI DSI SDCKTCLENACEFFEKCEI VKNVFDI TK® NSYLQLWLI L
El CTEI DAST SNCSNYLQKAKEFAKK YDDLNENYNNTK® SPYNQVLSTL
EMYTEFDEDN KCEKYLECDNEFVKKYDQLKKDSDI NKD DSYSQ FSI L
EMYTEFDEDN KCEKYLECDNEFVKKYDQLKKDSDI NED DAYSQ FSI L
NVYNELDPEK KQCKTCLESGCEFFEKYEK KNALDI TKC DSYSQLWFSL
CNMYSERDAI TQCKI CLENACEFFEKCEKVKNALDFNK® SSYLQLWSTL
I VHTEFDANK ECTKY1 ENAKNFVEKYNELNNGSDI TES SPYYQVLSTL
NMYSELDENN NQCKTCL ESACEFFEKCEKI KNAFDI NKC SSYLQLLSSL

NMY1 DYNGNS SNCEKCSENAI QFVKK
NMYTGLNEKN DCTKl TTANEFVKK
NMYTGLNEKN  DCTKYl TTANEFVKK
NMYNGFDTKK TDCKN YL KDAKNFVKK
EMYTEYDENK ENCTNYSEKAKEFVEQ
EDGDGDDDEN KDCKK' Y SEDNNEFFKK
DI CTGYNEEK KNCDNYLEKAEEFVEK
EMYAEFDDNT Y CSNCSKNAKQFVNK
KMNNEI GTKK | QCNTCLKNACEF YEQ
MWY1 EFDSEN ADCKNY L EKAKKFVEI

EMYSAFGGNT SNCKKCSKNFNQFVEK
CNLYNELDDN QNCKK 'YL DDDNDFFKK
EMYTEFDENK ENCTNYSEKAKEFVEQ

NDLNKDSCI TED SPYYQALSTL
QEL VCDSDNTCS SLYRKI LHNL
QEL YCDSDNTCS SLYRKI LHNL
DELNEDYNNCKN SPYNQLLSTL
EKL YEDYNSNND SSYKQVLCTL
KELENDSDI TGN NSYKQLLLNL
DELNEDY VNCI N SPYNQLLSTL
KEMNENSDI TNN SSYNELLSTL
EKLKNDLDI NKG SSYFQLW.SL
DELNEY YNNCKG SPYNQLLSTL
KELNENYNNTDN SPYRKI LFTL
EELKKDSSI TGN NSYI KI LYTL
EEL YEEYNSTND SSYKKVLCTL

CKMYI EVDAN NQCMSCL ENACEFFEKCEKVKNTL DI SK& SSYSQLWYSL

SMYYGFKEGD KKCKN /L DDDNEFFKK
EMYSEYGENT L NCKKCSNKAI QFVEK
EMYTEFDEDN QKCEK YL ECDNKFVKK
EMYTDFDENT SNCAKCSEKAFQFVEN
NMYSEI SVED YEFNKCL ENARELFEK
NMYTGFDESK ANCENI SEKARQFVEK
El YSELDI DN SKCDNCL EKAKKFAKK
NLYNELDEVN ECEKYLEYNNDFFKK
EMYTGFDTDK LNCTTSSEKACKFVEI

DI YNGLDTNS SNCAN'SEKARQFI QK
NMYNEFNDNM TDCKKCLNYANEFSI K
NI YTEFNANK  DCEKYLKI AKEFVAK
NMY1 DLGENN ADCTK Yl SNANEFVKK
EMYSEFDGST SNCTKYSCKADNFVEK
NMYNEI VADD DQCNKCLKSACELFEK
EMHAEFDDNS Q7 CVNCSENAKKFAKK
EVMHAEFDDNS Qv CAKCSENASNFVNK
MVHFEFDKES KCNKYLKEAKEFVEK
El CI EVNEKH TNCNI FSKLANEFAKK
EMYTEFDETK KDCTNCSEKAKEFVKQ

KELNEDSSI TND SSYSKI LSAL
KELNCDSNNNDS SPYKKI LSTL
DQLKKDSDI NKD DSYSQ FSI L
KKLNEY NNTNG SSYNKI LSTL
EKLKNALDI NKC SSYYKLLSSL
KELNVNCDI TCN SSCSKI LYTL
DDLNESYNNTKC SPYNQLLSRL
EELKQDSSI ACN NSYI KI FSI L
EELKKDLNI TTN NSYNDVLCTL
EEFNI D' NI TKD KPYFHALI Tl
KELNGDSSI TND NSYNKLLCTL
NELNNVSDI CED SPYYQULFTL
QEL YCDSSNNDN SLYRQ LYNL
NKLNKNSNNTDD SSYKQ LCTL
EKLKNALDVNKC SSYYQLLSSL
EEMNENSVI TSN NSYKQLLYTL
KEMNENSDI TSN GSYKQLLSTL
EVLKKNYSI TEN SPYYKLLSTL
DELNEDYNI CKD SPYNQLLSTL
EELYKN | GTED SSNSKVLCTL
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MEME

PY 02298 165 1.85e-18 EMYTNFNETR SNCSL CSENANKFVSKYKEMNKNSNI TSN SSYKQLLSTL
PY 03403 226 1.85e-18 KLYNELGDEN KNCKNYLDDNNEFFKKYKDLNEDTNI TKN SYYNEI LSTL
PY 03331 163 2.61e-18 NMYSEI GVED YEFNKCLENARELFEKYEKLKNALDI NKE SSYYQLLSSL
PY 07422 166 2.61e-18 NMYYEFNGNN KKCXK'VLDDDNEFFKKYKELKNDSDI TDR SPYKEI LSAL
PY 05781 166 3.27e-18 MWYI EFDDES SNCKQCLK'YANAFI EKYKKLTKDSNI TDN SSYNQ LSNL
PY 06829 156 4.10e-18 CEMYTI DERN L STKCSENANKFVSKYKEMNKNSNI TSN SSCKQLLSTL
PY 04787 162 4.58e-18 CKMYI EVDAS NQCMQCL ENAXDFFEKCEKVKNTLDI SK SSYSQLWSSL
PY 05822 166 4.58e-18 KMYTGFDEST SNCTNCSQ AQNFAEKYKELNKESNI NN SSYNKLVYTL
PY 04430 169 5.72e-18 DI CTGYNEEQ ONCNKL SEKANEFAKKYDELNED Y VNCI v SPYNQLLSTL
PY 04066 172 5.72e-18 NLYRELDANN KQCM CLENVCEFFEKCEKVKNTLDI SKG SSYSQLWYSL
PY 06760 167 8.90e-18 NLYNELDYEK KNCKNYLEDNNEFFKKSEELKKDTSI TGN DSYNQLLSTL
PY01871 178 1.53e-17 EMYTEFDENT SNCAKRSEKACNFI KQYEEL YKDYNSTKD SSYKQVLCTL
PY 05816 175 1.90e-17 KI HTESNENN LECTKYLE YANKI VDKFKELNCNSSVTCN TSYSQUWSTL
PY 07022 166 2.91e-17 CNVHI NVNKK SMENKYLENADEFADE YKKLFNDDNNADC NSYNQ LSI L
PY07175 177  4.92e-17 EMYNELDDDK TKCKK'YLEDDNEFDQKYKELKNDSDI ADK SPYKEI LSTL
PY 03991 203 4.92e-17 CSMYGNLATN TNEDALLNNANEFVNKYQELNCYSNNT - SSYQQ LSAL
PY 04979 150 4.92e-17 EMYTKFDEDT S| CTKCSEQANKFDKQYEEL YKDYNSTND SSYNQLLCTL
PY 06334 167 5.46e-17 CDMYI KLEKN SNCDNYLEKAKNFVEI YDVLNEDYYSCKG SPYNQLLSTL
PY 07411 134 5.46e-17 LCNMNTAYTR NSSSKCSE AKKFADE YEKLFNDNDNI EC SSYNKVLRVL
PY 04795 168 6.06e-17 NMYNEYKEDN TVCEKYLNKAKEFVKI YDDLNKN NNSDC SSYGQVLCTL
PY 00494 159 8.26e-17 EMYTKI DYGN KTCNNYLKDANKFVDE YQKLLNDNDTDN® NNLYNQLLCS
PY 06763 159 8.26e-17 EMYTKI DYGN KTCNNYLKDANKFVDE YQKLLNDNDTDNG NNLYNQLLCS
PY 01873 174 8.26e-17 NLYNKLDYNN KNCENYLECDNEFDKKYKELEQDTSNT GN GSYNKLLSTL
PY 01184 189 9.15e-17 EMyI GGNI DK SSCI K LDDCKEFVKKYEKLNEDSSI NEN SSCSQ LTTL
PY 04083 168 1.01e-16 NMYFYLDENN DCTKYIl SNAKQFVNNYKEL Y ©DSSNNDN SLYRQ LSNL
PY 06796 167 1.12e-16 CSMYDNREVN TDCNMLLNKANTFVKKYQELNEYSNNTDD NSYKQLLFAL
PY 07624 168 2.06e-16 KLYTECDNSD SDYNSYLENTQEFVEKYEQLKKDFDVTND DSYSQLFSI L
PY 00284 189 2.06e-16 KWMHDELNDGK LECTNYLEYANKI VEKFKELNENSSATRN TSYSQUWSTL
PY 05624 160 251e-16 EMYTNFDVKT L CSI CSONANKFVSKYKEMNONSVI TSN SSYKQLLSTL
PY 06374 167 251e-16 TI YGGLDI NY SNCDNCLKKSKEFAKKYDDLNENYNNXKD SPYVQLLSTL
PY 06782 153 5.00e-16 CSMYI NI GKK NKCEMYLE YAKKFANE ¥ KQLFNDNDNNE - NSYNKI LSAL
PY 04155 160 5.00e-16 NVHVTDAGHV NCEQCEKAANEFVTNYEGVI SDSNI TKN GLYRKI LSI L
PY 04931 189 5.00e-16 KLYNELGDEN KNCKNYLDDNNEFI EKYNNLNEDTSI NKN SYYSEI LSTL
PY 02940 164 6.69e-16 EMYTKVDEDN NNCNN/YLKDDNQFTKI vKELNN® DVTND SSYNQLLSTL
PY 03016 162 1.58e-15 NMYSEFNEET | NCTKYLOQKANEFSEKYQKVI ©SSVDK  SSYYKLLYNL
PY 04733 204 1.58e-15 KLYNGLGDGN KNCKNYLEDNSEFFKKYNDLKQDTSFTKN SYDSQ FSTL
PY 07501 173 1.74e-15 DI YI DLDTNN SDCTQDSEKANQFVET YKKI I I D NI CEN | RYFYVLI NL
PY 07849 167 2.30e-15 H YI EVNEES LSC/RFSEI ANDFAKKYDELNENYNNCKD SPYNQLLSTL
PY 07226 188 3.33e-15 CNWYI NI GKK NK©CI VLEYAKNFANE YKKLFNDDDNNE - SSYNKI LSAL
PY 04321 198 3.33e-15 KMYNDI SKI' S NNNKK'/I EVANKFADE Y KKLFNDNDNNVE GSSYKQ LSR
PY 05688 179 5.27e-15 LCDWMNTSYKN NNSSKI SEDCNKFVDE Y QKL FDDDNNN©GD NSYNKVLLVL
PY 02140 160 6.92e-15 N HVTDAGHV NCEQCAKAANCFVTNYE®GVI SDSNI TKN GLYRKI LSI L
PY 01872 156 8.28e-15 Cl MYGRVAQN KKDDKLLNDAKDFVKKYQELNRYSNNTDV SSYRQ LSSL
PY 03332 194  9.06e-15 LCNVHTAYTK DKSNDFSENANQFVDRYKELFNDI DNNI D NSSYDKVLRV
PY04773 180 1.54e-14 KMHDEFNEKT LECSKYLGYANDI VEKFKKLNENSSATRN SSYSQ WSTL
PY 00055 153 1.84e-14 LCKMNTSYTN CKSNDFSEDANKFVYEYEKLLNDNDNNI D DSSYNKVLLH
PY 06742 165 21914 LCSMDTAYTK NKDSEFMQDANKFVEKYQELLDCDNNTDN SI YSKVLLVL
PY 03359 208 3.69e-14 CDVI SNADKQ NVRKT YLEVAEEFVTE YQKLI NNNNTCTE DSSYSQLLST
PY 00308 178 4.77e-14 YLYYVFHDES L NCKOQNLDLANKFVONVEKLI EDSNNTVD | SYNKLLSTL
PY 06020 164 5.19-14 LCNWMNTAYTK ONNSDFSK'YSNKFVEEYEELLNDNNNI D SSYSKVLLVL
PY 07421 166  7.92e-14 CNVI NNAGKK DVSKT YLE VADEFVTE YQKLI NNNNTDTE NSSYSQLLST
PY 00552 182 9.36e-14 KLHTEYDEDN LKCTE YL /ANDI VEKENELNRNSSI SCD SSYSQUWSTL
PY01111 164 1.02e-13 LCNMYTAYNN QNSSQVSE YAKTFADCYTELFDDDNNDEG NSYNKI LNVL
PY 06549 167 1.31e-13 CSMYGNFATN | NKDSLLNNANEFVI KYQELDVDSNNTSD SSRKQ LSAL
PY01110 167 1.42e-13 LCNWMYTSYDN NNSSQASE AEKFANGYTELFDNDNNNECG NSFNKI LNVL
PY 00175 164 1.42e-13 LCNWNTAYNG KNSSKI LDYANKFCEE Y CKLLNDNDNNI D DSSYSKVLSV
PY 03194 172 1.97e-13 CKMHGNVTQN QKDDTL SNNAI DFVKKYQELNKV Yl | CE KPYNKI FSTL
PY 05871 186 2.14e-13 LCEMNTAYTT NKSCDFSQ VNKFVEEYCKLFNDVDNNTD NSTYSKVLLV
PY 05912 165 2.32e-13 LCNMYNAYKN AKSNDFSE ANKFVSKYKEFLDDENNI DN SSYDKVLCI F
PY07198 157 3.20e-13 EMYTKI DENK KKCNNYLNDNNEFLDE YRKLLTDSDTDNC NSYYNQ LST
PY 06732 170  4.78e-13 LCDMNNSYTN ENNSKYSE VNKFAVE YQNLFDDDNNI DN NSYNKVLLVL
PY 06220 167 2.62e-12 CNWVHI NVGKK DMFNT Y SECSNKFI KI “NELNEDSNYNEN SSYNKI MsI L
PY07111 167 3.05e-12 LCNWNSDI EK KSSDDI LK ANNFLNI VKELLNDNNNDDC STYNKVLLVL
PY 00997 165 249e-11 LCNWYTAYTK KNNSDFSKYTNKFI DKYKELFDDDKNI KD SI RFNDVPI D
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MEME

Motif 7 block diagrams

L owest
p.
value

Name

Motifs

|PY02278 | 2.5e25{

|PY04084 | 1.4e~24:

|PY06877 | 1.7e24{

|PY04786 | 8.3e24:

|PY02565 | 4.4e~23:

|F’Y07838 | 4.4e23:

|P’Y00085 | 7.1e~23:

|PY03948 | 7.1e23{

|PY06754 | 1.1e22:

|PY02036 | 1.5e~22:

|PY03986 | 1.8&22:

|PY02543 | 2.9e~22:

|PY06204 | z.gezz{

|PY07533 | 3.3&22:

|PY06227 | 3.3e~22:

|PY03760 | 3.3e22:

|P’Y06567 | 3.3e~22:

|PY07406 | eezz{

|PY07413 | 7e~22:

|PY04516 | 7e-22:

~
~ . =y
~ N
~
) ~[ Y ~[f~
~
| BN
~ ~1~
~

|PY06029 | 8.16-22
|PY03042 | 81622

[PY05923 [ 1.26-21 |
|PY00500 | 1.9¢-21 |

[PY04988 | 2.26-21 |

|PY02827 | 3.4¢-21 |

|PY05769 | 34021 |

|PY02652 | 3.4e21{

|PY02572 | 5.1e~21:

|PY06514 | 7.7e-21:

|PY07594 | 1e20:

|PY 04466 | 1.26-20

|PY00988 | 1.2920{

|PY05560 | 1.3e~20:

|PY06151 | 1.3e-20:

|PY07653 | 1.3e20:

|PY05150 | 1.7e~20:

|PY01331 | 1.7920{

|PY06499 | z.eezo:

|PY01837 | 2.9e-20:

|PY03091 | s.aezo:

|PY01834 | 4.3e~20:

H

|PY01774 | 4.3e20{

|PY07027 | 4.3e~20:

http://65.54.168.250/cgi-bi

% <~ ~ > > ~[~
2 BE ~ =4 ~i~
% ~ W~ >

)

73%2 RMSG=... |__ts%3d115

0f396f8d6791d (51 of 111)29/07/2006 16:53:26




MEME

|PY06126 | 4.9e~20:

|PY07405 | 5.5e-20:

|PY05673 | 6.3&20:

|PY05828 | 6.30-20 |

|PY03729 | 6.3&20:

|PY07264 | 7.2e~20:

|PY02943 | 1e~19:

|PY04554 | 1e19:

|PY07546 | 1.30-19|

|PY06339 | 1.7e19{

|PY05767 | 1.9e~19:

|PYO4215 | 1.9e-19:

|PY03010 | 2.5e19:

|PY04996 | 25619

|PY02614 | 2.5e19{

|PY06886 | 2.5e~19:

|PY07021 | 2.5e-19:

|PY02671 | 2.5e19:

|PY00297 | 3.6e~19:

|PY06619 | 4e19{
|PY03973 | 4e~19:
|PY02564 | 4.5e-19:

=
N ~
~ =~ ~il~ =~ ~ ~ ~ ~f ~ff N
~
~ ~
=
H H

|PY06740 | 5.1e19:

|PY07327 | 5.8e~19:

H

|PY05719 | 6.5e19{

|PY03987 | 7.3e~19:

|PY07331 | 8.2e-19:

|PY01080 | 8.2e19:

|PY05586 | 1e~18:

|PY04755 | 1.5e18{

|PY05648 | 1.9e~13:

|PY02298 | 1.9e18{

|PY03403 | 1.9e18:

|on3331 | 2.6e~18:

|PY07422 | 2.6&18:

|PY05781 | 3.3e~18:

H

|PY06829 | 4.1e18{

|PY04787 | 4.6&18:

|PY05822 | 4.6e~18:

|PY04430 | 5.7&18:

|P’Y04066 | 5.7e~18:

|PY06760 | 8.9&18:

|PY01871 | 1.5917:

|PY05816 | 1.9e~17:

|PY07022 | 2.9e17:

|PY07175 | 4.9e~17:

\1\‘ ~ =] i~
~ ~ Y ~H~ ~ ~
~
=
~ i~ ~
H H

|PY03991 | 4.9e17{

H

|PY04979 | 4.9&17:
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|PY06334 | 55617 |

|PY07411 | 5.5e17{

|PY04795 | 6.1e~17:

H
HH

|PY00494 | 8.3e-17:

|PY06763 | 8.3&17:

|PY01873 | 8317

|PY01184 | 9.2e17{

|PY04083 | 1e~16:

|PY06796 | 1.1e-16:

|PY07624 | 2.1&16:

|PY00284 | 2.16-16 |

|PY05624 | 2.5e16{

|PY06374 | 2.5e~16:

|PY06782 | 5e-16:

|PY04155 | 5e16:

|PY04931 | 5e16]

IPY02940 | 6.7&16:

|PY03016 | 1.6e~15:

|PY04733 | 1.6e-15:

|PY07501 | 1.7e15:

|PY07849 | 2.3e~15:

|PY07226 | 3.3e15{

~
~[l < ~ ~ ~Nig~
~ ~ ~ [~ ~
~ ~
H

|PY04321 | 3315
|PY05688 | 5.3¢-15 |
|PY02140 | 6.9¢-15 |

[PY01872 [ 8.3 15|

[PY08332 [ 9.1-15
|PY04773 | 15e-14
[PY00055 | 1.8¢-14|

|PY06742 | 2.2¢-14

[PY03359 | 3.7¢-14
[PY00308 [ 4.8¢-14
|PY06020 | 5.2¢-14

|PY07421 | 7.9e14{

|PY00552 | 9.4e14:

|PY01111 | 1e~13:

|PY06549 | 1.3e13{

|PY01110 | 1.4e~13:

|PY00175 | 1.4e13{

|PY03194 | 2e13:

|PY05871 | 2.1e~13:

|PY05912 | 2.3e13:

|P’YO7198 | 3.2e~13:

|PY06732 | 4.8e13{

|PY06220 | 2.6e12:

|PY07111 | 3e~12:

|PY00997 | 2.5e11:

~
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MEME

NAME

PY 06829
PY 06619
PY 07594
PY 05673
PY 01080
PY04773
PY 00552
PY 04795
PY 05146
PY 07021
PY 00494
PY 04466
PY 02971
PY 02688
PY 03194
PY 07546
PY 06514
PY 02940
PY 01872
PY 07477
PY 07406
PY 02973
PY 07342
PY 01871
PY 02782
PY 00493
PY 07035
PY 02687
PY 02970
PY 06151
PYO01774
PY 07027
PY07331
PY 05781
PY 02564
PY 00924
PY 05624
PY 04083
PY 05769
PY 02298
PY 04327
PY 03636
PY 05708
PY 03042
PY07017
PY 07422
PY 04979
PY 03729
PY 07624
PY 00085
PY 04996
PY 05150
PY 05586
PY 07160
PY 04755
PY 02541
PY 02614
PY 02543
PY 07849
PY 06567
PY00177

http://65.54.168.250/cgi-bir

START

280
308
277
313
280
310
310
293
336
292
284
278
266
266
283
259
284
277
267
335
309
273
277
308
316
331

308
314
275
289
289
282
282
284
406
283
281
289
289
283
282
280
272
248
279
278
289
260
283
251
251
317
259
259
259
292
294
272
607
266

P-
VALUE
1.81e-18
2.68e-18
2.68e-18
5.25e-18
5.25e-18
6.41e-18
6.41e-18
7.80e-18
7.80e-18
7.80e-18
7.80e-18
1.96e-17
1.96e-17
1.96e-17
1.96e-17
1.96e-17
1.96e-17
1.96e-17
2.62e-17
2.62e-17
2.62e-17
2.62e-17
2.62e-17
3.33e-17
3.33e-17
3.33e-17
3.33e-17
3.33e-17
3.33e-17
3.33e-17
3.77e-17
3.77e-17
3.77e-17
3.77e-17
3.77e-17
5.73e-17
5.73e-17
8.99%-17
8.99e-17
8.99e-17
9.61e-17
9.61e-17
1.10e-16
1.19e-16
1.65e-16
1.65e-16
1.65e-16
2.02e-16
2.27e-16
2.27e-16
2.27e-16
2.27e-16
2.27e-16
2.27e-16
2.27e-16
2.27e-16
2.27e-16
2.27e-16
2.27e-16
2.27e-16
2.43e-16

uence Q

SITES

LFGFRKRFQK QKL REKI KNI KKRMN Q
LFGFRKRVQK QYLREKI KNI KKRMN H
LFGFRKRVQK QYLREKI KNI KKRMN K
LFGFRKRFKK QQI REKI KNI KKRMN H
LFGFRKRFKK QQI REKI KNI KKRMN H
LFI LRKRSQK Q LREKLKNI KKRMN H
LFVLRKRAQK Q LREKLKNI KKRMN H
LFGFRKRFQK QKL REKLKNI KKRMN Q
LFGFRKRFQK QKL REKLKNI KKRMN H
LFGFRKRFQK QKL REKLKNI KKRMN Q
LFGFRKRFQK QKLREKLKNI KKRMN H
LFGFRKRFQK QKL REKI KNI KKKMN Q
LFGFRKRFQK QKL REKI KNI KKKMN H
LFGFRKRFQK QKL REKI KNI KKKMN Q
LFGFRKRFQK QKLREKI KNI KKKMN R
LFGFRKRFQK QKL REKI KNI KKKMN H
LFGFRKRFQK QKL REKI KNI KKKMN H
LFGFRKRFQK QKL REKI KNI KKKMN Q
LFGFRKRAQK QYL REKI KNI KKKMN H
LFGFRKRVQK QYL REKI KNI KKKMN H
LFGFRKRSQX QYLREKI KNI KKKMN H
LFGFRKRGKK QYLREKI KNI KKKMN H
LFGFRKRAQK QYL REKI KNI KKKMN R
LFGFRKRFQK QKL REKLKNVKKRMN H
LFGFRKRFQK QKL REKLKNVKKRMN H
LFGFRKRFQK QKL REKLKNVKKRMN H
LFGFRKRFQK QKL REKLKNVKKRMN H
LFGFRKRFQK QKL REKLKNVKKRMN H
LFGFRKRFQK QKL REKLKNVKKRMN H
LFGFRKRFQK QKL REKLKNVKKRMN H
LFGFRKRFKK QQI REKI KNI KKKMN Q
LFGFRKRFKK QQI REKI KNI KKKMN Q
LFGFRKRFKK QQI REKI KNI KKKMN Q
LFGFRKRFKK QQI REKI KNI KKKMN R
LFGFRKRFKK QQI REKI KNI KKKMN Q
LFGFRKRFQK QKL REKLKNI KKKMN H
LFGFRKRFQK QKL REKLKNI KKKMN Q
LFGFRKRVQK QKL REKI KNI KKRI N H
LFGFRKRFQK QKL REKI KNI KKRI N H
LFGFRKRFQK QKL REKI KNI KKRI N H
LFGFRKRVQK QYL REKI KKI KKRMN Q
LFGFRKRAQK QYL REKI KKI KKRMN H
LFGFRKRAQK QY1 REKI KNI KKKMN R
LFGFRKRFKK QQI REKLKNI KKKMN Q
LFGFRKRFKK QQI REKI KNI KKRI N H
LFGFRKRFKK QQI REKI KNI KKRI N H
LFGFRKRFKK QQI REKI KNI KKRI N H
LFGFRKRFQK QQI REKI KNI KKRMA H
LFGFRKRFQK QKL REKI KNI MKKM  H
LFGFRKRFQK QKLREKI KNI MKKM  H
LFGFRKRFQK QKL REKI KNI MKKM  H
LFGFRKRFQK QKL REKI KNI MKKM  H
LFGFRKRFQK QKL REKLKNI KKRI N H
LFGFRKRFQK QKL REKI KNI MKKM  H
LFGFRKRFQK QKLREKI KNI MKKM  H
LFGFRKRFQK QKL REKI KNI MKKM  H
LFGLRKRFQK QKL REKLKNI KKRI N H
LFGFRKRFQK QKL REKLKNI KKRI N H
LFGFRKRFQK QKLREKI KNI MKKM  H
LFGFRKRFQK QKL REKLKNI KKRI N H
LFGFRKRAQK Q LREKI KKI KKKMN H
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MEME

PY 05410 283 3.89e16 LFGFRKRAQK QYLREKI KKI KKKMN H
PY 00580 273 3.89e16 LFGFRKRAQK QYLREKI KKI KKKMN H
PY03991 314 3.89e16 LFGFRKRAQK Q/LREKI KKI KKKMN H
PY 06796 278 3.89e16 LFGFRKRAQK Q/LREKI KKI KKKMN H
PY04215 280 4.64e-16 LFGFRKRFQK QKXREKI KNI KKRWN H
PY 05719 307 6.88e16 LFGFRKRFKK QQI REKI KNI KKKI N Q
PY 00500 293 6.88¢-16 LFGFRKRFKK QQI REKI KNI KKKI N Q
PY02278 282 6.88e-16 LFGFRKRFQK QKLREKI KTI KKKMN H
PY07327 280 7.61e16 LFGLRKRAQX QI REKI KNI KKKM H
PY03973 277 18le15 LFGFRKRGK QVLREKI KI | KKKMN H
PY03177 282 1.99e15 LFGFRKRFKK QQI KEKI KNI KKRMN H
PY 02652 289 4.63e15 LFGFRKRFQK QKLREKI KNXKKRI N H
PY 06334 267 7.63e15 SLGFRKRSQK QCLREKI KNI TKKM H
PY07653 251 7.63e15 LFGFRKRAQK QVLRETI KNI KKKM H
PY04988 293 84le15 LFGFRKRFKK QQI REKI KKI KKKI N N
PY00297 258 163e14 LFGFRKRFQK QKLREXLKNI KKRI N H
PY05822 277 21914 LFGFRKRFKK QQI KEKI KNI KKRI N N
PY06126 272 466614 LLGFRKRSQK QCLREKI KNI KNKMT NNI C
PY02943 267 6.75e14 LLGFRKRSQK QCLRERI KNI KKKLI | NKLF
PY 04430 269 6.75e-14 LLGFRKRSQK QCLRERI KNI KKKLI I NKLF
PY 06220 307 134e12 LFGFRKRSQK Q/LREKI KNI KNKTD H
PY07411 278 157e11 LFGFRKRSQK QNLREKLKKI RRKWM I NI
PY07516 251 19661l LFGFRKRSQK Q LREKLKNSDYSMN SNAD
Motif 8 block diagrams
L owest
Name p- Motifs
value
[
|PY06829 | 1.8¢-18 | B
[
PY06619 | 2.7e-18 | 8
[
[Pvo7594 [ 2.76-18 | B
[
|PY05673 | 5.2¢-18 | E
[
PY01080 [ 5.2¢- 18| 8
[
|PY04773 | 6.4¢-18 | ' 8 |
[
PY00552 [ 6.4e-18 | 8
[
[PY04795 | 7.8¢-18 | 8 |
[
|PY05146 | 7.8¢-18 | R
[
PY07021 | 7818 8
[
|PY00494 | 7.8¢-18 | B
[
[Pvosdes | 2e-17 B
[
[PYo2971 | 2617 8 |
[
|Pyo2688 | 2617 B
[
[Pros104 | 2617 B
[
|PYo7546 | 2617 B
[
[Pvos514 [ 2617 8 |
[
[PY02940 [ 2617 B
[
|PY01872 | 26017 | B
[
[PY07477 [ 2617 8 |
[
|PY07406 | 2.66-17 | B
|
[PY02973 [ 2.6-17 | 5 )
[
[PYo7342 [ 2.66-17 | B
[
|PY01871 | 33017 B
[
[PY02782 [ 3.36-17| 8 |
[
|PY00493 | 3.3¢-17 | E
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MEME

|PY07035 | 3.3e17:

|P’Y02687 | 3.3e~17:

|PY02970 | 3.3e17{

|PY06151 | 3.3e~17:

|PY01774 | 3.8&17:

|PY07027 | 3.3e17:

|PY07331 | 3.8e~17:

|PY05781 | 3.8e17{

|P’Y02564 | 3.8e~17:

|PYOO924 | 5.7e17{

|PY05624 | 5.7e17:

|PY04083 | 9e~17:

|F’Y05769 | 9e17:

|P’Y02298 | 9e~17:

|PY04327 | 9.ee17{

|PY03636 | 9.6e17:

|PY05708 | 1.1e~16:

|PY03042 | 1.2&16:

|PY07017 | 1.66—16:

|PY07422 | 1.6e16{

|PY04979 | 1.6e~16:

|PY03729 | 2e~16:

|PY07624 | 2.3&16:

|PY 00085 | 2.3¢-16 |

|PY04996 | 2.3e16{

|PY05150 | 2.3e~16:

|PY05586 | 2.3e-16:

|PY07160 | 2.3&16:

|PY04755 | 2.3e~16:

|PY02541 | 2.3&16:

|PY02614 | 2.3e~16:

|PY02543 | 2.3e-16:

|PY07849 | 2.3e16:

|PY 06567 | 2.3¢-16 |

|PY00177 | 2.4e16{

|PY05410 | 3.9e~16:

|PY00580 | 3.9e-16:

|PY03991 | 3.9e16:

|PY06796 | 3.9¢-16 |

|PY04215 | 4.6&16:

|PY05719 | 6.9e~16:

|PY00500 | 6.9e-16:

|PY02278 | 6.9&16:

|PY07327 | 7.6e-16

|PY03973 | 1.8&15:

|PY03177 | 2e~15:

|PY02652 | 4.6e-15:

|PY06334 | 7.6e15:
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MEME

|PY07653 | 7.6e~15:

|PY04988 | 8.4e~15:

|PY00297 | 1.6e14:

|P’Y05822 | 2.2e~14:

|F’Y06126 | 4.7e14:

|PY02943 | 6.89-14:

|PYO4430 | 6.8e-14:

|PY06220 | 1.3e12:

|PY07411 | 1.6e~11:

I
[Pro7516 [ 2611 -
SCALE [ | | | | | | | [ | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600
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View BLOCK 8 View FASTA 8 | View RAW 8 I
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Time 1666. 73 secs.
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MEME

6.4

57
50
Information4.3 ]
content 36 ]

(3L8bits) 28

Multilevel CEKFDNVRKYF DEL

consensus K TLW L
sequence |

NAME  START I SITES

VALUE —
PY 02688 6 1.02e-17 MDAKV CEKFDNVWEFF DEL GTNGEYEFKE
PY 03438 7 292e16 M.TSKM CCEFDTLWRFF DEL NESGEYYI SG
PY 06204 6 6.69e-16 MKQ CEKFENVWDKF DEL NNGEYEFKDN
PY 00297 6 122e15 M\KEV CKRFKNVWKDF DEL NNSGKYQFKN
PY 07422 6 1.22e15 MDKKV CEKFENI WEAF DEL NSSGEYKFKD
PY 07226 28 1.49e-15 DQSKYLQFKA CCEFDTFWRFF DEL KTSGEYDFKV
PY 07022 7 14915 M.TSKM CCEFDTFWRFF DEL NESGSYNFKK
PY 02782 6 18lel5 MKEV CEKFKNI WKWL DEL | EGKYQFNDN
PY 03194 6 382e15 MDDTL CCQFDFVRKYL DEL SKEAEFELND
PY 02278 6 3.82e15 MDKNL CEKFENVWEDF DTL TDDGKYQLKD
PY 05822 6 54915 MKEV CKRFENVWKDF DTL SNEKYQFKGD
PY 07421 7 7.84e15 MLTSKM CDQFDTI| WKAF DEL NSGEYDFKGG
PY 02687 6 9.35e15 MKEV CKRFKNVWDAF DTL DSSGKYQFND
PY 07546 6 9.35e15 MKEV CKRFKNVWEDF DTL NNGDYQFNI D
PY 05673 6 1llel4 M\KEV CKRFKNVWNAF DTL DNSKNYQFND
PY 03359 48 1.85e-14 NI NLYNLYRD CCEFCTI WKFF DEL TNSGEYNFRV
PY 03983 6 1.85e-14 MDNRL CCRFDALRNYL DDL NNSATLDFHK
PY 06851 6 218e14 MONRL CCRFDTLRNYL DES GKNALELKTL
PY 00494 6 258e-14 MDKDV CEKFENVWDKF DKL TSDNEYDFKK
PY 06763 6 258e14 MDKDV CEKFENVWDKF DKL TSDNEYDFKK
PY 02541 7 3.04e-14 M.TSTV CEEFDSLREKF DEL DDPVKYMSTS
PY 07080 6 357e14 MDDTL CCKFDSLREYL DDL KDSKLDFYDN
PY 01871 6 5.76e14 MDKQV CERFKNVREW SDEL | GGKYQFKDD
PY 04327 6 5.76e-14 MDDTL CCKFDFLREYL DDL GATTKLDLND
PY 04083 6 6.74e-14 MKKV CEKFENVW -KF DKL TSDNKYQFKT
PY 07327 5 6.74e-14 MKK CEKFENVW -KF DKL TSDNKYQFKT
PY 02970 6 7.87e14 MDKEV CKRFKNI WOTF DEL DNTENYKFKD
PY 07406 6 7.87e14 M\KEV CKRFKNI WDTF DEL GDSGNYQFKD
PY07111 7 9.18e14 MAI SKV CRDFDTFWRFF DEL KDSGESKEYD
PY 07594 6 1.07e13 MDAElI CKKFONVREWL  EL | EGNYKNI DD
PY01184 6 1.07e-13 MDYKL CCRFDTLKKYL DEL NKSLSYDFHG
PY 06796 6 1.24e-13 MKDDI CSKFDLLRKYL DEL NVNAEI DLEN
PY 00493 24 145613 KVYWAKNKVI CKRFENVRKW SDEL | DGNYQFNDN
PY 02298 6 1.68e-13 MDKNV CEKFENVWDKF DVL NNGEYEFKDN
PY 07175 6 225e13 MDKQV CKRFKNVREW SDEL | KGNDQFNDF
PY 06567 6 225e-13 MDYLL Cl RFCTLRNYF DEL GKSTDYDFHK
PY 03332 36 261e-13 QCERDKDSI H CQKFDNFRRLF DEL KDSKQYDFNN
PY 04321 37 3.01e13 NFYNKI I MDI CCEFESI WKI F DDL NASGEYSVGG
PY 01834 38 348e-13 YSFHNI FRYY CCRFNTLRAFY DEL DKSPSI KFHN
PY 01595 6 348e13 MDKI L CEQFDTLRNYL DDS SNSTTSDI NK
PY 02940 10 3.48e-13 MNKKWWYAF CEKFDNVWEVFSDTL TSDKKYEFKT
PY 07477 59 4.01e-13 NKAIDLTTI K CCKFDLLRI YL DEL SKDGTLELKE
PYO01111 7 401e13 MBI SKV CCDFATFWKFF DEL KESKYDFKST
PY 05648 6 4.62e13 M\KEV CKRFENVRCW SDEL NEGKYQFNDY
PY 05688 21 4.62e-13 KNMDVI | NMKG CNNFDTLWKI F DEL NNSGNYNFPN
PY 05912 7 4.62e-13 MAI NKV COKFENFRRLF DEL KNSKQYDFNN
PY 06220 7 4.62e-13 M.TSKM CCEFESI WKLF DDL NASGEYSI SG
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MEME

PY 04430 6 462013 MKEV CKRFNNVWEW SDCL WG NTNIE NK
PY 02827 20 6.11e13 MVQLCYHLLS ClI RENTLRRYY DEL NI STNYDFHS
PY 04466 6 7.01e13 M\KEV CKKFTSI WEFF DTL DKGEYKFNDN
PY 03636 6 7.01e13 MDDFL CRKFALLRTYL DEL NTNVTSDFEE
PY00175 7 922¢13 MBI NNV CEEFDTFWKFFRDCL KEYKYDFNNG
PY 00580 5 922¢13 MDDl CCKFVVLRNYL DEL DGHATLELKD
PY 02564 6 922013 MKQV CEKFENLWNCF DKL ENNKYHEFKN
PY 06760 6 1.06e12 MNRQM CEKFQEVRNSL DQL NSSGYYQFKD
PY 05769 6 1.06e12 MKQV CEKFRSI WDKF DTL DSNNNYQFKE
PY 02652 6 1.06e12 MNKQV CEKFRSI WDKF DTL DSNNNYQFKE
PY03729 6 1.38e12 M\KEV CKKFTSI WDOFF DTL DKGEYKFNDN
PY 05820 7 15812 M.TSRM CCEFDTLLKFF DEL DGSGNYDFKK
PY 02660 20 20512 EYFI KKDNKI CSTFDTLRRFF DKL KSSGEYNFKG
PY07160 7 234e12 M.TSTV CKEFDSLREKI DEL DDPVNYMSTS
PY02543 6 266612 MNKQV CESFLSVWDAF DKL TKTNEYHEFN
PY 04554 6 443e12 MDKKL CQQFKSVLTYF DEL ENGENYNFVY
PY 07198 5 6.44e12 M\KE CEKFKSI WDFFSDTL DEGEYKFKEK
PY07342 6 644612 MDDSI CSNFDI LRKYL DEL NKSGELELET
PY01774 6 6.44e12 MKQV CEKFENLWDKFSDKL DSDNNYI FQK
PY07027 6 6.44e12 MNKQV CEKFENLWDKFSDKL DSDNNYI FQK
PY07021 16 644612 | MFSFTFYDI CSNFLLVRNWF DKL GSNGDYQFKD
PY07035 42 82312 VLNNPLFKEV CKRFKNVWDDFADKL DSSGKYQFND
PY 06020 6 9.30e12 MADRL CNQFDTLRKI FRDEL KDSKQYDFER
PY05244 6 9.30e12 MDYRL CARFDKLRSYL DEL NI STSNDI HS
PY02312 28 9.30e12 DQNKYLEFKA CQKFDNFRKLFRDEL KDSKEYDFNN
PY02614 6 1.05e11 MDKDV SEKFENLWDKF DEL KNGEYEFKDN
PY03177 6 1.05e11 MEKDI C KFDLLRTYL DNL GDVAKSELKE
PY 03042 6 1.05e11 MDAEI CKNFLLVREKF DQL NSDGKYTFKD
PY 07090 6 1.18e11 MDNQ CLRFDKLRNYL DDL NI SKGSDI HS
PY06151 13 133211 NYI FFKFI | K CNKFFALRNWE DQL SRDGNYQFKS
PY07624 7 150e1l M.TSTV CEEFDSL RKDFSDEW DDSGNYI FTS
PY 00997 7 150e11 MAI SKM CDDFDTFRKFFRDEL KGSGEYDFNS
PY 00924 135 1.69e-11 AKYI | KLYNK CCKI DLLRMCL DEL GTPATTELNT
PY 06029 32 16911 | YPTTIKVYl CCRFDKLSNYL DEL SKSTNNDI NS
PY 05410 6 16911 MDDTL CCKI DLVRKYL DNS ENPTTLDFYD
PY00284 13 1.69e-11 YPLVYPFFNK CEKFDELKKSL DEL KRHASVDFNK
PY 07405 6 1.90e11 M\KEV CEKFQEVRNSI SDEL KGNG PEFGD
PY01110 7 190e11 MAI SKV CSEFTTFWKLF DCL NDSKEYKI NP
PY03010 14 240611 LNLQ KNKTP SQ FKSVW:YF DEL TNDGNYNFLF
PY02973 5 240e11 MDDl CSNFVVLRNYL DEL DSTPQSELKN
PY00578 6 4.26e11 M\DEL CCKLDLLRKYLSDEL DKAADFELEE
PY 00500 6 476e11 MDKDV CSNFI LVRTKF DTL DSDGNYQ KD
PY04215 6 53311 MNKKV SEKFENLWEFFSDEL TSDKKYQ KE
PY 06339 6 5.96e11 MNKTV CKKFQDVRNAI SDEL DSTGNYQFI N
PY05708 6 6.65e-11 MDDSL CSNFDLLRL L DEL GG PKSEFNK
PY 06549 6 9.24e11 M\DTL CG FDLLCKCL DEL GNRATVELST
PY02131 7 1.03e10 M.TSTV CKEFDSL RCDF SDEWDDSGSYI FTS
PY06740 29 241e10 NKG YLTTTK CRRFG LRSI ¥ DEL NASPYSTFDN
PY00754 6 24110 MBSHY CEAFKFVDQI L DCF DFEKDHKTSN
PY 04914 6 241e10 MBSHV CEAFKFVDQI L DCF DFEKDHKTSN
PY05828 6 296e-10 MBVEM CKRFKNVREWL SYDV VWGNNTNI NE
PY 03760 6 296610 M\NDQV CNKFFFVRTSF DRL | EGEYKFNNS
PY 05871 28 32810 DQNKYLQFKA CQKFDYFRKVFRDCL DDSNQYHFTN
PY04773 6 4.02e10 MDYPL CEKFNVVI Q ¥ DES KI GDGSNFDN
PY02036 6 7.33e10 MASKV CDAI NTI DKFFDDD  NNTGKGAYES
PY 01981 5 80910 MIRN CDAFKEVEEYL DNF LFEKDHDSNQ
PY 05560 6 80910 MDSKV CESI NSI DKYFDDD  KNPGKDI SVD
PY01331 6 892e10 MBSKV CKSI NEI DNYFVDDL KNSGNDLSMD
PY 06227 32 98310 YI NFNYSTI Y CDAI NFI DEYFDDD NNSRKEMSGD
PY01873 8 9.83e10 MKFLI | R CEEFQKVRNSI SDES EYKG PEFDD
PY 03948 15 1.08¢:09 VVYI LFLI LF CDAI NTVDTYFDDYL KETGEHTYGS
PY07413 15 119609 WO LFLI LF CESI NTI DKYFDDDS KTPEKHNSI G
PY07838 32 1.19e-09 YI NENYSTIY CCI | NEI DNYFVDDL NNRGENNYRD
PY 04795 6 13109 MDAEI CRNFLLVKTDF DKL | DGKYQFKDD
PY 06499 32 15909 YI NFNHSNIY CESI NLI DKFFDDD KKSGEFNSLD
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PY 06334 6 1.92e-09 MDADI CKKFQDLRNSLSDNL NASGSYEFTN
PY 03987 15 2.11e-09 WVYI FFLI LF CCI | NTVDKYVVDD NNPGEYHSTH
PY 07849 6 211e09 MNEM CEKFKNVWINFKYES SNGSYKFI ND
PY 04084 17 254e09 |1 CLTKDKCY CKSI NDI DKYFVDD NNLG G SMD
PY 06742 7 27909 MTIT NNV CYQFKKLWKDF DES NNSGKSSFKD
PY01773 3.35e-09 MSSHV CEAFKFVDQI L DNY SFDKNKVSTA
PY 06886 17 3.35e-09 |1 CLTKDNCY CKLI NEI DNYFVDD NNPEEYNFMN
PY 03403 65 528e-09 LLSIPLFKQV CKTLQEVKEWFFDEL GSNGDYQLI N
PY 04786 6 8.22e-09 MBYKV WESI NTI DT YFVDD KKPGESNSMD
PY 04733 49 822e-09 KGVLRNPI FK CEKFQDVEKWFRCEN KFNHPEYLQK
PY 02943 6 1.07e-08 MDKDV CEKFKNVWINLE DS STESYKFKDD
PY 02572 6 1.07e-08 MASNV CKSI NDI DT YFVDDS KTPEKHNSMN
PY 03986 17 151e08 |1 CLTKDNCY CDAI NTI DKYFDDNT ENPEEYDVNI
PY 07516 17 2.30e-08 |1 CLTKDNCY CESI NLI EKSFDD KLPGEQYMNI
PY 06619 22 2.95e-08 NNSFFTFI DI CNNFI YVTTNF DKL | GEGDYKI VND
PY 01963 6 3.20e-08 MILNV CKAFI LFEDFL DNF SFENNNVKYK
PY 02565 17 3.47e-08 |1 CLTKDNCY CDI | NLI DKSFDDD KNSGENKPRS
PY 07826 6 3.77e-08 MSSHV CDALKYVDQI L DCF VFEKDHNPEN
PY 03091 15 6.11e-08 WVYI FFLI LF CDAI NTI DQYFDEDT KKTREHTSGS
PY 06374 6 6.11e-08 MNVNM CSKFTFVRTNFT YQ NNGKYTFLND
PY 05816 6 7.75e-08 MDYDL CENFDI VI QN DKI NSEECDI HNI
PY 05781 6 114e-07 MDKRV CKFFYSI RNSI SDQL DNKKKYKLI N
PY 04516 32 1.14e-07 KYI FFKFI | K CSLI NAADNNFVDD NNPREDTSTG
PY 03016 6 1.33e07 MSKDL CELI NAAVNYI VDD  NNPRGDHYGS
PY 00552 6 1.68e-07 MDYDL CKNFSTVI ENY DKI DDSEEYDI YD
PY07187 6 227e-07 MTLNV CKAFKEI DDYWDNCF SFGNNDI FTG
PY 05923 41 2.63e-07 KClI | YTYCGKS CKSI NTI DEYYASD KTLGKDNSIVN
PY 03973 6 4.08e-07 M\KDV CEKFKNVTTNLKYDS NNESYKFI NN
PY 03331 6 5.84e-07 MSSNV CDLI NAADI YVVDD NNSEKHKYMG
PY 01872 17 1.10e-06 DKLGEDSI LD FYQl ENI KKYC DEN CDTDFDKNTA
PY 04931 28 1.26e-06 NVFASHI WRS CKTL EVKEWFFNES GSNGDYQLI N
PY 02971 17 2.64e-06 DKLSEDSTLD FYQI ENI NKYC DEN CNTELDKI TA
Motif 9 block diagrams
L owest
Name p- Motifs
value

|Pyo2ess | 117 |-JEN

|PY 03438 | 2.9¢-16 |~{JEN

[PY06204 | 6.7¢-16 [Nk

|PY00297 | 1.2¢-15 |-JEN

[PY07422 | 1.2¢-15 |={JEN

|PY07226 | 1.5e15:

|PY07022 | 1.5¢-15 |~{IEN

[Pv02782 | 1.8¢-15 |-JIENk

|PY03194 | 3.80-15 |-JEN

[PY02278 | 3.8¢-15 [N

|PY0s822 | 5.5¢-15 |~JIEN

|PYo7421 | 7.80-15 |~ {IEN

[Pv02687 | 9.3¢-15 |-JIENk

|PY07546 | 9.30-15 |-JEN

[PY05673 | 1.1e-14 [=IEN

|PY03359 | 1.8&14:

|PY03983 | 1.80-14 |=JEN

[Pvos8si | 2.2¢-14 [-JEN

|PY00494 | 2.60-14 |-JEN

[Pv06763 | 2.6¢-14 [Nk
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|Pyo2541 | 314 |~EN

|PYo7080 | 3.6¢-14 |-JEN

[Pr01871 | 5.8¢-14 |-JENk

|PY04327 | 5.8¢0-14 |- JEN

[PY04083 | 6.7¢-14 [=JIEN

|PY07327 | 6.7¢-14 |-JIEN

[PY02970 | 7.9¢-14 |-JIEN

[PY07406 | 7.9¢-14 |-JENk

[Pyor111 | 9.20-14 |JEN

[PYo7594 | 1.1-13 [={IEN

|Pyo1184 | 1113 |-JIEN

[PY06796 | 1.2¢-13 |~JIENk

[PY00493 [ 1.4e-13 9 |

|PY02298 | 1.7¢-13 |~JEN

[PY07175 | 2.3¢-13 [N

|PY 06567 | 2.3¢-13 |~JIEN

|on3332 | 2.6e~13:

|PY04321 | 3e13{

|PY01834 | 3.5913:

[Py 01595 | 3.5¢-13 [N

|PY02940 | 35613 |—{IEN

[PY07477 | 4e-13] 9 |

[Pyo1111 | 4e-13|~JEN

|PYos648 | 4.60-13 |~JEN

[PY05688 | 4.66-13| ' 9 |

|PY0s912 | 4.6¢-13 |~EN

[PY06220 | 4.6-13 |~{EN

|PY04430 | 4.6¢-13 |-JEN

|PY02827 | 6.16-13 | 9 |

[Prosdss | 7e-13 [={IEN

|Pyosess | 7e-13 |-

[PY00175 | 9.2¢-13 [N

|PY00580 | 9.2¢-13 |-JIEN

|PY02564 | 9.2¢-13 |~JIEN

[Pros760 | 1.1¢-12 |- IEN

|PYos769 | 1.1e-12 |-JEN

[PYo2652 | 1.1e-12 [={EN

|PY03729 | 1.4e-12 |-JEN

|PY05820 | 1.60-12 |~{IEN

[PY02660 | 2.16-12| 9 |

|PYo7160 | 23012 |~{JEN

[PY02543 | 2.7¢-12 [={JEN

|PY04554 | 4.4¢-12 |-JEN

|PYo7198 | 6.4¢-12 |-EN

[PY07342 | 6.4¢-12 |-JENR

|PY01774 | 6.40-12 |-JEN

[PY07027 | 6.4¢-12 |={JENR
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|PY07035 | 82612 ER

[PY06020 | 9.3¢-12 =[N

|PY05244 | 9.30-12 |-JJEN

[PY02312 | 9.3¢-12 9 |

|PY02614 | 1e-11[-JEN

|PY03177 | 1e-11 [~-JEN

[Proso42 | 1e-11 [=JEN

|PY07090 | 1.2¢-11 |-JIEN

|PY07624 | 1.5¢-11 [~JEN}

|PY00997 | 1.5¢-11 |~{IEN

[PY00924 [ 1.7e-11 g |

|PY06029 | 1.7e-11 | 9 |

|PY05410 [17e-11 |-JEN

Pv00284 | 1.7e-11 |l

[Py 07405 | 1.90-11 |-JEN

[PY01110 | 1.9¢-11 [N

PY03010 | 2.4e-11 [—IEN

|PY02973 | 24e-11 -JER

|PY00578 | 43e11[-JEN

|PY00500 | 4.80-11 [~JIEN

[PY04215 | 5.3¢-11 [N

|Pyo6339 | 6e-11 -JEN

|PY05708 | 6.7e-11 |~{IEN

|PY06549 | 9.2¢-11 |~JIEN

|PY02131 | 1e-10 |~JEN

[PY06740 | 2.4e-10| 9 |

|PY00754 | 2.4¢-10 |-JEN

|PY04914 | 2.4e-10 |~JEN

|F’Y05828 | 3e-10 -JEN

|P’Y03760 | 310 -

[PY05871 [ 3.3¢-10| E

|PY04773 | 4e-10 =~}

|PY02036 [ 7.3e-10 |~IEN

|Pyo1981 | 8.1¢-10 -JIEN

[Py 05560 | 8.1e-10 [~JIEN

[PY01331 | 8.9¢-10 [Nk

|PY06227 | 9.8e~10: 9 |

|PY01873 | 9.8e-10 |~{EN

Pv03948 | 1.1e-09 |—{El}

[PY07838 | 1.26-09 9 |
|PY04795 | 1.32-09 |-JEN
[PY06499 | 1.66-09 9 |

|PY 06334 | 1.9¢-09 |-JIEN

PY03987 | 2.1e-09 |—IEI

[PY07849 | 2.16-00 [N
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|PY06742 | 2.80-00 |~ EN

[PY01773 | 3.4¢-00 |-JIEMk

|PY03403 | 5.3e-09:

|PY04786 | 8.2¢-09 |-JIEN

|PY04733 | 8.2e~09:

[PY02943 | 1.1¢-08 |-JIEMk

|PY02572 | 1.1¢-08 |~JEN

[PY06619 | 2.9¢-08 ' 9 |

[PY01963 | 3.2¢-08 |- IEMk

[PY07826 | 3.8¢-08 [N

|PY06374 | 6.1¢-08 |~JIENk

[Pv05816 | 7.7¢-08 |- JIEMk

|Pyos781 | 1.1e-07 |-

[PY04516 | 1.16-07 | Ex
[PY03016 | 1.3e-07 |JIEN

[Pv 00552 | 1.7e-07 ~{IENk

[Pv07187 | 23007 IEN

|PY05923 | 2.66-07 | ' 9 |

[PY03973 | 4.1e-07 [=JEN

|PY03331 | 5.8¢-07 |-

[PY04931 [ 1.3¢-06 9 |

SCALE | | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625
Motif 9in BLOCK S format
View BLOCK 9 View FASTA 9 | View RAW 9 I
Submit BLOCK 9 | to BLOCK S multiple alignment processor.

M otif 9 position-specific scoring matrix

View PSSM 9

Motif 9 position-specific probability matrix

View PSPM 9

Ti me 1807. 25 secs.

PNMOTIF10 width=21 sites= 182

llr =4145 E-value=5.1e-934
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Simplified A:::iirrriidliiiiiiiin
0S.-

specific

matrix

bits 7.1

5.0
Information4.3
content 3.6

|
(329bits) 2.8 i 1
: 11 n

Multilevel I TNLNDFYTKYI KNNx KYKK

consensus E | TH E NN

guence
NAME  START > SITES

VALUE =S

PY 06754 81 4.31e19 GHKLNQKKEN ETTTLNDFYTK VKTNS YNQ KI NTNSSNKI
PY 06742 96 871e-18 SYKLNQKSEN CI NTLKDFYSK | ENNEKYTK SEI YNKKFKG
PY 06549 97 1.33e-17 SNKLKQNKGH NTTTI NDFYTN VKNNNKYNK FI KEAYTI SG

PY 06732 101 1.64e-17 GHI LSLKSHE I TNLMDFYSK | E NTEYTN RKVNDEKYGS
PY (03194 102 3.73e-17 SNKLKQKSI Y NTTSLNDF VDT VKNNDKYNS FTDPAYKI SE

PY 03948 95 555617 SYKLNQKKEN ETTKL YDFYTE | ETNSCYKE NI GIDSKI KK
PY 00284 108 6.75e-17 NYMLNLKKDG KI TALKDF VTN | ENNT VTN CTNGDNGCSN
PY 03010 106 8.19e-17 SYM.SLKKEN EI NKLNDFYTK | EKNE YNK KI QSVRDYEC
PY 06126 96 1.75e-16 SYI LSLKPHE Cl TNLNDF DKl KDCEKYNK KI DGVTAYES
PY 07264 87 3.05e-16 GHI LNQKTEN RTTTLNDF YTKYl KTNSYVNQ EKI GDSNNKI

|
|
|
|
|
PY 06227 114 3.05e-16 SHKLNQKKQN CTTRLNEF /TN | ETNSCYKD NI DKTTDSNS
PY 07226 118 3.65e-16 SYKLNQKSQD I TTENDF YSK | QNAEEYKK DI DGVDDYSS
|
|
|
|
|
|

PY 06499 112 5.22e-16 SHKLNQKKQN CTTRLDDFYTK | ETNNCYKS NI PNNI NVDD
PY 05767 100 6.23e-16 SYKLNQKTQN CTTKLYDFYNN | KTNSKYKE H TAGDKI NN
PY 06020 95 7.43e-16 SYKLSLKPPE NI TTLKDFYSS | KNNEE ' TK HDAGNSGYES
PY 03332 125 8.84e-16 SYKLSLKTFD NI TTLKDF /SN | EKNTEYTS RNVNDRTYGS
PY 05912 96 8.84e-16 SYKLNLKTFD NI TTLKDFYSN | EKNTEYTS RNVNDQTYGS
PY 07533 85 1.05e-15 SYKLNQKTEN CTTTLNNFYTE | KENSKYNE DI GTDSGSKI
PY 00924 226 1.48e-15 SYKLNONTEE TFTTI NDF VTN VKTCCKYSN FNGDSNKFTS
PY 05244 101  1.75e-15 DHMLNLKKNE KI KNLNDF YEC | KNNT V' TK CNKKNNNNYE
PY 04084 99 1.75e-15 SYKLNQKTON CTTKLDDFYTK | KENSCYNE NI GVNSDDKI

PY 06029 127  2.44e-15 NYM NLKKDG KI NNLNDF YTNYI KNNM v TK CNKGNKDCNI
PY 05688 110 2.44e-15 SYKLSLKTFN NI TTLKDFYSNYI ENNKEYTK DKLNDETYSS
PY 00177 84 244e-15 SYKLNONREK TFTSI NDF VTN VKNGCKYSN FNSDSFRFTS
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PY(07411 65 2.44e-15 SYM.NLKSHD CI NTLKSFYSQ | QNNEKYTK | EVNDETYDN

PYQ7516 98 244e-15 SYKLNQKKKN CTTI LNDF TG | KENDCYSE H DTDNSSGN
PY 02312 117 2.88e-15 GYI LNLKSHG ©I NTLNDF VSK | I NNTEYTD QKI YNQKHKS
PY 02660 110  3.39%e-15 SYKLNQKTNN I TKLNEF vSKYMENVDE VKK TI DGVTEYKN
PY 04787 91 3.99e-15 SYKLNQKTEN CTTKLYDFYTK | EKNSY VDK H TTDNGSNK
PY 04996 88 3.99e-15 SYKLNQKTDN ¢l TKLMDF VTG MONVNEYQK SI DDVGAYNS
PY 05150 88 39915 SYKLNQKTDN CI TKLMDF YT MONVNE QK Pl DDTGAYNS
PY 03983 101  3.99e-15 GHMLNLKKDD KI KNLNDF YEC | KNNT VTS CKKRNDDKYD
PY 00055 84 3.99e-15 SYKLSLKLPD DI TTLNSFYSQ | Q NEK/YTK SKVNDGTYGS
PY 06782 84 8.82e-15 SYKLNQKPQK ElI TKFNDF ¥SK MENVEEYKK TI DGATGYKN
PY 03091 107 1.03e-14 SYRLNQKAQN CTTTLNEF YTKDI ERNSCYKE NI GVKSGDKI
PY 07838 114 1.08e-14 SYKLNQKKEI I TKLYDFYTENI ENNSCYK® NI PNDI NVDD
PY 00997 96 1.20e-14 GYI LNLKPHE CI NTI NDF YSK | QDNAEYSK HKI DDKTYTD
PY Q7342 97 1.40e-14 SYKLNQ TRK NFTKI NEFYTK VDNNNKYSK FI KHSSTFTN
PY 02565 109 1.40e-14 SYNLNQKTES EI TTLNNF YTKNI KTNSCYNQ KI NAHNDSDS
PY 05560 86 1.63e-14 SHKLNQKTQN CTTTLNDF YTNRI ETNDF /K KI SNVSNGHI
PY 07421 96 1.90e-14 SYKLNQKKQD CI TTENDF SN MONI EE VKN TI NDVDDYSS
PY 04321 127 2.20e-14 GYKLNQKLNK EF NLKDFYSK | QNANEYNK TI DDVEGYI S
PY 00500 98 256e-14 YM.NLKKSVE Cl TNVK FYDT Yl KTCEKYI N NI ANVSEYSS
PY 07022 96 2.56e-14 SYKLNQKPQON EI TNLKDF YSKNMONVEE KK SI DDDTEYTS
PY 03438 97 7.05e-14 GYKLNQKLNT KF NLNEFYNK | ENADE YNN HI DDVDDYSS
PY 02827 116  1.62e-13 SYKLNKNPDV I TTLNEF /TKYI KN TDSTN CKKSDI DCSN
PY 07501 102 1.62e-13 SYVFSLI KSE EKCSLNEF YNKYI ENCERYKK El NDVTTYKN
PY 06877 87 2.12e-13 SYKLNQKKEN EMTI LNDF YTDNI KTNSCYKE H TDSGENI N
PY 05923 127  2.43e-13 SYNI NQKKEN RTTRLNDF TCNI KENDCYNK HE ASDSSSGK
PY07198 96 2.77e-13 M.NLKSTQDD Tl TNLNNF YKVl EN QRYKS FI EVI NKKKK
PY 07413 100 2.77e-13 SYKLNQKKQY CTTKLDDF Yl KNI ETNSCYKE NI SNSI DSNG
PY01184 104 2.77e-13 SYM_KLKNVN DFKSLKDFYED | KNNS VTN CKKRNNNNYD
PY07111 99 3.61e13 GYI LSLKPPD NI KTLNDF VSN | EKNTM/SE HKVNNQETYN
PY 05820 97 3.61e-13 GYKLNQKLNS EFSNI NEF YNK MKNTDE NN HI TG DAYSS
PY 03991 133  4.11e-13 SYKLNKNTEH NTTKI NDF/TQ VI DSNKYSN FKDSAYKFSG
PY 05586 124  4.68e-13 SYMLNLKEHV CKTNLQYFYEMYI NRGDKYKN SKTDI TGYNN
PY 06220 97 4.68e-13 SHKLNKMLNT QFSNLNEF ¥SK MONTDEYKN H DDVTGYTN
PY 04066 100 4.68e-13 SYKLNQKTEN Tl KL VDF/TK | EKNSY VDK H TTDSGSNK
PY 06886 99 533e-13 SYKLNQKTHN CTTKL VDF VI KDI ETNNCYKE NI AADSDSDS
PY 05708 97 5.33e-13 SYKLNQNLDH KTSNI NEFYTQ VI CNTKYSN FTGDSNKFTF
PY 00578 66 5.33e-13 CYQLNQSTKH NTTKI YDFYNS VKNNDKYEK FI NDSGRYTG
PY 00552 101  7.80e-13 SYMLNLKKDG KI TALKDF /TN | ENN NYAN CKSDGKDCNS
PY01110 96 7.80e-13 GYI LSLKSHE I KTI NDF YSS | KDNAE v SK HKI GDKKYTD
PY 07653 88 7.80e-13 SYKLNQKTNN ¢l TQFMDF YT VKNVKEYQN Pl NDVGAYNS
PY 04516 117 8.85e-13 SYRLNQKKEN CTTI LNDF YTNNVETNSNYDE VI NANSDSGS
PY 01331 88 1.14e-12 SYKLNQKTQN CTTKL VDF YTEKI KTNSCYN© H ADNSDNGD
PY 07160 97 1.45e-12 GYKLNHKLNT EFSNI NEF VDK MKNY K/TK KI YDVDGYSS
PY 00175 95 145612 SYKLNQKTEH ATTKLSDF YTNYI QNSTE VAT HKPNDETYDS
PY 03636 102 1.45e-12 SYKLKONSEH NTTKI NDF YTEYVNNSNKY S FKSHAYRYTD
PY 01595 96 1.45e-12 SYKLNQKKYD ¢l KDLNEF YTKY1 DNNM ¥ TD CKQGGVNCSN
PY 02940 103  1.45e-12 M_NLKSTQDG SFTNLNNF YKANI EN NKYNS FlI ELI KKKKE
PY 05624 89 1.64e12 SYMNLKKQV CI TNLRYFYNT YVQU-CDRYKI PLTGVEGYTS
PY 07017 80 1.64e-12 M.NLKSTQDD NI TNLNNF YKVNI EK EKYNS FI EVI NKKKE
PY 03986 98 1.85e-12 SYKLNQKTON CTTTLNEF YTNRVVKNNKYEE NI STNNNI NK
PY 03760 96 1.85e-12 SYM.SLKSHD NI NNLKEF DQYI NNCDK /I K Al TGVSDYKS
PY 03359 138 2.36e-12 SYKLNQKPQK EI SXFTDF vSK | QNAEE YNK FI GDI TEYTS
PY 05871 117 2.99e-12 GYI LNLKSHE I TTLI DF Y VK | ENDTSYTE DNl I NQKHKN
PY 05648 107 3.36e-12 SYM_NLDKSE EKNNI NDF Yl AYMNDCDKYNT KI NELTDYDN
PYQ7477 155 3.36e-12 SYKLNKNKGH NATTI NDFFTE YVKNSCKYKK FI SDAYTI GD
PY 06547 96 4.24e-12 SYKLNQSSEH NFTKI KDF YNAYVNDNTE YND LI TNAQKCTN
PY 03016 92 4.76e-12 SYII NQ TON CTTKL VDF YTKNI ESNSNY VE EDI FADNNI R
PY 07546 97 4.76e-12 YMVNLKNNEP NLTNQQ FYTAYI KSCNKYNN TI NHVSGYNS
PY 07080 95 534e-12 SYKLKONSVD CSTTI NCFYNE VKNSCKY K FTNAANTFTN
PY 06567 97 534e12 SNMLSI TNAD EFKNI SEF VNK | ENNKY VI N CDNDGKDCSD
PY 02036 88 6.71e-12 SHKLNQKTQN CTTKL VNFYTENI I TNSCYI N NI DDNSDDNI
PY 02140 89 7.51e-12 LSYTLNKTI N CEKSI NEF VNKYI ENSDW/KK El TGVTAYKN
PY 05816 99 84le-12 LNYM.NLKKD EKNNLNDL YTN | ENI ENYTK CKNYDNDCSN
PY 02671 96 84le12 SYM.SLNKNMD/YKNI DFYEANI KTNDK/NE G SGVNAYNS
PY 01837 95 9.40e-12 SYM.NLKNVK EFNNI NEF YDA | KNI TDYl N CNTDGKECNS
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PY 05673 107 1.05e-11 RYM_NLNKTI KNNNI NDFYNAYI NNCDKYKV Q SELNDYDY

PY 04979 89 1.17e-11 MNLKSTEDD Tl TNLNNF YKVNVNK EKYNS FI DLI NNKKE
PY 07090 104 1.63e-11 NFKLNQTTHA KNTEFKDF YNKYI ENNT V¥ TN CKKI KNNDDC
PY 00494 98 1.82e-11 M.NLKSTQDD TI TNLNNF /I VNVNK EKYNS FI DLI NNKKK
PY 06763 98 1.82e-11 MNLKSTQDD TI TNLNNF V1 VNVNK EK'YNS FI DLI NNKKK
PY 06374 96 250e-11 SYM.SLNKNMNYKNI vDF YEKNI KNNNKYTA R SGVNDYNS
PY 01080 88 2.50e-11 SYMLNLKEQV CI SNLQYFYNTTI DNDRYKKT | NGVTKYSNY
PY 04083 98 4.22e-11 YM.NLKEQTG NDTNLQYFYSTTI DNDRYKNS | ADVKEYKNY
PY 07327 97 422e-11 YMLNLKEQTG NDTNLQYFYSTTI DNDRYKNS | ADVKEYKNY
PY 02782 114 4.68e-11 LNYM_NLNKS EKDNVTCF /I AYl YNCDKYKT El SELTDYKN
PY 07406 105 5.19e-11 LSYTLNLKKS EKDNI TCFYKEYI ¥YDCDKYKT KI NEFTDYDD
PY 02971 86 5.74e-11 SYKLNQNSEH NSTQI SDF ' TKRI KNSDK''SS FTNDAYKFTD
PY 03177 95  6.36e-11 SYKLNQONKGN NFTTI NDFFTNNVI SNCKYSK FTNEAFKI SD
PY 06514 88 6.36e-11 YM.SLKKQVG DKTNLQYFYEI VI NCONMYKK Pl TGVKEYNS
PY 06619 112 7.03e-11 YMLNLKNDAP CLTNLE FYKI VI ECCNNYKQ Al KNVTEYTN
PY 06334 97 7.03e-11 SYM.IFTPIY ENTSI E FYKKYIl NNDNKYNQ EI NDVTAYTS
PY 07594 95 7.03e-11 SYM.NLI KTK ENNSI DSF VKT vVKDCDKYTN NI NYI SGYNC
PY 02572 88 7.77e-11 SYKLNQTKQN Tl KLDDF YTNRI ETNSF VK NI SADSDDHI
PY 05781 96 85911 YM.NLKEQVG DVNNLQYFYNMYMKSCDKYTN Pl TDVTEYKS
PY 03973 95 9.49e-11 LSYM.SLI KS KEDNRK FYNT Yl MDCDEYTN NI NYI | DFDG
PY 06796 97 9.49e-11 SYKLNQONSDS K TKI VDF YTKNVI ©NSK'SK FI EDSSRFTD
PY 06666 96 9.49e-11 SYVLSLI KSN QDDNRV FVNT vl KECEKYNK NI DDVTTYKN
PY 02688 98 1.16e-10 M.NLKSTQDD SI TNLNNF YKVNVDK KK'YNS FI DPlI NKKKE
PY 07187 100 1.27e-10 SNKMKLI KYG NY©SVADF YVTFI KECAEKYKE YLDKI DKNHK
PY01111 95 1.27e-10 GYI LSLKSQD ©I NKLSDY VSK | KDNVEYSN HKI VDDKYDN
PY 02298 95 1.27e-10 SYM.NLKPEG NI SNLQYFYSTTI NNDRYKSS VPDATEYKNY
PY 02278 96 1.27e-10 SYM.I LKENS VKDSI K FYTTFI NNNAKYKS TVDNVEGCRT
PY 00085 112  1.40e-10 SYVLSLI ESN EACNRTSF YNKYI NCDEKYNK NI DDVTAYKN
PY 02973 94 1.55e-10 SYKLKQFTKE NFTTI NEF YANSVI NNCKYSK FTNDAYRVGG
PY 04215 97 1.55e-10 SYM.NLKENE ANNSLEFF /NTDI KNNQKYTN SI AGFTEYTS
PY 06760 96 1.70e-10 LSYMLNLTNS KCDNI KSFYSAYI NSCDK VKT El SELKDHDN
PY 04795 97 1.70e-10 YMLNLMEPSG STTNLEYF YKL Yl NTCVKYNE VI NGDKPYNS
PY 07849 96 1.70e-10 SYMLNFKKI D ENETI K FYET Yl TKDDRYI K DI NNVSGYNS
PY 03331 92 2.06e-10 SYKLNQKKEN RSTKL VDF YNNNI KTNSQVEK NI STDSNI KI
PY 02970 115 2.06e-10 LSYM.TLKES EKDNTTCF /ST /I VVCDKYNT G NGFTDYKN
PY 06151 103  2.06e-10 SYI LSLKKDN SI KNLKEF vDQYI SNDKE TS Pl SGVEAYYS
PY 06740 125 2.50e-10 SHMLELKNVT EFKNI NAFYTKYTKNNI VTN CKENNDDCSS
PY 07035 142 250e-10 LI YMLNLKES EKDNTTCF VSTl ¥V VCDKYKT KI NGFTDYDD
PY 02687 106 2.50e-10 LSYMLNLKES EKDNTTCF /ST /I VVCDKYKT KI NGFTDYDD
PY 04155 89 274e-10 LSYTLNKTI N CEKSI NEF YNKYI NSDES VKK G EGVTAYKN
PY 01981 99 3.30e-10 SNKMKLI KKG SYCESVEDF YVTFI DDNTRYNK YI NNI NSKKK
PY 06339 106 3.63e-10 SYM NLKYSE ESNI | TCF Yl AYMNDCDKYNK KI NGCTGYKD
PY 01872 86 3.63e-10 SYKLNQ TGN KFTKI NDL YTNYVKNSCK/EA FI TDAYRI GD
PY 05822 96 3.63e-10 SYM.KLKKNE CSDSLKYFYTTTI DNDKYKTS | DKVGDCSNY
PY 02614 95 4.36e-10 | YMLSLKDNP NKNSLK FYTT vl NSDLNYKN TVDYVEGCNN
PY 01871 107 5.23e-10 SYMLNLGKSE EEDNI TCFYI EVI - DCNKYNK KI NELTDYDN
PY 07405 97 5.73e-10 SYM_NLGKSE EKDNI CEFYSDYI DKYKT G NELTDYDN
PY 05719 123 5.73e-10 NYMLSLKENQ AKNSLN F/TTFI NNECYKNT | NYI EGYNNY
PY 04755 88 6.27e-10 KYMLNFKRI N ENDSI ESFYEM/l NKDNKNK R EGVSGYQN
PY 02541 97 6.86e-10 GYKLNHKLNT QFSNI NEFVNT MKN AK KI DYVDDYNS
PY 01963 100 7.50e-10 SNKMKLLKHG TYCAVSEF YVTFMKDNE QK YLSRI NKSKQ
PY 07331 89 7.50e-10 YMLNLKQQVG DETN QYFYRM/I LN EKYKN SI | GYDGYTS
PY 00308 110  7.50e-10 SYKLDQKQKD KLTDLNKF/TD | EKNKYVNE KI KDDDTTTY
PY 00493 132 8.20e-10 LSYM.NLKES EKDNTTCF YSTCI YDCDKYNT ElI NKLTDYKS
PY 03729 97 820e-10 YM.NLKEQPG NDSNLKFFYSTTI NNDRYKNS | NGVTEYKNY
PY 06851 100 8.96e-10 GHMLNLKDVN DFKNI NEFFTKYKESNT TK CNKEGKDCSN
PY 05410 97 9.78e-10 SYKLNQNKEE KFATI NDFFTE ' VKKSCK VKR FI SDAFKFGN
PY 02131 97 1.07e-09 GYKLNKMVNP QF NI NEF /DK MKTI QDCKK NI DNVDGYSS
PYO01774 98 1.17e-09 YM.NLKEQTG SDSNLQFF YSTTI DNDRYKNS | ADVTEYKHY
PY Q7027 98 1.17e-09 YM.NLKEQTG SDSNLQFF YSTTI DNDRYKNS | ADVTEYKHY
PY 02943 96 127609 SYMLNFTTI D ESCSI ELFYEI V1 KDCDKYNN KI DGVTAYNS
PY 00580 94 1.27e-09 SYKLKQSTNE NFTTI KDFFTNSVI DNVK'SK FTSQAFKI SD
PYQ7175 106 1.39e-09 SYM_NLGKSE DEDNI TCFYSEYI ENCNKYNT ElI NELTDYKS
PY 02543 97 1.39e-09 | YMLSLKSNP DKNSLK FYTTFI KSDFKYI S TVDHVKGCSN
PY 06204 95 1.39e-09 LSHMLNLKDK NCNILTTF YNV Y1 NNQEK KN Pl NGVDGCSN
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MEME

PY 04988 90 151609 LSHMLNLKDN KCNI LNNFYEI VI KKQDKYKN Tl DGVDGCSN
PY 07422 97 17909 SYM.NLKKNE SNDSLKYFYDKDI KI QKYTN Pl AGFKGYNS
PY 05828 95 213609 GYM.NLI KMN ENATI DLFYETYI NNDQKYNI Kl NGVTGYKT
PY05146 132 2.13e:09 YM.NLKKSEE NMSNLQYFYKTYI NNDM/T T | TDVTDYKDY
PY 04430 95 213609 GYM.NRI KNN ENDI | YSFYNTYI NNDDKDNK YNKI | TGVTG
PY 02652 97 231609 SYM.NLKPEG TMSNI FFYKTTI DNDRYKNT | NGVPEYSNY
PY 02564 97 231609 SYMLNLKENI SNDSLQYFYDKCI KI  QKYTN Pl AGFAEYTS
PY 03987 101 252e-09 SYKLNQKKEN CTI | LNDFYNNI VVTNSCYVQ KI NANSDSDN
PY 04327 102 2.97e09 SYKLNQHEGK KFNTI NDFFNEYVKSSCNYKS Fl TDANRI GN
PY 07826 100 3.23e:09 SNKMKLI KYG SYCSI CDFYVTFI RNSKK YKL YHDKI NKNRK
PY 00988 95 3.81609 SYM.SLNMDNE LKESLCFFYKTYI | GGDKYKN Tl ADI SEYNS
PY 04786 91 4.13e-09 SYKLNQKKED ETI | SNEFYTDYI EANSCYDK HI TSDTSENI
PY01773 99 528009 SNKMKLI AKG RYGSVADFYVTFI QNSKKYI L YHDKI DKNRK
PY 05769 97 572609 SYM.NLKPEG TMSNI FFYKTTI DNDRYKN | NGVPEYSNY
PY 07021 109 6.71609 MNLKENTGS TI S | K FYDTTI DNDKYKK | DNI SEYKSY
PY 03042 95 7.27e:09 SYM.SLMESE LKESLVFFYNI VI KGCERYTN TI SG NEYSS
PY 00297 96 1.16e-08 SYM.SAI KNQ ENNSLKFFYSI VI NSDNYKKS | TSI EGCNNY
PY07624 97 214608 GYKLNKMLKT QFSNI NEFYDKDMKTI QDCKK NI DGVDGYSS
PY 06829 87 214608 SYM.NLKETE FNNCLKYFYTTNI NTCKYKNS | ANFTEHKSY
PY 00754 100 3.88e:08 SNKMKLI KKG SYCSVEDF VTEI RNSKKYQL YHDKI NKNRK
PY 04914 100 4.17e08 SNKMKLI KI G SYCSVADF VTEI RNSKKYQL YHDKI NKNRK
PY01834 133 4.48¢:08 NYI LRLKNVN DFKNI SEI YEANI KNNTDYI N HDTCAKDCNI
PY04773 100 55608 LNYKLNLKKD ECTNLNDFYTNI EKNENYTNC TNGDDDCSNK
PY 03403 155 9.78¢:08 SYM.SLDTTI KYNCI KYFYENYI TQRSTYKE Yl NDLTYYDT
PY 04931 118 1.48¢07 SYMLNVDKTI NYDCI KYFYENYI TKRSI YKD Yl NGLTDYDN
PY 04466 106 4.84e-07 GNDNNLQFFY NTTI NNDRYQKTI TGVENYYE NYKNLI DKKK
PY04733 143 1.83e05 KNEG KYFYD NYI TQRSTYKE | SCLTCYCT YKELI DDRKG
PY01873 238 7.68e-05 SSLSEKTKKK CQTLVDSSEQDI YDLRQYSC QESVQYVDNS
Motif 10 block diagrams
L owest
Name p- Motifs
value
|PY06754 | 4.3&19: 10
|Pvo6742 | 8.7¢-18 | 10
[PY06549 [ 1.3e-17| 10
|P’Y06732 | 1.6e~17: 10
[PY03194 [ 3717 10
|PY03948 | 5.5e~17: 10
|PY00284 | 6.7e-17: 10
|PY03010 | 8.2e17: 10
|P’Y06126 | 1.8e-16: 10
[Pvo7264 | 3e-16 10
|PY06227| 3&16: 10
|PY07226 | 3.7e-16: 10
|PY06499 | 5.2e16: 10
|PY05767 | 6.2-16 | 10
[PY06020 | 7.4¢-16 | 10
|PY03332 | 8.89-16: 10
[PY05912 | 8.8e-16 | 10
|PY07533 | 1.1e15: 10
|PY00924 | 15615 10
[PY05244 [ 1.7e-15 | 10
|PY04084 | 1.7e~15: 10
[PY06029 | 2.4e-15 | 10
|PY05688 | 2.4e15: 10
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|PY00177 | 2.4e~15:

10

10

|PY07411 | 2.4e15{

|PY07516 | 2.4e15:

10

|PY02312 | 2.9e-15:

10

10

|PY02660 | 3.4e15:

|P’Y04787 |

4e~15:

10

|PY04996 |

10

4e15{

|PY05150 |

4e~15:

10

|PY03983 |

4e~15:

10

|PY00055 |

10

4e15:

|P’Y06782 | 8.8e~15:

10

10

|PY03091 | 1e14{

|PY07838 | 1e~14:

10

10

|PY00997 | 1.2e-14:

|PY07342 | 1.4e14:

10

|PY 02565 | 1.4e-14

10

10

|PY05560 | 1.6&14:

|PY07421 | 1.9e~14:

10

10

|PY04321 | 2.2e-14:

|PY00500 | 2.6&14:

10

|PY07022 | 2.6e~14:

10

10

|PY03438 | 7.1e14{

|PY02827 | 1.6e~13:

10

10

|on7501 | 1.6e-13:

|PY06877 | 2.1e13:

10

|PY05923 | 24613

10

10

|PY07198 | 2.8&13:

|PY07413 | 2.3&13:

10

10

|PY01184 | 2.8e-13:

|PY07111 | 3.6e13:

10

10

PY 05820 | 3.6e~13:

PY03991 | 4.1e13{

10

|PY05586 | 4.7e~13:

10

10

|PY06220 | 4.7e-13:

|PY04066 | 4.7e13:

10

10

|PY06886 | 5.3e~13:

|PY05708 | 5.3e13{

10

|PY00578 | 5.3e~13:

10

10

|PY00552 | 7.8e-13:

|PY01110 | 7.8e13:

10

10

|PY07653 | 7.8e~13:

|PY04516 | 8.8&13:

10

|PY01331 | 1.1e~12:

10

10

|PY07160 | 1.5e-12:

|PY00175 | 1.5912:

10

10

|PY03636 | 1.5e~12:

|PY01595 | 1.5e12{

10

|PY02940 | 1.5912:

10
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MEME

|PY05624 | 1.6e~12: 10
|PY07017 | 1.6e-12 10

|PY03986 | 1.9¢-12 10
[PY03760 | 1.9e-12| 10
|PY03359 | 2412 10
[PYos871 | 3e-12] 10
|PY 05648 | 3412 10
|PY07477 | 3412 10
[PY06547 [ 4.26-12| 10
|PY03016 | 4.8¢-12 10
|PY07546 | 4.8e-12: 10
|PY07080 | 5.3¢-12 10

|PY 06567 | 5.3¢-12 10
[PY02036 | 6.7e-12| 10
|PY02140 | 75612 10
[PY05816 | 8.4e-12 10
|PY02671 | 8412 10
|PY01837 | 9412 10
[PY05673 [ 1.1e-11 10
|PY04979 | 1211 | 10
[PY07090 | 1.6e-11 | 10
|PY00494 | 1.8¢-11 | 10
|PY06763 | 1.80-11 | 10
[PY06374 [ 25e-11 | 10
|PY01080 | 2511 | 10
|PY04083 | 4.2e-11: 10
|PY07327 | 42611 | 10
|P’Y02782 |47e11] 10
[PY07406 [ 5.26-11 10
|PY02971 | 5.7e-11 | 10
[PY08177 | 6.4e-11 | 10
|PY06514 | 6.4e-11 | 10
PY06619 | 7e~11: 10
PY06334 | 7e-11| 10
|PYo7594 | 7e-11 10
[PY02572 [ 7.86-11 | 10
|PYos781 | 8.6e-11 | 10
|PY03973 | 9.5¢-11 | 10
[PY06796 [ 9.5¢-11 | 10

|PY 06666 | 9.5¢-11 | 10
[PY02688 | 1.26-10| 10
|PY07187 | 1.3¢-10 10
|PY01111 | 1.3e~10: 10
[PY02298 | 1.3¢-10| 10
|PY02278 | 1.3¢-10 10
[PY00085 | 1.4e-10| 10
|PY02973 | 15¢-10 | 10
|PY04215 | 1.5e~10: 10
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[PY06760 | 1.7-10| 10
|PY04795 | 1.7e-10 | 10
|PY07849 [ 1.7 10| 10
|PY03331 | 2110 10

|PY02970 | 2.1e-10 | 10
[PY06151 | 2.1-10| 10
|PY06740 | 25¢-10 | 10
|PY07035 | 2.5 10| 10
|PY02687 | 25¢-10 | 10
|PY04155 | 2.7e-10 | 10

[PY01981 [ 3:3¢-10| 10
|PY06339 | 3610 10
[PY01872 [ 366 10| 10

|PY05822 | 3610 10
|PY02614 | 4410 10
[PY01871 [ 5.2¢-10| 10
|PY07405 | 5.7¢-10 | 10
[PY05719 [ 5.7 10| 10
|PY04755 | 6.3¢-10 | 10

|PY02541 | 6.9e-10 | 10
[PY01963 | 7.5¢-10| 10
|PY07331 | 7.5¢-10 | 10

[PY00308 | 7.5¢-10| 10
|PY00493 | 8.2¢-10 | 10
|PY03729 | 8210 10
[Pvo6851 [ 9e-10] 10
|PY05410 | 9.8¢-10 | 10
[PY02131 [ 1.1e-09 10
|PY01774 | 1.2¢-09 10
|PY07027 | 1.2e-09| 10
[PY02943 [ 1.3¢-09 10

|PY 00580 | 1.3¢-09 10

[PY07175 [ 1.4e-09 10
|PY02543 | 1.4¢-09 | 10
[PY06204 | 1.4e-09 10
[PY04988 | 1.5¢-09| 10

|PY07422 | 1.8¢-09 10
|PY05828 [ 2.16-09 10
|PY05146 | 2.16-09 10
[PY04430 | 2.16-09 10
[PY02652 [ 2.3¢-09 10

|PY 02564 | 2.3¢-09 10
[PY03987 | 2.5¢-09| 10
|PY04327 | 3e-09] 10
[PY07826 | 3.2¢-09 10
[PY00988 | 3.8¢-09 10
|PY04786 | 4.1-09 10

[PY01773 [ 5.3¢-09| 10
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|F’Y05769 | 5.7e09{

10

|PY07021 | 6.7e~09: 10

[PY03042 | 7.36-09 10

|PY00297 | 1.2&08: 10

|PY07624 | 2.16-08 10

[PY06829 [ 2.1¢-08| 10

|PYOO754 | 3.9e~08: 10

[PY04914 | 4.2¢-08 10

|PY01834 | 4.5&08: 10
[PY04773 | 5.6e-08 | 10

[PY03403 [ 9.8¢-08| 10
|PY04931 | 1.5e~07: 10
[PY04466 | 4.86-07 | 10

|PY04733 | 1.8&05: 10

10

|PY01873 | 7.7e~05:

[
’SCALE ’1

| | | | | | | | | | | | | [ | | | | | | |
25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525

|
550

|
575

|
600

|
625

Motif 10in BLOCK Sformat

[_viewsLock10 || viewFAsTA10 || ViewRAW10 |
I Submit BLOCK 10 Ito BL OCK S multiple alignment processor.

Motif 10 position-specific scoring matrix

View PSSM 10

Motif 10 position-specific probability matrix

View PSPM 10

Ti me 1937.66 secs.

PN MOTIF 11

width=21 sites=126

llr =3175 E-value=4.7e-688

Simplified A:21:1:1::::::iiiiiiii:
pos.-
specific
probability D:23112:11::4::6:::3::
matrix E::
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MEME

NAME

PY01774
PY Q7027
PY 03760
PY 02943
PY 06220
PY 03729
PY 04083
PY 07327
PY 06126
PY 02140
PY 07849
PY 01080
PY 07226
PY 00085
PY 06334
PY 06619
PY 05828
PY 04931
PY 06567
PY 04755
PY 02298
PY07331
PY 06666
PY 07501
PY 04996
PY 07653
PY 04155
PY 06374
PY 07546
PY 06829
PY 04430
PY 02782
PY 05769
PY 02652
PY 04988
PY 06514
PY 06204
PY 03438
PY 02671
PY 05822
PY 02660

http://65.54.168.250/cgi-bir

START

119
119
118
118
119
118
119
118
118
111
118
109
140
134
119
134
117
140
429
110
116
111
118
124
110
110
111
118
119
108
120
136
118
118
112
110
117
119
118
117
132

P-
VALUE

3.03e-19
3.03e-19
2.24e-18
3.93e-18
3.93e-18
3.93e-18
4.73e-18
4.73e-18
5.68e-18
1.96e-17
2.76e-17
3.27e-17
141e-16
1.65e-16
1.93e-16
2.26e-16
2.26e-16
2.26e-16
3.57e-16
4.16e-16
4.16e-16
4.16e-16
5.61e-16
6.50e-16
7.53e-16
8.72e-16
1.01e-15
1.01e-15
1.17e-15
1.35e-15
1.35e-15
2.37e-15
2.37e-15
2.37e-15
3.13e-15
4.73e-15
6.19e-15
9.24e-15
9.24e-15
1.05e-14
1.20e-14

Vi
w
Y
bits 7.1
6.4
5.7
50

Information4.3

content 3.6
(36.4 bits) 2.8

Multilevel
consensus

sequence

I NDVT

TI DNDRYKNS | ADVTE
TI DNDRYKNS | ADVTE
I NNGDKYI KA | TGVSD
| KDCDKYNNK | DCVTA
MONTDEYKNH | DDVT

TI NNDRYKNS | NCVTE
TI DNDRYKNS | ADVKE
TI DNDRYKNS | ADVKE
| KDGEKYNKK | DCVTA
| ENSDWYKKE | TGVTA
| TKDDRY! KD | NNVS

TI DNDRYKKT | NCVTK
| QNAEEYKKD | DGVDD
| NGDEKYNKN | DDVTA
| NNDNKYNGE | NDVTA
| EGGNNYKQA | KNVTE
I NNDQKYNI K | NCVT

| TKRSI YKDY | NCLTD
| QGGDQYKNS | TCVT

I NKDNKYNKR | ECVS

TI NNDRYKSS V' DATE
I LNHEKYKNS | | VD

| KEGEKYNKN | DDVTT
| ENGERYKKE | NDVTT
MINVNEYQKS | DDVCA
VKNVKEYQNP | NDVCA
| NSDESYKKG | ECVTA
I KNNNKYTAR | SCVND
I KSGNKYNNT | N VS

NI NTGKYKNS | ANFTE
DDKDNKYNKI | TCVT

| YNCDKYKTE | SELTD
TI DNDRYKNP | NGV E
TI DNDRYKNT | NGV E
| KKQDKYKNT |
I NGGNMYKKP | T
I NNQEKYKNP | N
| ENADEYNNH | DDVDD
| KTNDKYNEG | SCVNA
TI DNDKYKTS |
MENVDEYKKT |

VKE

DGVTE

NN
S

KDLI

DKKKDLL
E NNYFM

SITES

A X

KS
NS
TN
KN
KN
KN
ES
KN
NS
SN
Ss
KN
TS
TN
KT
DN
NS
oN
KN
TS
KN
KN
NS
NS
KN
NS
NS
KS
ET
KN
SN
SN

DGVDCGCSN

NS

VDGCSN

SS
NS

DKVCGDCSN

KN

DKKKEFM DI SSEKI TKL
DKKKEFM DI SSEKI TKL
DKKQELM NVDVKI | SKF
DKKEDLI S| YVKDI SKF
NQKKELM NI NI SVMBKF
DKKTYFL NVNRNI | SKF
DKKKEFM DI SNEKI SKL
DKKKEFM DI SNEKI TKL
DKKENLM NI Gl KDVBRF
DRNNYFL SMDKSI | SKL
DKKQNLM S| YVKDVBNF
DQKKYLI DVDKKI | SNF
NQKNEL M DI DI SVVBKF
DKNNYI L SMDVBI | SKF
KDLI YKKENLM SI SI | DMYI F
KDLI DTKKY YL KMVDKNI | SKL
NEL VDKKEDLM Sl DI KDVBKF
KDL| DKRKCFL DVDKNI VSKF
KDLI DNKI DLI NVDVBI VPKL
KDL I DKKQNLM Sl DI KDVSKF
KDL DKKKYFL GVDRNI | SDF
KDL DQKK YLV DVDKKI | SNF
KDL DRNKYI L SMDMXI | SKL
KDLI DRNK Y1 L SVDVBI | SKL
DDL I NKKNYLM EMNI KDl SKF
DDL I NKKNYLM KMNI KDI SKF
KDL DRNDYFL SMDKSI | SKL
NDL I DKKKDLL NI NFEDVBKF
KKLI DKNNYFL SMDKSI | FKF
KDL DQRNYFM GVDRNI | SDF
NELVDKKEDLM SI DI KDVBKF
KELI DKKNDVL NVDSNI APKF
KYLI DKKKYFL DVDKKI | SNF
KYL1 DKKKYFL DVDKKI | SNF
NDL| YKKKELM EVTNEKLSKF
KDLI DQKQNLI TMDVBI | SKL
NEL| VKKNELM KI TNDKLAKF
KDL NKKKEY1 DI DI KDVBKL
NDL| DKKRDLL NI NFEDVBKF
KDLI DKKKYFL DI DKNI | SNL
I EFI NKNNKL M DI DI NVIVBKF

KDLI
KDLI
KDLI
KDLI
I DLI
KDLI
KDLI
KDLI
KDLI
KDLI
KDLI
KDLI
MDLI
KDLI
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MEME

PY 02131
PY 04554
PY 05624
PY 07022
PY 06339
PY 05244
PY 04795
PY 05146
PY (07624
PY07175
PY 07160
PY 03359
PY 00500
PY 03983
PY 07021
PY 07421
PY 06760
PY 07090
PY01871
PY 03403
PY 07594
PY 06851
PY 03010
PY 00493
PY 02541
PY 05648
PY 05150
PY 05586
PY 00988
PY 00578
PY 01834
PY 00297
PY 06029
PY 07405
PY 05719
PY 02278
PY 01595
PY 04327
PY 01873
PY 01837
PY 06740
PY 03042
PY 06547
PY 07406
PY 07477
PY 01872
PY 05673
PY 02614
PY 02973
PY 02827
PY 04773
PY 04321
PY 06796
PY 05410
PY 05688
PY 02543
PY 00055
PY 02970
PY07411
PY 03636
PY 00997
PY01184
PY 07342
PY 06151
PY 06020

http://65.54.168.250/cgi-bir

119
113
111
118
128
137
119
153
119
128
119
160
120
137
130
118
118
138
129
177
117
132
128

119
129
110
146
117

165
117
159
119

118
128
124
125
127
157
117
118
127
177
108
131
117
116
148
131
149
119
119
132
119
106
137

87
124
118
140
119
126
117

1.37e-14
1.37e-14
1.56e-14
1.77e-14
22914
2.60e-14
2.60e-14
2.95e-14
3.35e-14
3.79%-14
5.50e-14
6.21e-14
1.01e-13
1.01e-13
1.14e-13
1.14e-13
1.28e-13
4.55e-13
5.70e-13
5.70e-13
6.37e-13
7.11e-13
7.94e-13
9.88e-13
1.37e-12
1.52e-12
1.52e-12
1.52e-12
1.88e-12
1.88e-12
2.09e-12
2.58e-12
2.58e-12
3.18e-12
3.53e-12
3.53e-12
4.33e-12
4.80e-12
5.31le-12
6.50e-12
7.94e-12
7.94e-12
9.68e-12
1.18e-11
1.58e-11
1.74e-11
2.32e-11
2.80e-11
2.80e-11
3.08e-11
4.08e-11
4.47e-11
4.47e-11
5.38e-11
5.8%e-11
6.46e-11
7.07e-11
1.01e-10
1.01e-10
1.32e-10
1.72e-10
2.23e-10
4.05e-10
9.99%¢-10
1.17e-09

MKTI QDCKKN | DNVD©VSSYNDLI NKKT YLL TMsI KDl SKF
I ETNTHYI SK L CDARCYNCYKEI | DQKKDLL NVDNSI | SNF
VQGGEDRYKI P LTCGVECYTSYKNLI DQKT YLL DVDTNI | SNF
MOANVEEYKKS | DDDTE VTS YNDLI NQKNKFM DI DI SVMSEF
MNDCDKYNKK | NCCT VKD YKEL L DKKNDVL NVDSKI VPKF
NNNYEDCSNK LNDKT &VNNFKEFI EKNE LM NI G NDMBSKF
I NTGVKYNEV | NCDK VNS YKDLI DKNNYFL TMDKSI | | KL
YI NNDMYTHT | TDVTDYKDYKELI DNNI DLI NWVNI KDI SNF
MKTI QDCKKN | DEVDEYSSYNDLT NKKNVFL NI PNKDVBKF
I ENCNKYNTE | NELTDVKS YKLl DTKMEVL NVDSNNVSKF
MKNYHKYTKK | VDVDGYSSYNDLI DT NYVL N PKEDI SKF
I QNAEEYNKF | ©DI TEYTS YNDLI NQKNKLM Di DI SDVBKF
I KTGEKYI NN | ANVSE YSSYKELVDKNDYFL SMDKI I | SKL
DDKYDDCSVS LKl T¢: NNFKEFI EKNKYLM NI G NDVMBNF
TI DNDKYKKP | DNI SE VKSVKDLI DKK DLK NKDMNKNI | S
MONI EEYKNT | NDVDDYSS I DLMNKKQKLM DI DI SDVBKF
I NSCDKYKTE | SELKD DNYKDLI DKRKEFL YMDSNI VSKF
I KNNDDCSSS LKEAT G YNNFKEFI EANKCLM NI G NDVSNL
I HDCNKYNKK | NELTDVDNYKKLLDKKNYVL NVWNSNI VPKF
I TORSTYKEY | NDLT VDT YKELI DTRKNFL DVDSNTVFKF
VKDGDKYTNN | NYI SEYNCYKDLI DRNDYFL SMVDVSI | SKL
NKEGKDCSNS LKEKTE YNNFKEFI EKNEYLM NI G NDI SNF
I EKNEHYNKK | QSVRDYECYKELI NKKKDLL NVDNYI | SNF
1 YDCDKYNTE | NKLTDYKS YKCGLI DTKI DVL NVDSKI VSKF
MKNYYGYAKK | DYVDDYNSYNDLI NK' NYVF NI PNEHVBKF
MNDCDKYNTK | NELTDYDNYKKLLDEKNYVL NVDSNDVPKF
MONVNEYQKP | DDT CAYVNS Y VDLMNKKK LM EMNI KYI SKF
I NRGDKYKNS KTDI T VNNYKDI I DNKI DLI NVDVSI VPKL
11 GGDKYKNT | ADI SEYNSYMELI TKN DLT NVNWMNKNI | S
VKNNDKYEKF | NDSCRYTCLNDFI DKOKDLL NI NI KDLSKF
DTCAKDCNI | LKEKTEYTDFKELI EKNECLM NI SI NDI SKF
YI NSDNYKKS | TSI ECCNNYKELI DKTQDLT TI DI KDI SKF
NKGNKDCNI T LNDKT &YNNFKKI | EENKCLM NI DI NDI SNF
I YHYDKYKTG | NELTDYDN KKLLDKKNDVL NVDSKI VPKF
FI NNEGYKNT | NY1 EGYNNYKCLI DKN NLK NTDVDSNI | S
I NNNAKYKST VDNVECCRTFKDI | EKR NLM NKDVDKNSI S
KQGGVNCSNL LSNNTCVSNYKEL | NCRKCGLL STNIENVSBKI
VKSSGNYKSF | TDANRI CNLKEFMDKRDYLL NI NI DDLSKF
SKYSTEMSEF MYND DYDNYKCLI DKRKEFL YMDSNI | PKF
NTDGKECNSI LKNNL &YNNFKEI | DKKKDLL SI NLKDVSNF
KENNDDCSSS L KNKTVNNFKEFI EANECLM NI G KDMBNF
I KGEERYTNT | SCI NEVSSYMELI SKK DLT NVDWNKSI | S
VNDNTEYNDL | TNAQKCTNLKEI I DQKSDLL DI NI KDVSDF
1 YDCDKYKTK | NEFTDYDDYI GLI DTKM=VL NVDSNTASKF
VKNSCGKYKKF | SDAYTI DL CEFI DKRNDFM NI NI EDLSKF
VKNSGKYEAF | TDAYRI CDLKCGFMDERNDLL NI NI EDLSKF
NCDKYKVQ S ELNDYDYCENYKELI DTKKYLF NVDDHI | SNF
I NSDLNYKNT VDYVECCNNFKDI | VKR TLT NDDVDNKI | S
VI NNGKYSKF TNDA VRVCCLKEFMDKKNDLL NI NI EDVBKF
KKSDI DCSNT LKDKT/VKNFKEFI ECNEYFT NVDMNI MSNF
TNGDDDCSNK L KKKTGYNNFKEL I VKNMDLL NI HFEDI SKF
I QNANEYNKT | DDVECGYI S DLI NKNDNVI - NI SNENVSKL
VI GNSKYSKF | EDSSRFTDI KGFI DKQKDFM NI NI EDLSKL
VKKSGKYKRF | SDAFKFCNFEEFMNERNDFM NI NI EDLSKF
I ENNKEYTKD KLNDET YSSYKEI | DEI KEYM NI DI | NI SKF
I KSDFKYI ST VD VKCCSNFKDI | ENR TLT NDDVDNKI | S
I QHNEKYTKS KVNDCT YESYKEL | DVI KEYM DI NI THVBKF
I YYCDKYNTG | NCFTD VKN YKELI DNKI AMY GVDSNI LSNF
I QNNEKYTKI EVNDET VDN YKKI | DEI KEYM DI NI SHVBRF
VNNSNKYGSF KS AYRYTDLKEFI AEQKDLL NI NI EDLSKF
I QDNAEYSKH K1 DDKT YTDVKKI | DKVEEYM NI NI DNIVPKF
NNNYDDCSSS LNAKT &YNNFMEFI KENECFM SI NI TEMSKF
VDNNNKYSKF | K SSTFTNLEEFI NKEK VLM NI DI EDLSKF
SNDKEYTSPI SCVEAYVSSYKDLMDKKN®CLM SI G KDI SKF
I KNNEEYTKH DACNSGYES KKI | DEI EEYM NI NI SHVAKF

0173%2eres. 2&msg=... 1 ts%3d115¢ 1___ha3d857ef5ff1153cf52acalf 396f8d6791d (74 of 111)29/07/2006 16:53:30




MEME

PY03973 117 1.38¢09 | MDGDEYTNN I NYI | DFDGYKDLI DKNY Y1 L NVDI S| | SRL
PY01111 117 1.38e09 | KDNVEYSNH KI VDDKYDNYKKI | DETKEYM NI DI NI MPKF
PY05912 118 14909 | EKNTEYTSR NVNDQT YCGSYKSI | DTI KEYM DI NI SNVBKF
PY01110 118 161e09 | KDNAEYSKH KI CDKKYTDYKKI | EETKEYM DI NI NI NDVB
PY03332 147 174609 | EKNTEYTSR NVNDRT YGSYQNI | DKI KEYM DI DI SHVBKF
PY00284 140 204609 TNGDNGCSNK LKCKMRYNNFKEI | FKNVDFS NI DI KDI SKF
PY00552 133 3.23e09 KSDGKDONST LKDNLGYNNFKEI | FKNMDFS NI NI EDI SKF
PY06549 119 376609 VKNNNKYNKF | KEAYTI SCI EEFI NKQKDLF NI NI ENLSKF
PY06732 123 471e09 | EHNTEYTNR KVNDEK Y GSYKNVI DQVKEY| DI DI SHVPKF
PY02971 108 7.90e09 | KNSDKYSSF TNDAYKFTDI KEVLNKKSDLL NI NI KDVBEF
PY06742 118  200e08 | ENNEKYTKS EI YNKKFKGYKEI | DEI KEYL DI DI SHVBKF
PY 03991 155 2.14e08 VI DSNKYSNF KDSAYKFSCLEEFI NKQKELF NI NI NDLSNF
PY05708 119 263208 VI GNTKYSNF TCDSNKFTFLEEFI NKQKDLL DI DFKDLSKF
PY00177 106 4.23608 VKNGGKYSNF NSDSFRFTS| DEFI EG KDLL NI NI KDLSEF
PY07080 117 484608 VKNSGKYPKF TNAANTFTNLEDVLNTKSDLL NNNI EDLSEF
PY03194 124 1.20e-07 VKNNDKYNSF TD AYKI SELKKFMDDRNDFL NI NI EDLSKF
PY03177 117 1.36e07 VI SNGKYSKF TNEAFKI SDLDEFMKERTDLL NVNI KDVBKF
PY 05560 108 461607 | ETNDFYKGK | SNVSNG | NMDLI GEKI RLM NVDI KDI SNF
PY07533 107 549e07 | KENSKYNED | GTDSCSKI KKEVI DTKI KSM DI DI KDI SNF
PY03016 113  1.22e¢06 NI ESNSNYYE EDI FADNNI RKDVI DKKI GSM NI DI NDI SNF
Motif 11 block diagrams
Lowest
Name p- Motifs
value

[
|PY01774 | 3e-19]

[
[PYo7027 | 3e-19]

[
|PY03760 | 2.2¢-18 |

[
[PY02943 [ 3.9¢-18|

[
[PY06220 | 3.9¢-18 |

[
|PY03729 | 3.9¢-18 |

[
[PY04083 [ 4.7¢-18 |

[
|PY07327 | 4.7e-18 |

[
[PY06126 | 5.7¢-18 |

[
[PY02140 | 2617

[
|PY07849 | 2.80-17 |

[
[PY01080 | 3.3¢-17|

[
|PY07226 | 1.4e-16 |

[
[PY00085 | 1.76-16 |

[
[PY06334 [ 1.9¢-16 |

[
|PY06619 | 2.3-16 |

[
[PY05828 [ 2.3¢-16 |

[
|PY04931 | 2.3¢-16 |

[
|PY06567 | 3.66-16 |

[
[PY04755 [ 4.2¢-16 |

[
|PY02298 | 4.2¢-16 |

[
[PY07331 [ 4.2¢-16 |

[
|PY 06666 | 5.6¢-16 |

[
[PYo7501 | 6.5¢-16 |

[
[PY04996 | 7.5¢-16 |

[
|PY07653 | 8.7¢-16 |

[
[PY04155 [ 1e-15]

[
|PY06374 | 1e-15]

[
[PY07546 | 1.26-15 |
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MEME

|PY06829 | 1.3e-15:

=

=
=
[

|PY04430 | 1.3e15:

|P’Y02782 | 2.4e~15:

=
=

|PY05769 | 2.4e15{

=

=

|PY02652 | 2.4e~15:

|PYO4988 | 3.1e-15:

|PY06514 | 4.7915:

|PY06204 | 6.2e-15

|PY03438 | 9.2e15{

|PY02671 | 9.2e~15:

|PY05822 | 1.1e-14:

|PY02660 | 1.2e14:

|PY02131 | 1.4e~14:

|PY04554 | 1.4e14{

|PY05624 | 1.6e~14:

|PY07022 | 1.8e-14:

|PY06339 | 2.3e14:

|PY05244 | 2.6e~14:

B Bl -
I P
N S = S i =
I = = = 1=
B [ [ 2 =
s
[ [
- =
1=

|PY04795 | 2.6e14{

|P’Y05146 | 3e~14:

|PY07624 | 3.3e-14:

|PY07175 | 3.8&14:

|PY07160 | 5.5e~14:

|PY03359 | 6.2e14{

=
=

|PY00500 | 1e~13:

|PY03983 | 1e-13:

|PY07021 | 1.1e13:

|PY07421 | 1.1e~13:

IF’Y06760 | 1.3e13{

|PY07090 | 4.6e~13:

|PY01871 | 5.7e-13:

|PY03403 | 5.7e13:

=
=

|PY07594 | 6.4e~13:

[

|PY06851 | 7.1e13{

|PY03010 | 7.9e~13:

= N =
P P
F E H -
=
= [

|PY00493 | 9.9e-13:

=
[

|PY02541 | 1.4e12:

|PY05648 | 1.5e~12:

|PY05150 | 1.5e12{

=
=
=
=
=
=

|P’Y05586 | 1.5e~12:

=
=

|PY00988 | 1.9e12{

=
=

|PY00578 | 1.9e12:

=
=

|PY01834 | 2.1e~12:

=
=

|PY00297 | 2.6e12{

|P’Y06029 | 2.6e~12:

=
=

|PY07405 | 3.2e12{

|PY05719 | 3.5&12:

=
=

|PY02278 | 3.5e-12:
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MEME

[PY01595 [ 4.3e-12|
|PY04327 | 48012
[PY01873 [ 5.3e-12
[PY01837 | 6.5¢-12|
|PY06740 | 7.9e-12
[PY03042 | 7.9e-12|

|PY06547 | 9.7¢-12
[PY07406 | 1.2¢-11 |
[PYo7477 [ 16011
|PY01872 [ 1.7e-11 |

[PY05673 [ 2.3e-11 |
|PY02614 | 2.80-11 |

[PY02973 [ 2.8e-11 |

|PY02827 | 3.1e-11 |
[PY04773 [ 41611 |
[PY04321 [ 45e-11 |
|PY06796 | 4511 |
[PY05410 | 5.4e-11 |

|PY 05688 | 5.9¢-11 |
|PY02543 | 6.5 11 |
[PY00055 | 7.16-11 |

[PY02970 | 1e-10]
[PYo7411 | 1e10]

|PY03636 | 1.3¢-10
[PY00997 | 1.7 10|
[PY01184 [ 2.2¢-10|
|PYo7342 | 4e-10]
[PYo6151 [ 1609
|PY06020 | 1.2¢-09 |

[PY03973 | 1.4e-09

[PY01111 | 1409

|PY05912 | 15609
[PY01110 | 1.6e-09
|PY03332 | 1.7¢-09
[PY00284 | 209
[PY00552 | 3.26-09

|PY 06549 | 3.8¢-09 |

[PY06732 [ 4.76-09

|PY02971 | 7.9¢-09

[Pvos742 | 2e-08]

[PY03991 | 2.1¢-08|

|P’Y05708 | 2.6e-08:

=

|PY00177 | 4.2e-08:

|PY07080 | 4.8&08:

|PY03194 | 1.2e~07:

|PY03177 | 1.4eo7{

|P’Y05560 | 4.6e~07:

|PY07533 | 5.5e-07:
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MEME

|PY03016 [1.2¢-06

S&aHa 1 25 50 75 100 125 150 175

| | | | | | | | | [ | | | |
200 225 250 275 300 325 350 375 400 425 450 475 500 525

|
550

|
575

600

Motif 11 in BLOCK Sformat

ViewBLOCK 11 || viewFasTa11 || viewraw 11 |

Submit BLOCK 11

lto BLOCK S multiple alignment processor .

Motif 11 position-specific scoring matrix

View PSSM 11

Motif 11 position-specific probability matrix

View PSPM 11

Ti me 2057. 45 secs.

PNMOTIF 12 width=11 sites=157 |lIr =1994 E-value=5.0e-262

Simplified A ::::::iiii:
0S.-
specific
probability D 211:21::121
matrix E11:::1::::

bits 7.1

6.4

57
5.0 [ |
Information4.3 |
content 3.6 I
(183 bits) 2.8 ]
|
|

Multilevel

XNFLKKYC NN
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MEME

NAME

PY (03332
PY 02312
PY 00175
PY 05719
PY 03331
PY 03983
PY01110
PY 03010
PY 04321
PY Q07546
PY 06877
PY 06619
PY 06732
PY 03438
PY 06020
PY 05708
PY 06547
PY 03359
PY 02131
PY 03729
PY 07421
PY 07080
PY 04084
PY01111
PY 02564
PY 02940
PY 04155
PY 03986
PY 01080
PY 04066
PY 00297
PY 04466
PY 01873
PY 04786
PY 03016
PY 05767
PY 03760
PY 05912
PY 07021
PY 00284
PY 04215
PY 02827
PY 05560
PY 05822
PY (07226
PY 02543
PY 06204
PY 00500
PY 06220
PY 03042
PY 00578
PY 00924
PY 07022
PY 04787
PY 07624
PY 02541
PY01184
PY 00988
PY 00997

START

60
52
30
57
29
31
31
40
61
30
28
46
36
31
30
31
18
72
31

30
30
30
40

30
31
35
24
39
22
37
31
30
33
29
29
37
30
31
41
38
31
45
29
30
52
32
30
31
31
30
31
160
31
28
31
31
31
30
31

P-
VALUE
2.42e-10
5.99e-10
9.23e-10
1.40e-09
1.71e-09
1.71e-09
2.09e-09
2.54e-09
3.08e-09
3.08e-09
3.71e-09
4.45e-09
4.45e-09
4.45e-09
7.53e-09
7.53e-09
8.91e-09
1.05e-08
1.45e-08
1.45e-08
1.45e-08
1.99e-08
1.99e-08
2.33e-08
2.33e-08
2.33e-08
2.71e-08
3.15e-08
3.15e-08
3.66e-08
4.24e-08
4.24e-08
4.24e-08
4.90e-08
4.90e-08
4.90e-08
4.90e-08
5.65e-08
5.65e-08
5.65e-08
5.65e-08
6.50e-08
6.50e-08
6.50e-08
7.47e-08
7.47e-08
7.47e-08
8.58e-08
8.58e-08
8.58e-08
8.58e-08
9.83e-08
9.83e-08
1.12e-07
1.12e-07
1.12e-07
1.12e-07
1.12e-07
1.29e-07

consensus F
sequence

SITES

LKDSKQYDFN NCTFKR
LKDSKEYDFN NCAFKK
GLKEYKYDFN NCTFKK
SNNKKYQFKE DT FKK
DPNNSEKHKY MEMFENS
NNSATLDFHK NDNL KK

LNDSKEYKI N GSFKK
NDGNYNFLFN CQ FKQ
LNASGEYSVG CCTI KN

LNNGDYGFNI DR FKT
GDPKKPGEQH MNI LNT
LI GGDYKI VN DE LKN
LKGSEEYEFK STFFN

LNESGEYYI S CGCTI KK
LKDSKQYDFE RCI FKK
GA PKSEFNK | TNFDK
GESAKI DFKK SSSLKK
LTNSGEYNFR VCSLNS
WDDSGSYI FT SCTLKQ
LDKGEYKFND NNFL DS
ELNSGEYDFK GCGSLNR
LKDSKLDFYD NNNFKN
DPNNLG Gl S MDLLKM
ELKESKYDFK STFFKD
ENNKYHEFKN NNFLN

TSDKKYEFKT CNFLDS
GTEGNHYFNS CNNFDK
DNTENPEEYD VNI L M
TSDKKYQFKT CNFLDS
DPKNSKGYNS | S FD

NNSGKYQFKN DQ FKK
LDKGEYKFND NNFL DS
EYKG PEFDD D FLNK
DPKKPGESNS MDI LKL
DPNNPRGDHY CSLFNS
DPKNSKGYNS | S FD

LI EGEYKFNN SN FKE
LKNSKQYDFN NCTFKS
GSNGDYQFKD AE LQK
KRHASVDFNK NENI K

TSDKKYQ KE CNFLDS
NI STNYDFHS NCSI SD
DPKNPGKDI S VDSLND
LSNEKYQFKG DNFL NK
LKTSGEYDFK VCGSI NN
KTNEYHEFNY CNFLNS
LNNGEYEFKD NNFL DS
DSDGNYQ KD DE FKK
LNASGEYSI S GCTI KN
LNSDGKYTFK DEYFKD
DKAADFELEE | TDYKN
GTPATTELNT | QNYKR
LNESGSYNFK KCLFTK
DPKNSGGYNS | SYFK

WDDSGNYI FT SCTLKQ
LDDPVKYMST SCTLKQ
NKSLSYDFHG LGSl RN
SNNKDYKFKE DE LKN
LKGSGEYDFN SRTFKK

C NN KCDSDTNI VN
C NN NCDGDI NKI N
C SN SCVADTDI LN
CTCC KCDGDLDKI N
C DN NCDTDEKKVI
C NG GSGETKONTE
C DG NCNNDI DKI N
CTNN SCDSNLEQ N
C NR KCDSDI NKI D
CTNN NCEMPLEKI N
C DG NCSSDELKI |
CTSC CDNALDKI NA
C NN NCESDI NKI T
C NK NCDSDI NKI H
C NK NCGTDTDI AN
C NN NCDTDLEKI T
C NG NCDTNLDKI K
C NR KCENDI DKI N
C DK ECKNYI NLVK
CDCN KCDSAFER! D
C KN NCETNI NKI H
C DK NONSELEKI T
C DY NCSSDELKI |
C NK NCNNDI EKI N
CDCN KCDSDFEKI S
CCDN NCSTDYGKI S
CTNN SCDSNLGKI N
C N KCSSDEEEI V
CDCK GCDTDLAKI N
C NS KCDTDEKKI |
CNSN CDTDLEKI SA
CCON KCDSAFERI A
CDSN KCQSDYDR! S
C N NCSSDEKI |
C DD KCDTDDKKVS
C DS NCDTDEKRVC
CDNE LCDKDVDKI N
CSNN KCDNDTDI VN
CDDC KONGPLDKI S
C NG NSGHNECI TE
CCSN SCDSDFEKI S
C NG DSGSKQECKT
C DN NCSSDEEKVI
CDCS KCDNDI EQ' S
C NR KCESDI DKI N
CFNN ECKGDLEKI N
CNCGN KCEGNLDKI N
CDKE KCDDPLEKVN
C KK KCDSNVNKI H
CTC CDNDFKKI NA
C N NCNSETEKI T
C SC DONTELEKI T
C NN CENNI DKI NA
C DN KCDTDEKKI |
C DK ECKNYI NLVK
C DK ECKTYNNI VN
C NC DSKEKECKNE
Cl SG CDNNLEKI NA
C KE SCNNDI DKI N
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MEME

PY 02278 31
PY 01331 29
PY 04795 30
PY 00055 19
PY 07594 30
PY01774 31
PY 07027 31
PY 04430 29
PY 00552 31
PY 04554 32
PY 02973 30
PY 02140 24
PY 06334 31
PY 05828 29
PY07111 34
PY 04083 31
PY 07331 22
PYQ7327 30
PY 01595 31
PY 06760 31
PY 02036 29
PY 00580 30
PY 06829 22
PY 07849 30
PY 06499 55
PY 07160 31
PY 05244 31
PY 05769 31
PY 02652 31
PY 02943 30
PY 06754 18
PY 07422 31
PY 04979 22
PY 01837 25
PY 02688 31
PY 05146 65
PY 06567 341
PY 05688 45
PY 06374 30
PY 07405 31
PY 05624 25
PY 02572 29
PY 07017 12
PY 04516 55
PY 00494 31
PY 06763 31
PY 00085 46
PY 07090 31
PY 06666 30
PY07516 39
PY 05820 31
PY 03991 67
PY 07198 29
PY 06549 31
PY 02614 30
PY03973 30
PY Q7342 31
PY 06796 31
PY 05586 58
PY 06227 55
PY 06782 18
PY 04327 31
PY 03194 31
PY 07264 23
PY 01834 63

1.29e-07
1.47e-07
1.47e-07
1.47e-07
1.47e-07
1.47e-07
1.47e-07
1.47e-07
1.67e-07
1.67e-07
1.90e-07
1.90e-07
2.16e-07
2.46e-07
2.79e-07
2.79-07
2.79-07
2.79-07
2.79e-07
3.58e-07
3.58e-07
3.58e-07
3.58e-07
3.58e-07
4.04e-07
4.04e-07
4.04e-07
4.04e-07
4.04e-07
4.57e-07
4.57e-07
4.57e-07
4.57e-07
5.15e-07
5.15e-07
5.15e-07
5.15e-07
5.80e-07
5.80e-07
6.52e-07
6.52e-07
6.52e-07
6.52e-07
6.52e-07
6.52e-07
6.52e-07
8.21e-07
8.21e-07
8.21e-07
8.21e-07
9.20e-07
1.15e-06
1.28e-06
1.28e-06
1.43e-06
1.59e-06
1.59e-06
1.59-06
1.77e-06
1.77e-06
1.97e-06
2.18e-06
2.68e-06
2.68e-06
2.96e-06

TDDGKYQLKD TTFLNS
DLKNSGNDLS MDLLSM
LI DGKYQFKD DE  SKK
LNNSGEYAFS RCI LCK
LI EGNYKNI D DDRLKK
DSDNNYI FQK ENFLD

DSDNNY!I FQK ENFL D

GLWG NTNI NKNLKK
DDSEEYDI YD | DI DE
NGENYNFVYG DQNFKK
DSTPQSELKN | KDFDK
DTGGNHYFNS CRNFDK
NASGSYEFTN EDDFKD
DVWVGNNTNI NEKLKN
SGESKEYDFN SRMLKK
TSDNKYQFKT ENFLD

TNDGKYQFKT ENFLNN
TSDNKYQFKT ENFLD

SNSTTSDI NK NKDI K

NSSGYYQFKD EEFLNN
DPNNTGKGAY ESVLSA
DGHATLELKD | TNFKD
TDDKQYDFKK DNFLDS
SSNGSYKFI N DK YFKE
DPKKSGEFNS L DLLKL
LDDPVNYNMST SCTLTL
NI STSNDI HS L CNAKN
DSNNNYQFKE KNFL DS
DSNNNYQFKE KNFL DS
SSTESYKFKD DNDFKE
DQASQNYTLD S TEM
NSSGEYKFKD TNFLNS
GTNGEYQFKT ENFLDS
NLSTERDI HS | COVVK
GTNGEYEFKE KNFLDS
GKGDYQ | I N CDI LNS
KNKNYQ VI N ESTLNR
LNNSGNYNFP NCLFKK
PNNGKYTFLN DSLFKD
KGNG PEFGD DDI LNN
ANGDYQ | MM K | LNN
DSKTPEKHNS MNI LST
DSDKNYKFRT ENFLDS
DPNNPREDTS TCLFENS
TSDNEYDFKK ENFLE

TSDNEYDFKK ENFLE

DKGVTYQFTT DEDYKN
NI SKGSDI HS L CNI KK
EKDESYRFI D DVDFKE
DGPKLPGEQY MNI LNT
LDGSGNYDFK KRFFKT
DNI KPLDFYG Y QCFKN
LDEGEYKFKE KNFLDS
GNRATVELST | KNYKN
LKNGEYEFKD NNFLDS
SNNESYKFI N NEYFQE
NKSGELELET | SNYSN
NVNAEI DLEN | SNYSN
EKGDYKI | I N CNI LSN
DPNNSRKEMS CDLLSM
ELNSGEYDFK CGCSLNI

GATTKLDLND NSEI KK
SKEAEFELND NESFKK
DRNSQNYTLE CGSYTNI

DKSPSI KFHN NCKI KN

CDCN KCDSNLEKI N
C DS KCSSDELKI |

CDN® NCNGPLDKI N
C NE NCNNYI DKI N
CTNN CDNNLDKI SA
CCSN SCDTDFEKI N
CCSN SCDTDFEKI N
CDNC SCDDPFGKVN
C DG ESGEGKCNTK
CTNS CDSNLEKI NA
C ND NCNTELEKNT
CTND SCDSNLGKI N
CTCN KCNDDTGKI S
CDNC SCDASFGKVN
C KE SCNNDI DKI' N
CDS¥ SCDTDAEKI N
CSSN DCNTDLEKI N
CDSY SCDTDAEKI N
C NG ESGDTECKTD
CNSN QCQSDYDRI S
C DC NCSI DEEKI |

C KE DCDTELEKNT
CCSY SCDGDI EKI N
CTD® QCEEDI NKI N
C DN TCSSDEEKI T
C DN QCKTYNNI VN
C NR DSGETECKTD
CDDK SCDTDFRRI D
CDDK SCDTDFRRI D
CTDV NCEEDI NKI N
C DN KCDDDNKKLS
CDCN TCDNDI EKI S
CND ECGTNYGKLN
C N© GSKKNECKTD
CVNCG ECSSDFGKI N
CACN KCSDNLAKI N
CSCN SCDNDLDKI N
CSSE KCEGDVNI VN
CDNK KCVTDLDKI H
CDNK KCQSDFDKI S
CT N NCSSNLDKLN
C NN NCSSDEEKI |

CFND ECNSDYGKI N
C YN NCDTDDNKVS
CDDY ECSTNYGKLN
CDD ECSTNYGKLN
CTNE NCDNDTDKMWN
CSNC ESEGTGCKTD
CTNE NCVDDTAKI N
C ES NCSSDELKI |

CSSN NCDI DI NKI'N
C SS SCNSELEKI T
CNNY KCEGDLDKI N
C SE NCDTDLEKI T
C/KN ECKGDLEKI N
CTD SCDNDLDKI N
C CK DCNTELEKI T
C CK DCNTELEKI T
CNSN ECSDNLAKI N
F NN NCSSDEEKI |

CSNR KCENDI DKI N
C EN GLGDNTCNTN
C | T DSGKNECNND
C DN NCDNDDNKKI

C | E DSGNQECKTD
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MEME

PY 05816 30 296606 | NSEECDI HN | DCI EEVC G NSGNNKCI TE
PY05781 31 296606 DNKKKYKLIN DQ | KEYCACGN SCDDDLEKI N
PY04733 68 32706 WFRGENKFNH EVLQKYCI NG CDHNLDKI NV
PY07477 84 327e06 SKDGTLELKE TDFKNYC VT DSGENECDNN
PY 06742 31 327606 SNNSGKSSFK DI VFRKYC ND NCDTNI KKI N
PY02298 30 360e06 LNNGEYEFKD NNFLDSYCFKY KCEGDLDKI N
PY 06339 31 39706 DSTGNYQFI N DDFLSNYCDNI DFSNGYCNI D
PY 06851 30 397606 SGKNALELKT LKNFNNYCSNG GSGETECNNE
PY 06740 54  4.36e-06 NASPYSTFDN NRCI KSYC NV DSGNSKECKT
PY 06126 30 4.36e-06 PDNRI YKFI S DVLFKEYCNNK | CGSDLDKI N
PY 03403 90 4.79e:06 GSNGDYQLINVE LKK Cl SK CDNNFDKI NA
PY06029 57 57706 SKSTNNDI NS LCS| RDYCSNG ESDGTGCKTD
PY05871 52 57706 LDDSNQYHFT NSLFKKYCLNE KCNNDLDKI N
PY00177 18 6.32e¢06 SGNAKI EFNK | KDFQKYCSNK SCNTELEQ T
PY03177 31 63206 GDVAKSELKE | KEYKDYC DD DCNTEI EQ T
PY 06514 21 632606 EKGEYQ |INKSI LDNYCTSS GCTDDLAKI N
PY07501 36 6.32e06 EEDESYRFKT VEDFI DYCTDG ECDDDTDKI N
PY 03636 31 69106 NTNVTSDFEE N NFKKYCYNQ GSGVNECNTD
PY07533 23 82506 DSNSPGEHTS CCLLSFNC NN NCDTDDKQ S
PY00308 44 981e06 DEGVFRI NTQ KSI NDYCNNC SNSGFGKCND
PY01871 30 1.07e05 LI GGKYQFKD DNFLNNSCNNN NFLNNYSCNN
PY07413 38 107605 DSKTPEKHNS | CFLNMFF S SCNSDEEKI |
PY04988 23 137605 NSNEYHEFDD SSFLNGYCFKD KOGRGYPLDK
PY01773 28 149205 DNYSFDKNKV STAI QT YCRSN KKPWKRECNT
PY01981 28 190805 NFLFEKDHDS NQKYNTYCQNN KKKEKGECQT
PY 04755 22 2.40e-05 DPNTKNYKFK DEVSQKYCTDV NCDDDI NKI N
PY 05410 31 30105 ENPTTLDFYD NKNFLEYC QK NCNSELEQ T
PY02671 30 301e05 SNNKKYI FGN DSLFKENCTNQ KCESDLAKI N
PY04773 31 4.34e05 KI GDGSNFDN | TNVARYCRDE ESGETECKTE
PY06886 40 106604 DPNNPEEYNF MNKLNTFF DS NCSSDEEN |
PY 03987 38 3.77e04 DPNNPGEYHS T LLKVAF KN DCSNDDRKLS
PY07838 55 655604 DLNNRGENNY RDALSTFFDDS DSCSGEEK |
PY 07454 247 854e04 | KFVDIKQNI VSFI DI FCNTN FLVWNCI | FVI
Motif 12 block diagrams
Lowest
Name p- Motifs
value

[
[PY03332 | 2.4e-10| 12

[
[Pro2312 | 6e-10| E

[
[PY00175 | 9.2¢-10| |

[
[PY05719 | 1.4e-09| 12

[
|PY03331 | 1.76-09 E

[
|PY03983 | 1.7e-09| i |

[
[PY01110 [ 2.1e-09| =

[
|PY03010 | 2.56-09 | |1 |

[
[PY04321 | 3.1e-09| E

[
|PY07546 | 3.16-09 E

[
|PY06877 | 3.7e-09| i |

[
[PY06619 | 4.4e-09 | 12

[
|PY06732 | 4.4e-09 E

[
[PY03438 [ 4.4e-09 | 12

[
|PY06020 | 7.56-09 | =B
|PY05708 | 7.5¢-09 12
PY 06547 | 8.96-09 |meefiI2H}

[
|PY03359 | 1.1e-08| i |

[
[PY02131 | 1.5¢-08| 12
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MEME

|PY03729 | 1.5e-08:

|PY07421 | 1.5e-08:

|PY07080 | 2e08]

|PY04084| 2e-08:

|PYo1111 | 2.30-08|

|PY02564 | 2.3e-08:

|PY02940 | 2.3e-08:

|PY04155 | 27608

|PY03986 | 3.2e-08:

|PY01080 | 3.26-08|

IPY04066 | 3.7e-08:

|PY00297 | 4.2e-08:

|PYO4466 | 42608

|PY01873 | 4.2e-08:

|PY04786 | 4.9e-08|

|PY03016 | 4.9e-08:

|PY05767 | 4.9e-08:

|PY03760 | 49608

|PY05912 | 5.6&08:

|PY07021 | 5.66-:08|

|PY00284 | 5.6e-08:

|PY04215 | 5.6e-08:

|PY02827 | 6.56-08]

|PY05560 | 6.5&08:

|PY05822 | 6.56-08|

|PY07226 | 7.59-08:

|PY02543 | 7.5e-08:

|PY06204 | 75608

|PY00500 | 8.6&08:

|PY06220 | 86608

|PY03042 | 8.6e-08:

|PY00578 | 8.69-08:

|PY00924 [ 9.8e-08]

|PY07022 | 9.8&08:

|P’Y04787 | 1.1e-07:

|PY07624 | 1.1&07:

|PY02541 | 1.1e-07:

|PY01184 [ 11607 |

|PY00988 | 1.1eo7:

|PY00997 | 1.3e-07:

|PY02278 | 1.3&07:

|PY01331 | 1.5&07:

|PY04795 [ 15607 |

|PY00055 | 1.5e07:

|on7594 | 15607 |

|F’Y01774 | 1.5e-07:

|PY07027 | 1.5&07:

|PY04430 | 1.59—07:
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MEME

|PY00552 | 1.7e-07:

|F’Y04554 | 1.7e-07:

|PY02973 | 1.9e-07:

|PY02140 | 1.9e-07:

|PY06334 | 22607 |

|PY05828 | 2.5e-07:

|PY07111 | 2.89-07:

|PY04083 | 2.8e-07:

|PY07331 | 2.8e-07:

|PY07327 | 2.8e-07:

|PY01595 | 2.8e-07:

|PY 06760 | 3.66-07 |

|PY02036 | 3.6e-07:

|PY00580 | 3.6e-07:

|PY06829 | 36607

|PY07849 | 3.6e-07:

|PY06499 | 4e-07|

|PY07160 | 4&07:

|PY05244 | 4e-07:

|PY05769 | 4e07]

|PY02652 | 4eo7:

|PY02943 | 4.69-07:

|PY07422 | 4.6e-07:

|PY04979 | 46607 |

|PY01837 | 5.1eo7:

|PY02688 | 5.1607 |

|PY05146 | 5.1&07:

|PY06567 | 5.1e-07:

|PY05688 | 5.86-07|

|PY06374 | 5.8&07:

|PY07405 | 6.56-07|

|PY05624 | 6.59—07:

|PY02572 | 6.59-07:

|PY04516 | e.5eo7:

|PY00494 | 6.56-07|

|PY06763 | 6.59—07:

|PY00085 | 8.2e-07:

|PY07090 | 8.2607 |

|PY06666 | 8.2&07:

|PY07516 | 8.2607 |

|PY05820 | 9.2&07:

|PY03991 | 1.2e-06:

|PY07198 [ 1.3e-06 |

|PY06549 | 1.3&06:

|PY02614 | 1.46-06 |

|PY03973 | 1.6e-06:
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MEME

|PY07342 | 1.6e-06:

|PY06796 | 1.66-:06 |

|PY05586 | 1.8e-06:

|P’Y06227 | 1.8e-06:

|PY04327 | 2.2e-06:

|on3194 | 27606 |

|PY07264 | 2.7e-06:

|PY01834 | 3e-06|

|PY05816 | 3e-06:

|PY05781 | 3e-06:

|on4733 | 33606

|PY07477 | 3.3e-06:

|PY06742 | 3.30-06 |

|PY02298 | 3.6e-06:

|PY06339 | 4e-06:

|PY06851 | 4e06]|

|PY06740 | 4.4e-06:

|PY 06126 | 4.4e-06 |

|PY03403 | 4.8e-06:

|PY06029 | 5.8e-06:

|PY05871 | 5.86-06 |

|PY03177 | 6.36-06 |

|PY06514 | 6.3e-06:

|PY07501 | 6.3e-06:

|PY03636 | 6.96-06 |

|PY07533 | 8.3&06:

|PY00308 | 9.86-06 |

|PY01871 | 1.1e-05:

|PY07413 | 1.1e-05:

|PY04988 | 1.46-05|

|PY01773 | 1.5eo5:

|PY01981 | 1.9e-05|

|PY04755 | 2.4&05:

|PY05410 | 3905:

|PY02671 | 3e05

|PY04773 | 4.3&05:

|PY06886 |0.00011 |

|PY03987 |0.00038 :

|PY07838 |o.oooe5 :

|PY07454 0.00085 |

|
‘SCALE ’1

|
125

|
150

|
175

|
200

|
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|
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| | | |
275 300 325 350

|
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|
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|
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|
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|
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|
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|
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|
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|
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|
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|
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Motif 12 in BLOCK Sformat

[ viewslock12 |[ viewFAsTA12 || ViewRAw12 |

I Submit BLOCK 12 Ito BL OCK S multiple alignment processor .
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http://www.blocks.fhcrc.org/blocks/process_blocks.html

MEME

Motif 12 position-specific scoring matrix

View PSSM 12

Motif 12 position-specific probability matrix

View PSPM 12

Time 2173.40 secs.

PNMOTIF 13  width=15

sites=113 |llr =1867 E-value=5.4e-264

P-
NAME  START VAL UE
PY 02614 226 3.77e-14
PY 00284 245 1.55e-13
PY 00175 222 3.01e-13
PY 05816 231 5.71e-13
PY 05912 222 143e-12

Simplified A :::::::::111121
pos- L
eGfic Corrriiiiiiioooo
probability D3::::::::::::1:
matrix E:::::1412:11::1
F:2::
G:
H::ooo: RN
l:2::1::7:1: 1111
1141221: 1

S1126:11:1:1111:

T::11:

bits 7.1

5.0

Information4.3

content 3.6
(238 bits) 2.8

21 Wi

141

|
o7l i

0.0

Multilevel DI SL
consensus NFS

sequence

YCGKKGGTCN NF  SL
KDEYDDI NCV DI SL
DYTLLNNTPI NR L
KNKYNG NCM NI~ SF
KGTRFSNI ST DR L

:3:162:::1

El KTx KNx x
T

SITES

| KTEENDA LSSGLI SEDA
SIKTTQ | QSSEDHSEHG
TKKT QQVN QEVPKEI KTT
SI KRTQQ V QSSGVTSSSL
TEKTAKKVE VEGYNETKI G
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MEME

PY 06567 234 1.43e-12 KKKCNGANCMDI SL | KTI K 'V KSSEGNYEQN
PY01110 224 3.41e-12 KGTRFNNTSI NR SL TEKT KKDN TEGTKVTKAT
PY 06740 264 3.92e-12 YCTSKGVDCN DF SL M KTKKNSV KSSERTSVQD
PY 05410 222 392e-12 KEKCNNVQPR SF L ElI ATSI SAQ MSGVTSPSLS
PY 05244 243 451e12 YCDDNNVDCN DI LL EI KTTNN V QDSGXI EAT
PY01111 221 45le12 KGNKFNTTSV DR SL TOQKT KKDN PGPKVTKATD
PY 04554 218 5.19e-12 KNECKDAQDV VF SL EI KTSONTT Kl PGETSDKN
PY 05624 218 1.52e-11 YYTSKGGNSK DI SLS | KTEENDA LSSGLI SEDA
PY 07421 223 152e-11 GKNKI GNTSI NL SL TEKTNENVC | SDSKETI TV
PY 06732 227 1.73e-11 1GRSYKNI SI DR SL TQKTVKKVN VEGSNGTKTP
PY 02543 228 2.55e-11 YCSKKGGTCN NF SLS | KTKENDA LSSGLFSEDA
PY 01837 234 2.89%-11 YCNENKGDCN DI SLL | KTKENAV QSSAHDNVQN
PY (03332 252 2.89e-11 KGTRFSNI SK DR L TEKTCKKVE VEGSKGNKTV
PY04773 236 2.89e-11 KKDYDDNSCM ¢l SI Tl KI KON 'V QSYEDHSEHD
PY 06782 209 4.77e-11 EKNKVDGKPI NL SL TKKTVENVD | SNPKETQDV
PY 07080 221 53911 YCNKKGANCK EFSSL EI TTKFAAQ LSGDTSSSSI
PY 03359 265 6.88e-11 GKNQ GDTSI NL SL TEKTVENI D | SESKETI | V
PY 07477 275 6.88e-11 DYNNLI NKCK SFTSL EI TTEFSAQ MSGVTSSSPI
PY 06029 266 8.75e-11 YCTENGVDCN DI SLS | KTKENDL QGSEHI SEVT
PY 00552 237 8.75e-11 FKKEYNVNCE ©I LF SI KTTQ VQ SYEDHSEHDS
PY 00988 219 8.75e-11 DYDNLKNKCK NF LF EI NTTONSV KCSEN LKQ
PY 07226 244  9.85e-11 EKNKVDGKSI EF SL TKKTVENVD | PNSEEEKAV
PY 03983 243 1.25e-10 YCNESKVDCS DVSVL El KTTQNSA QVSEETI QKF
PY 06020 221 279e-10 KSKALRSISI DL QL TEKRAQKVN QEVPKEI KTT
PY 03194 223  2.79e-10 DYNNLKDKCT NCSSL EI TAKI SAL RSGYTSSSSI
PY 00997 203 3.50e-10 DSI RFNDWMPI DR SL TEKTLKKDN PEDPKVTKAT
PY07111 224 437e-10 KGINLYSKTK VF SL TKKTAENGC | SDSKVTKTI
PY 06514 215 5.44e-10 KKKCSDVSCK DI LQSI EKTRNAV DFSELSKQTS
PY 02827 253 6.76e-10 KNKCENI KCN DI SL EI AKKNYEQ RSEVTSSSSS
PY 03991 254 9.32e-10 DYDNLKNKST NVTSL EI TAKVSAL | SGDTSSSSI
PY 04979 201 1.04e-09 DYDNLKSKCS NCSSF EI KK KKCV ENFKQNPERA
PY 04327 222 1.28e-09 DYNNLI NKCK SFTSL DI TTKFSAQ MSGVI SSSSS
PY 07021 232 1.28e-09 DYI NFKNKCN DI L ©l ASElI FAQ RFGFTSSSSI
PY 06549 218 1.94e-09 DYGILRSKRN DI TFL EI TAKI SAL RSGYTLSSSS
PY 07090 244  2.15e-09 YCKNNKNDCS DI LL NI KTKENGV RNSEPSPEHI
PY 02564 218 2.38e-09 DYDNFKKKYK DSLSF TI EK KNCV QRLEQ SQDA
PY 06339 233  2.63e-09 | KKCNDTQCC KSSSL Tl ETEKI E NCSEETSEKT
PY 07405 224 2.63e-09 | KKCNDAQCC KSSSL Tl ETEKI  E NCSEETSEKT
PY 05688 236 2.63e-09 KGTRYNNTSI NLT L TKKT KKDN VESSKETKTT
PY 05586 251 2.91e-09 KKNCSDVNCK DI LQSI EKTKNI V DFSKQNSEVG
PY 00494 211 291e-09 DYDNLKSKCS DSSSFREI KT TNCV KRSKQSSQLI
PY 06763 211 291e-09 DYDNLKSKCS DSSSFREI KT TNCV KRSKQSSQLI
PY 05648 229 3.22e-09 DYDNFKKKCN DNSSL Tl ETEKI SE | CSEKTSKKT
PY 07406 227 3.22e-09 DYDNFKKKCN DNSSL Tl ETEKI SE | CSEQTSKKT
PY 06742 222 4.79e-09 SLRVTI DTEMAR QL SKKTAQKVE VElI SNETKTT
PY 03729 226 4.79e-09 YNNSKYFKSS L TI EEI KT AQKI LQSSEDTSSS
PY 05708 217  4.79e-09 DYDYLKNKCK NVQ L EI TADI SAL ASTLEDASSS
PY 05781 217 5.28e-09 NYNNFKKKCN DL S| STI DTTDNSV YTSGLTSEVT
PY 02140 214 5.82e-09 DYDNFKKKNN NSSSL SI KTKI YM | YGFSSLI FL
PY 04155 214 5.82e-09 DYDNLKKKNN NSSSL SI KTKI YM | YGFSSLI FL
PY 07342 217 5.82e-09 DYNNLNEKYS DI SFSEI ESKI SAL ASEDTSSSSI
PY 00493 253  6.41e-09 DYKNLKNKYK NYDFL EI DTTQSDA KCSEQTSKKT
PY 02970 236 6.41e-09 DYKNLKNKYK NYDFL EI DTTQSDA KCSEQTSKKT
PY 03636 221 7.06e-09 DYNNLKEKCK DI Q L EI TSNI YAL SSGYTSSSSS
PY 06796 218 7.78e-09 DYGNLKNKST NI TSL EI TENVSAL | SGDTSSSSI
PY 02687 226 8.56e-09 DYNNLKNKYK ©DT L EI NTKETDA ECSEQTSKKN
PY 05769 226 856e-09 YNNSQHFKSS L TI EElI QTSAQQlI LQ SGDTSSS
PY 02652 226 856e-09 YNNSQHFKSS L TI EEI QTSAQQlI LQ SGDTSSS
PY 07331 219 856e-09 YNNSQYFKSS L TI EEI QTSAQQI LQSSEDTSSS
PY 02312 243 856e-09 KGRKFDNTElI NL TL TQKI SKTVD VEGSNRTKTD
PY 05822 217 856e-09 DYNNLKI NCK NCSSF EI E SI VAL TSEDTSSSSI
PY 05146 255 1.04e-08 NFKKNCSVKC SI SSF Tl EK KNYV ETFEKGSDKT
PY05719 246 151e-08 DYDNLKNKCR SFRSL ElI TKKCSAQ MSGVTSSSSS
PY 06619 238 1.51e-08 FKNKFKNSKC SDTSF EI KI  ONI'l KCSEQKLKQ
PY 01872 207 1.81e-08 NYDDLKI KCK NDQTL EI ASI VAL TSEDTSSSSI

http://65.54.168.250/cgi-bin/ge
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MEME

PY06851 238 18108 YCSINKVDCD DI SLS | NTTKKNL QGSELSFEDT
PY00500 225 1.99e08 KKKCKDI KCS NSSSF Tl EKNKI V NCPERTVQ S
PY04755 210 1.99e08 DYNNLKNVCN DF SL TYSRRLVI K KTLVPI AFI F
PY 04466 212 261e08 MNKYNNTQCS KSS X Tl ETTENFA QQ LQSSEDT
PY00055 211 26108 KYRVPYNKQMKR L TEKKAEKND VWDSSETKI D
PY04083 219 26108 DYGNLKKKCK NSSSF SI EI TDNSA HTSEVASSSS
PY07327 218 342e08 DYGNLKKKCK NSS F S| EI TDNSA HTSEVASSSS
PY 04795 224 447608 KNKCKDI KCS NYSSF Tl EKKNNSL KCSEKTAQGS
PY01774 219 447608 DYSNFKKKCK NSSSF SI EATNNFI RTSELTSTQT
PY07027 219 447608 DYSNFKKKCK NSSSF SI EATNNFI RTSELTSTQT
PY01080 217 488e08 YNNSQHFKSS | TIECI QTSAQQ LQ SGDTSSS
PY 02660 240 63408 RTLEVEFVRK QI EL KEKTTQVST | PKESENHES
PY 02278 220 692e-08 DYNKLKDKCN CNSSF S| ETMONSC LI SEDTSSSS
PY07411 191 822e08 KGRSYNNISL YL SLSTEKTSRKVI VAGSNETKI D
PY 06666 192 1.26e07 DYDNLKKNCE F ST DI KKI | SEQ HVCEVASSSS
PY03010 233 13607 KNECKDAKDS NF ALKEI ST QDTI ES| GQTTEQ
PY00578 186 1.36e-07 DYNNLKNRCK | QSL EI TEFSALA STYEFTSSSS
PY06334 218 175607 DYCNLKNKCN QF TL TYSRRFVI K RTLI Pl AFM.
PY03177 222 1.90e07 NONRNGVKCK DFLSLSEI ETNLFAL TSEDTSSSST
PY05871 244 224607 KGRNFNSAEI KF TL KEK AKKVS VEGSNATQTV
PY06126 223 263207 KNI CNGAQSS NF SL TYSRRLLI K NTLI SI GFI F
PY07594 217 309e07 DYDNLKKKCK NF S| Cl | NENSEQ RSEVTSGSS
PY00177 204 393607 DYNNIKGKRK DYQTL EI TEFSALA SKYGVTSSSS
PY02298 226 393e07 SKGGNOKNYP EL Tl EEI QASAQKT VQ SEDTSSS
PY06829 217 393e07 SKGGNCKNYP EL Tl EEI QASAQKT VQ SEDTSSS
PY00924 346 4.97e-07 DYNKLNKKCS NI SFSELASKI SAL ASEDTSSSS
PY02971 206 497607 DYNKLKSKYN CF S| ETSANSFAL TSEDTSSSSI
PY03973 217 49707 GYDNLKNECE DF ST DI TNI | SE  ASEVTSSSSI
PY02782 235 581607 DYNNLKNKYK DDN L EI NTKNDAK CSEQTSKQTN
PY 02671 223 6.28¢07 KNI YKNAKSI DF | L TYSRRSVI K KTLMSI GFI F
PY01834 268 6.79e07 NLKDKCNDIS F S| ETI Kl VKCS EQKI EQTPAP
PY06204 217 679207 DYDNFKKKCK DI SSF Al DK NI T KCPEQNLSSA
PY06220 220 155606 NDLKGQUKSY DM TLQTK | KKKT QUDDSTSG S
PY06760 218 16706 DYNDFKKECK EI LS  KETKDN C QTLVG SGQG
PY02943 218 1.80e06 DYNRFKNKCN NL SLSTYSRKLVI K RALI Pl AF| F
PY07826 341 180e06 KOMBEKKETGSG SS SSTEQTDT HQSSSEESEK
PY02973 213 194606 DYNNLKI KCK SCTSL DI TNI SALA SVYTSSSSSI
PY07035 262 2.58e:06 DYKNLKNKYK NYDFLLEI DTTETDA KCSEQTSKKN
PY05820 222 320806 KQTl YLHLRN KL NLI TEKTATQVS GSSPKEPQDT
PY00580 213 344606 DYNNLKI KCK DCTFL DI TNI SALA SVDTSSSSSI
PY04321 253 367e05 YFRNSYVKSI KQGTI ELI TEKTTQ I SVSNHEGTQ
PY07187 361 317e04 PPSSQDPPGS SG SG SDSSDT DS SDISDTSDTS
PY06547 219 479204 FTTKNASKI D NSKKF | L TEKATK SLI RHSSI Q
Motif 13 block diagrams
Lowest
Name p- Motifs
value
|PY02614 | 3.8¢-14|
[PY00284 [ 1.6e-13|
[PY00175 | 3e-13|
|PY05816 | 5.7e-13|
[PY05912 | 1.4e-12|
|PY 06567 | 1.4e-12|
[PY01110 | 3.4e-12|
|PY06740 | 3.9e-12|
[PY05410 [ 39e-12|
[PY05244 [ 45¢-12|
[PYo1111 | 45612

0f396f8d6791d (87 of 111)29/07/2006 16:53:40

http://65.54.168.250/cgi-bir 0173%2eres RMSG=... |__ts%3d115 1__ha%3d857ef5f1




MEME

|PY04554 | 5.2&12:

|PY05624 | 1.5&11:

|PY07421 | 1.5&11:

|PY06732 | 1.7e11:

|PY02543 | 2.5e-11:

|PY01837 | 2.9&11:

|PY03332 | 2.99-11:

|PYO4773 | 2.9&11:

|PY06782 | 4.8e-11|

|PY07080 | 5.4e-11

[PY03359 | 6.9¢-11
|PY07477 | 6.9e-11
[PY06029 | 8.7e-11|
|PY00552 | 8.7e-11
|PY00988 | 8.7e-11|

[PY07226 [ 9.9e-11|
|PY03983 | 1.2¢-10|
[PY06020 | 2.82-10|

|PY03194 | 2.8e-10|

|PY00997 | 35e-10|

[PYo7111 | 4.4e-10|
|PY06514 | 5.4e-10|

[PY02827 | 6.8¢-10|
|PY03991 | 9.3e-10|
[PY04979 [ 1e-09|

[PY04327 | 1.3e-09

|PY07021 | 1.30-09
[PY06549 | 1.9¢-09 |

|PY07090 | 2.16-09
[PY02564 | 2.4e-09|

[PY06339 | 2.6e-09 |

|PY 07405 | 2.6e-09
|PY05688 | 2.66-09 |

|PY 05586 | 2.96-09
[PY00494 | 2.9e-09 |

[PY06763 | 2.9¢-09 |

|PY0s648 | 3.26-09
[PY07406 | 3.2¢-09|
|PY06742 | 4.8e-09

[PY03729 | 4.82-09|
[PY05708 | 4.8¢-09 |

|PYos781 | 5.3e-09

[PY02140 | 5.8¢-09 |

|PY 04155 | 5.8e-09 |

|PY07342 | 5.8¢-09|

[PY00493 | 6.4¢-09
[PY02970 | 6.46-09
[PY03636 | 7.1e-09
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MEME

|PY06796 | 7.8&09:

|P’Y02687 | 8.6e-09:

|PY05769 | 8.6e-09:

|PY02652 | 8.6&09:

|on7331 | 86609

|PY02312 | 8.66-09|

|PY 05822 | 8.66-09

[PY05146 [ 1e-08|
|PY05719 | 1.50-08|
[PY06619 | 1.5¢-08|
|PY01872 | 1.8¢-08|

|PY06851 | 1.8¢-08|
[Pv00500 [ 2e-08|

|PY04755 | 29-08:

|PYO4466 [ 26608

|PY00055 | 2.6&08:

|PY04083 | 26608

|PY07327 | 3.4&08:

|PY04795 | 4.59-08:

|PY01774 [ 45608

|PY07027 | 4.5&08:

|PY01080 | 49608

. I
= !E!
= ol == =l
%) w wHw w

()

[PY02660 | 6.3¢-08|
|PY02278 | 6.9¢-08|

[PY07411 | 8.2e-08|

|PY 06666 | 1.36-07 |

[PY03010 | 1.4e-07 |

[PY00578 | 1.4e-07 |

|PY 06334 | 1.86-07 |

[PY08177 [ 1.9e-07 |

|PY0s871 | 2.26-07 |
[PY06126 | 2.6e-07 |

[PY07504 | 3.1e-07 |

|PY00177 | 3.9e-07

[PY02298 | 3.9¢-07 |

|PY 06829 | 3.96-07

[PY00924 [ 5e-07|
[PY02971 [ 5e-07|

|PY03973 | 5e-07|

[Pv02782 | 5.80-07 |

|PY02671 | 6.36-07 |

[PY01834 | 6.8¢-07
[PY06204 | 6.8¢-07 |

|PY06220 | 1.66-06 |

[PY06760 | 1.7¢-06 |
|PY02943 | 1.8e-06 |

|PY07826 | 1.8¢-06 |
[PY02973 | 1.9¢-06 |
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MEME

|PY07035 | 2.6&06:

|PY05820 | 3.26-06

|PY00580 | 3.4&06:

|PY04321 | 3.7e-05:

|PY07187 [0.00032 :

|PY06547 |0.00048 :

[ |
’SCALE 1 =

| | | | | | | | | | | | | |
50 75 100 125 150 175 200 225 250 275 300 325 350 375

| | | | | |
400 425 450 475 500 525

|
550

BY5)

|
600

625

Motif 13in BLOCKS format

| viewBLock 13 ||

View FASTA 13 ||

View RAW 13 |

| Submit BLOCK 13

lto BLOCK S multiple alignment processor .

Motif 13 position-specific scoring matrix

View PSSM 13

Motif 13 position-specific probability matrix

View PSPM 13

Ti me 2286. 34 secs.

PNMOTIF14 width=8

sites=65 Ilr =1206 E-value=1.2e-226

http://65.54.168.250/cgi-bi

Simplified A ::::::i:
pos.-
specific
probability D::::::::
matrix 18

bits 7.1

5.7
5.0
Information4.3 ||

content 36 [l
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MEME

NAME

PY (03331
PY 04786
PY 03016
PY 06029
PY 06020
PY 06499
PY 04733
PY 01110
PY 05688
PY07111
PY 06732
PY 00997
PY 06754
PY 05560
PY 03986
PY 06877
PY 02660
PY 07264
PY 06886
PY 01184
PY 05923
PY 04516
PY 03948
PY 02312
PY 02671
PY 06374
PY 07022
PY 04084
PY 03983
PY 00055
PY 02827
PY 04554
PY 01834
PY 05244
PY 01331
PY (07226
PY 05871
PY 07838
PY 01595
PY 03091
PY 06760
PY 00175
PY 03987
PY 06851
PY01873
PY 03760
PY 02036
PY 06742
PY 03403
PY 06666
PY 06204
PY 02565

START

268
268
268
333
309
284
336
312
323
312
315
293
294
262
274
264
339
304
279
316
306
295
270
331
272
272
316
276
317
308
337
292

310
267
331
332
285
300
284
314
309
278
305
314
272
265
310
363
255
290
289

P-

VALUE

1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
1.70e-10
4.84e-10
4.84e-10
7.12e-10
7.12e-10
1.20e-09
1.20e-09
1.27e-09
3.27e-09
3.27e-09
3.27e-09
3.27e-09
5.32e-09
5.32e-09
5.32e-09
5.32e-09
5.32e-09
5.32e-09
5.98e-09
7.22e-09
7.22e-09
1.60e-08
1.88e-08
2.40e-08
2.40e-08

(26.8bits) 2.8
21
14
07
0.0

Multilevel LREKLKK

consensus

sequence

SITES

FGFRKRSQKQ  LREKLKK
FGFRKRSQKQ L REMLKK
FGFRKRPEKQ L REMLKK
FGSRKRSQKQ  LREKLKK
FGFRKRSQKQ  LREKLKK
FGFRKRSQKQ L REMLKK
LFGFRKRVQK  LREKLKK
FGFRKRSKKQ  LREKLKK
LFGFRKRSQK L REKLKK
FGFRKRVQKQ  LREKLKK
FGFRKRSQRQ  LREKLKK
FGFRKRSKKQ  LREKLKK
FGFRKRSQKQ L REKLKK
FGFRKRSQKQ L REMLKK
FGFQKRSQKQ  LREKLKK
FGFRKRSQKQ  LREMLKK
LFGFRKRAQK L REKLKK
FGFRKQSQKQ  LREKLKK
FGFRKRSQKH  LREKLKK
LFGFRKQSKK  LREKLKK
FGFRKRSQKQ LREMLKK
FGFRKRFKKQ  LREKLKK
FGFRKRSQKQ  LREKLKK
FGFRKRAQKQ  LREKLKK
LFGFRKRSKK L REKLKK
LFGFRKRSKK ~ LREKLKK
FGFRKRSQKQ  LREKLKK
FGFRKRSQKQ L REMLKK
FGFRKRSQKQ  LREKI KK
FGFRKRSQKQ  LREKI KK
FGFRKRTQKQ | REKLKK
FGFRKRSQKQ | REKLKK
FGFRKRTQKH L RENLKK
FGFRKRTQKQ  LRKKLKK
FGFRKRSQKQ  LREKLKT
FGFRKRSQKQ L REKLKK
FGFRKRSQKQ QL REKL KK
FGFRKRSQKQ YL REMLKK
FVLRKRAQKQ YL REKLKK
FGFRKRFQKQ KL REKL KK
FGFRKRFQKQ KL REKL KK
FGFRKRFQKQ KL REKL KK
LGFRNRFQKQ KL REKL KK
FGFRKRSQKQ KL REKL KK
FGFRKRFQKQ KL REKL KK
LFGFRKRFQK ~ LRKRLKK
FGFRKRSQKH  LKEMLKK
FGFRKRSQKQ  LKEKLKK
LFGFRKRVQK NLREKL KK
FGFRKRSQKQ  LREI VKK

FGFRKRFQKQ KL REKI KK | KKK

FGFRKRFQKQ KL REKI KK

http://65.54.168.250/cgi-bin/ge
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MEME

PY 05820 323 2.78e-08 FGFRKRSQKQ QI REKLKK

PY 02140 276 3.29e-08 SGFRNRFKKL LRKKLKK MKKEWTI NI
PY 04155 276 3.29e-08 SGFRNRFKKL LRKKLKK MKKEWTI NI
PY 05912 310 3.29e-08 FGFRKRARKQ 'LRENLKK

PY (07090 315 457e-08 FGFRKRTKKQ LKEKI KK

PY 06227 293 457e-08 FGFRKRFQKQ KLRENLKK

PY 05648 311 5.86e08 LFGFRKRVQK LRKKLI K

PY 03359 352 898e-08 FGFRKRSQKQ LRKKI KT

PY 04787 267 1.10e-07 LFGFRKKVKK RLRRKLKS LRRKW.I DI
PY 05767 273 1.10e-07 LFGFRKKVKK RLRRKLKS LRRKWLI DI
PY 04066 277 1.10e-07 LFGFRKKVKK RLRRKLKS LRRKWLI DI
PY 00308 305 243e-07 FGFDKLFQRQ /I RKKLKK FLCCGTH RF
PY 03010 309 3.73e-07 LFGFRKRSQK LREKVDV MF

Motif 14 block diagrams

L owest
Name p- Motifs
value

[PY08331 | 1.7e-10]

|PY04786 | 1.7e-10 |

[PY03016 | 1.7e-10]

|PY06029 | 1.7e-10

PY06020 [ 1710

[PY06499 [ 1.7e-10|

|PY04733 [ 1.7e-10 |

[PY01110 [ 1.7e-10

|PY0s688 | 1.7¢-10 |

|PY07111 | 1.7e-10:

|PY06732 | 1.7e-10 |

|PY00997 | 1.7e-10 |

[Pv06754 [ 1.7e-10 |

|PY 05560 | 1.7¢-10 |

|PY03986 | 1.7 10|

|PY06877 | 1.7e-10 |

|PY02660 | 1.7e-10 |

[Pvo7264 [ 1.7e-10|

|PY 06886 | 1.7¢-10 |

|PY01184 | 1.7e-10:

|PY05923 | 1.7¢-10

|PY04516 | 1.7e-10 |

|F’Y03948 | 1.7e1o{

|PY02312 | 1.7e~10:

|PY02671 | 1.7e-10:

|PY07022 | 1.7e~10:

|PY06374 | 1.7e-10 |

|F’Y04084 | 1.7e1o:

|PY03983 | 4.8¢-10 |

|PY00055 | 4.8e-10:

|PY02827 | 7.1¢-10 |

|PY04554 | 7.1e~10:

[PY01834 [ 1.26-09

|PY05244 | 1.26-09 |
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MEME

PY01331 | 1309

|PY07226 | 3.3¢-09
[PY05871 [ 3.3e-09
PY07838 | 3.309

|PY01595 | 3.3¢-09 |

PY03001 | 5.3¢-09

|PY 06760 | 5.3¢-09
[PY00175 | 5.3¢-09

PY 03987 | 5.3¢:09

|PY06851 | 5.3¢-09 |
PY01873 | 5,309
|PY03760 | 6609

PY02036 | 7.26:09

|PY06742 | 7.2¢-09

|PY 03403 | 1.6¢-08 |
PY06665 | 1.9¢-08 |

|PY 06204 | 2.4¢-08 | 4 3

PY 02565 | 2.4e-08 |

PY05820 | 2.8¢-08 |
PY02140 | 3.3¢-08 | 14 o

[PY04155 | 3.3¢-08| |14 o

|PY05912 | 3.32-08 |
[PY07090 | 4.66-08
|PY06227 | 4.6¢-08 |

|PY05648 | 5.9¢-08
[PY03359 [ 9e-08|
[Pv04787 [ 1.16-07 | 14 o

PY05767 | 1107 | 14 B

[PY04066 | 1.16-07 | 14 o
[PY00308 | 2.4-07 |
[PY08010 | 3707
‘SCALE ‘|1 I25 lso |75 I100 |125 |150 I175 |200 I225 I250 |275 I300 |325 lsso

Motif 14 in BLOCK Sformat

viewBLOCK 14 || viewFasta14 || viewraw 14 |

Submit BLOCK 14

lto BLOCKS multiple alignment processor .

Motif 14 position-specific scoring matrix

View PSSM 14

Motif 14 position-specific probability matrix

View PSPM 14

Time 2390. 97 secs.
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MEME

PNMOTIF 15 width=50 sites=7 Illr=952 E-value=1.5e-186

Simplified
pos.-
specific
probability

matrix

bits 7.1

50 |
Information4.3 ] ]
content 3.6 ll

Multilevel QTKDFI NSTYW:=KY LLNI YKLMKAD V FI I LELLFI FYLYKRKGDSLE
consensus | E
sequence

P-
NAME  START VAL UE SITES

PY 01963 496 1.47e-61 |11 NSSTQKK QTK FI NSI YWEKY LLNI YKLMKAD
PY 00754 537 2.63e-61 EII I NSSKKK QTKDFI NSTYW-KY LLNI vKLMKAD FI'I LFLLFI F KRKGDSLE
PY 04914 537 2.63e-61 EII I NSSKKK QTKDFI NSTYW-K LLNI VKLMKAD FI I LFLLFI F KRKGDSLE

\% VYKRKCGDSLE

\Y L

Vv L
PY01773 535 263e-61 ElIIINSSKKK QTKDFI NSTYW-KY LLNI YKLMKAD V FI I LFLLFI FYL /KRKCDSLE

\% \

\ L

| \%

FI'l LFLLFI F

PY 01981 604 1.43e-60 KFI DLSTQKK QAK FI NSI YWEKY LLNI VKLMKAD FI I LFLLFI F KRKGDSLE
PY 07826 546 3.99e-60 EI I 1 NSSKKK QTN FI NSTYW-KY LLNI YKLMKAD FI'I LFLLFI F KRKGDSLE
PY07187 604 1.52e-53 | FI NSYTPKK QDKNFI NFI YWEKY LLNI YKLMKAD FI'I LFLLFI F KRKDDSL E

Motif 15 block diagrams

L owest
p-
value

Name Motifs

[PY01963 | 1561 |

|PYOO754 | 2.6e-61 |

|PY04914 | 2.6e~61}

|PY01773 [ 2.60-61 |

|PY01981 | 1.4e-60 |

1__ha%3d857ef5f1 0f396(8d6791d (94 of 111)29/07/2006 16:53:47
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MEME

Prorezs | eco|

|PY07187 | 15053

SCALE [ | | | [ | [ | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 15in BLOCK Sformat

[ viewsBLock1s |[ viewFAsTA15 || ViewRAW15 |
I Submit BLOCK 15 Ito BL OCK S multiple alignment processor.

Motif 15 position-specific scoring matrix

View PSSM 15

Motif 15 position-specific probability matrix

View PSPM 15

Ti me 2494.50 secs.

PNMOTIF16 width=50 sites=7 |Ilr=936 E-value=14e178

Simplified Aa::::::coorrroor it
S T
edific CrTTIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

probability

matrix

bits 7.1
6.4
57
50
Information4.3 ]
content 3.6
(192.8 bits) 2.
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MEME

Multilevel Al NMFDTNETTEEVI N

TDRKKQMKI TI NLSSQNKQDKKLTNSST KKQD

consensus Ql T Fl
sequence
NAME START . 7 SITES
VALUE =

PY 00754 438 2.81le-61 KSKKKKKMKK Al NMFDTNETTEEVI N TDRKKQVKI TI NLSSQNKQDKKLTNSST KKQD KQFI NSSTPK

PY 07826 460 2.81e-61 KSKKKKKMKK Al NMFDTNETTEEVI N TDRKKQMKI T1 NLSSQNKQDKKLTNSST KKQD KQFI NSSTPK

PY 01773 449 281le-61 KSKKKQKMKK Al NMFDTNETTEEVI N TDRKKQMKI T1 NLSSQNKQDKKLTNSST KKQD KQFI NSSTPK

PY 04914 438 1.74e59 KSKKKKKMKK Al NMEDTNETTEEVI N TDRKKQVKI TI NLSNQNKQDKKLTNSST KKQD KQFI NSSTPK

PY 01963 409 499058 KSKKKKKMKK Al NMFDTNETTEEVI N TDRKKQMQI | | NL SSQNKQCKKL TNSSI QKKQD KKLTNSSTQK

PY 01981 465 4.94e-56 KSKKKKKMKK Al NMFCTNETTESVI N TDRKKQMQI | | NLSTQNKQCKKFI NSST KKQD KQFI NSSTPK

PY 07187 491 1.82e52 KSKKKKKMKK Al NMFDTNETTKRVI NSTDRKK MQI | | NLSTQNKQCKKFI NSST KKQD KKLTNSYTQK
Motif 16 block diagrams

L owest
Name p- Motifs
value

|PYOO754 | 2.86-61: 16

[PY07826 | 2.8¢+61 | 16

|PY01773 | 2.8¢61 | 16

|PY04914 | 1.7e~59: 16

[PY01963 [ 5e-58| 16

|P’Y01981 | 4.9e~56: 16

[Pv07187 [ 1.86:52 16

SCALE | | | | | | | | | | | | | | | | | | | | | | | | | |

1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625
Motif 16 in BLOCK S format
View BLOCK 16 View FASTA 16 View RAW 16
Submit BLOCK 16 | t0 BLOCK S multiple alignment processor.

Motif 16 position-specific scoring matrix

View PSSM 16

Motif 16 position-specific probability matrix

View PSPM 16

Ti me 2597. 37 secs.

PNMOTIF 17 width=29 sites=32 |Ilr =1223 E-value=1.1e-171
Simplified A 23:11::::::::8:::
& R S
specific

probability D 41:11421:::12:11:
E:311:::2:::3::14::

matrix
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MEME

Information4.3

N 2:331222:

P

bits 7.1
6.4
5.7

5.0

content 3.6
(55.1 bits) 2.8

Multilevel DANNSDCNKL L ENAKEFVKKYTELNDx NN

consensus E K TYSNK N E KN VI

sequence C
NAME  START P SITES

VALUE —

PY 02782 181 4.37e-25 KLLCEMYTEF DENTSKCTKCLEKAKEFVKI YEELND NN AKYl GYCQTL
PY 07035 208 2.09e-23 KLLCEMYTEF DENASNCTKCSEKANEFVKAYEKLND NN AKYI GYCQAF
PY 03983 182 5.31e-23 KPLCNMYTEL DANDTDNKKYLENAEEFVKKYERLND N TKDSDYYQVL
PY 02970 182 1.86e-22 KLLCEMYTEF DENT NCATCSEKADNFVKI YKELND DN | KYSGYCQAW
PY 00580 160 2.67e-21 FKLLCNMYSE VATNKDDNTLLDNANRFVOKYTELTNYNI EDTPRSQ LS
PY 02687 172 4.27e-21 KLLCEMYTEF DENASNCTKCSEKANEFVKI KELNDSNN TKYl GYCQAF
PY 02973 160 9.38e-20 FKLLCI MYNA DATNKDDNTLSDNATRFVQK I ELTNYNI EDTPRSQ LS
PY 05244 182 2.44e-19 KPLCNWYTEL NANDASDKRYLKNAKEFVKKYDELNN NN TKDSAYYQVL
PY 00493 199 2.79e-19 KLLCEMYTEF DEKKNDCTKCL CKSEEFVKI YKELND DN TNYEGYCQAW
PY (07090 183 3.64e-19 KPLCNMYTEL SANN ONKKYLENAREFVEKYEKLNVSAI SEDSPYYKVL
PY 00578 132 5.40e-19 SKLI CSMYGN VAQSQT CEI LSNNVKEFVKKYTELKNT YN DEGSPHSKI L
PYQ7477 221 7.00e-19 SKLLCSMYI N AEK TKDSTL NEAKDFVI KYKDLNE®©YN | EDTARSKI L
PY 05410 163 1.17e-18 SKLLCNMYGN VEKNANDTTLSNDAKDFAKKYTCLNEGYN | ESSARI KI L
PY 05708 163 1.71e-18 SKLI CSMYAN KATNTDNKKLLNDATSFVI KYKKLKDGSN TEGTSNNQ L
PY 04327 168 2.48e-18 SKLI CSMYI N AEK TKESTV NDAKNFVI KYTDLNESYN | EDTARRKI L
PY 03636 167 3.17e-18 AFKLI CSMYG NFETNK EQL DNATSFVNKYTELKDDSN | KGTLHSQLL
PY 00924 292 457e-18 SKLI CSMYAN KSMNTDCNKLLNDATMFVKT YAELKDCSN AEG PNNQ L
PY 02971 152 5.15e-18 FKLLCNI YGN VT TRKDNNTLSNSATSFVNKYTELNNDSK | EGTARSKI L
PY 06851 177 5.81e-18 KPLCKMYTEL NANESKCEECLKNAKKFVEKYNELNASDI DENSPYYQVL
PY 07342 163 1.05e-17 SKLI CSMYGN -VONKKCETLSNDATSFVQKYTNLNNKYK TEGASHLQ L
PY 07160 164 1.67e-17 KSLCKLYTEC DDSESD/YNSYLEKTQEFVKKYEQLKDLDI SENESYRQLF
PY 03438 163 2.36e-17 FKI LCKM | N ADKKDDCKT YLEKANEFVI EYQKLLNDND TEDSSYNKI L
PY 05146 198 1.25e-16 YALCMVHFEF NQES DCCKYLKNAQNFAEKYKKLNNVSD NKDSPYNRLL
PY 02541 164 291e-16 KSLCKLYTEC DNI ESDYNSYLEKTQEFVKKYEQLKDLDI NKNESYGKLF
PY03177 161 6.65e-16 FKLLCI MYDN “STNKDNKTLLNSANDFVKV YASLNNDRN | EDTVRNKI L
PY00177 150 1.81e-15 SKLI CNMYGN AAQNQT NI LSNNVNDFASQYTELNNKYK DKGTPHSKI L
PY 02131 164 3.57e-15 KSLCKLYTEC DDSDSNYYSYLEKTQEFVNKYEQLKEDFD VSEGSPHQLF
PY 01595 173 3.57e-15 KPLCNWYTEL DCSKTI SEKSLENANKFVEKYNELNVSDI DKDSPYHQVL
PY 06567 474 1.46e-14 YTLCMWLEF DEESRNCSKNSCRAKEFVEKYEYLKKNYS | TKNSPYYKL
PY 07080 160 1.75e-14 | FKLI CSMYN NVETNSRDKL NNANAFI EKYRELSNNCN | KGTAYSKI F
PY 06547 161 3.02e-14 AFKSLCNMYN SVATSK DTLLDNAI NFFENEYTEI NDYYN | ENSPYSQ L
PY 05820 162 4.66e-13 FKI LCNM NS ADKKDCCETCLKYADQFVDAYQKFI NDTD | ENSSYNKI L
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MEME

Motif 17 block diagrams

L owest
Name p-
value

Motifs

17

|F’Y02782 | 4.4e25:

17

|PY07035 | 2.1e~23:

17

|PY03983 | 5.3e23{

17

|PY02970 | 1.9e~22:

17

|PY00580 | 2.7e~21:

|PY02687 | 4.3&21:

17

|PY02973 | 9.4e~20:

17

|PY05244 | 2.4e19{

17

|PY00493 | 2.8e~19:

17

17

|PY07090 | 3.6e-19:

17

|PY00578 | 5.4e19:

17

|PY07477 | 7e~19:

17

|PY05410 | 1.2e18{

17

|PY05708 | 1.7e~18:

17

|PY04327 | 2.5e-18:

|PY03636 | 3.2&18:

17

|PY00924 | 4.6-18 |

17

|PY02971 | 5.2&18:

17

|PY06851 | 5.8e~18:

17

17

|PY07342 | 1.1e-17:

17

|PY07160 | 1.7e17:

17

|PY 03438 | 2417 |

17

|PY05146 | 1.2e16{

17

|PY02541 | 2.9e~16:

17

|PY03177 | 6.6e-16:

|PY00177 | 1.8e15:

17

|PY02131 | 3.6e-15|

17

|PY01595 | 3.6&15:

17

|PY06567 | 1.5e~14:

17

17

|PY07080 | 1.8e-14:

17

|PY06547 | 3e14:

17

|P’Y05820 | 4.7e~13:

|
SCALE o
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| | | | | [ | [ | |
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550
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600
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View BLOCK 17 ||

View FASTA17 || Vviewraw 17 |

Submit BLOCK 17

Ito BLOCKS multiple alignment processor.

Motif 17 position-specific scoring matrix

View PSSM 17

Motif 17 position-specific probability matrix
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MEME

View PSPM 17

Ti me 2699. 16 secs.

PNMOTIF 18 width=15 sites=25 |Ir=703 E-value=1.2e-097

NAME

PY 01331
PY 03986
PY 04066
PY 04787
PY07413
PY 04084
PY 06227
PY 06877
PY 02036
PY 06886
PY 05923
PY 04786

http://65.54.168.250/cgi-bir

START

118
124
129
120
130
127
144
114
116
131
157
119

P-

VALUE
2.02e-16
8.03e-16
1.28e-15
3.3%-15
3.96e-15
5.24e-15
1.99e-14
2.28e-14
2.59-14
5.18¢e-14
5.18e-14
5.80e-14

Information4.3

Simplified A :::::d1:::1::0:0
0S.-
specific

probability D 2::::62:2::::::

matrix

bits 7.1

5.0

content 3.6
(40.6 bits) 2.8

Multilevel NKI NKDVI EKKI KSM
consensus DN KM DN

sequence

SITES

GHI ADNSDNG DKI NKDVI ENKI KSM NI DI KYI SNY
NKYEENI STN NNI' NKDVI ENKI KSM NMNI KDVSNF
DKHI TTDSGS NKI NKAVI EKKI KSM NMNI KDI SNF
DKHI TTDNGS NKI NKAVI DKKI KSM NMNI KDI SNF
ENI SNSI DSN CKI NM=VI DKKI KSM KMNI KDI SNF
YNENI GVNSD DKI KKDVI ENKI KSM DVNI KDI SNF
DNI DKTTDSN SNI NMTVI EKKI RSM DI DI KDl YNF
CYKEHI TDSG ENI NKDVI EKKMKSM NWNI KDI SNF
YI NNI DDNSD DNI' NKSVI ENKI KSM NIVDI KDI SNF
I AADSDSDSD SKI NKNVI CKKI KSM DI DI KDI SNF
KHI ASDSSSG KKI - MDVI DTKI ESM NI DI KDI SNF
YDKHI TSDTS ENI NKSVI EKKI KSM NIVNI KDI SNF
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MEME

PY02572 116 9.02e14 YKGNI SADSD D | NMEVI SAKI KSM NI DI KDl SNF
PY 05767 126 9.02e-14 SKYKEHI TAG DKI NNDVI KNKI KSM NWNI KDI SNF
PY03987 131 1.58e-13 QKI NANSDSD NKI SKDVI KKKI ESM DI DI KDI SNF
PY07264 115 21813 YNQEKI GDSN NKI KI DVI DAKI KSM NMNI KDI SNF
PY07516 128 45513 EH DTDNSSG NKI YM=VI DEKI ESM DI DI KDI SNF
PY 03948 121 6.78e13 SCYKENI GTD SKI KKDDI CKKI KSM NI DI KDI SNF
PY03331 120 2.63e12 YEKNI STDSN | KI NM=FI DTKI ESM NVDI KDl SNF
PY07838 138 2.89e12 NNSCYKGNI P NDI NMDDI CNKI KLM DI DI KDI SNF
PY02565 141 347e12 | NAHNDSDSG NKI SKDVI ETKI RSI NI DI KDI SNF
PY 06499 136 6.60e-12 TNNCYKGNI P NNI NMDDI CNKI KSI DI DI KDI SNF
PY03091 135 122e11 YKENI GVKSG DKI TKDVI KKQI SSM NI DI KDI SNF
PY 06754 109 1.34e11 YNQKI NTNSS NKI KKNDI ENKI NSM NI Gl KDVBNF
PY04516 147 342e11 EVI NANSDSG SKI KKDVI YKKI KST NI DI KDI SNF
Motif 18 block diagrams
Lowest
Name p- Motifs
value

[
[PY01331 | 2e-16

[
[PY03986 | 8e-16

[
|PY 04066 | 1.3¢-15 |

[
[PY04787 [ 3.4e-15 |

[
|PY07413 | 4e-15

[
|PY04084 | 5.2¢-15 |

[
[Pvo6227 | 2e-14

[
|PY06877 | 2.30-14

[
[PY02036 | 2.6¢-14

[
|PY 06886 | 5.2¢-14

[
|PY05923 | 5.2¢-14

[
[PY04786 | 5.8¢-14

[
|PY02572 | 9e-14

[
[PY05767 | 9e-14

[
|PY03987 | 16613

[
[PY07264 | 2.2¢-13

[
[PY07516 | 4.5¢-13

[
|PY03948 | 6.8¢-13

[
[PY0s331 [ 2.6e-12

[
|PY07838 | 2.9¢-12

[
[PY02565 | 3.5¢-12

[
[PY06499 | 6.6-12

[
|PY03091 | 1.2-11 |

[
[PY06754 [ 1.3¢-11 |

[
|PY04516 | 3.4e-11 |
SCALE I I | I I [ I I I I I I

1 25 50 75 100 125 150 175 200 225 250 275

Motif 18 in BLOCK S format
View BLOCK 18 View FASTA18 || ViewRAW 18 |
Submit BLOCK 18 | to BLOCK S multiple alignment processor.
Motif 18 position-specific scoring matrix
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MEME

View PSSM 18

Motif 18 position-specific probability matrix

View PSPM 18

Ti me 2798. 48 secs.

PNMOTIF19 width=11 sites=31 Ilr=622 E-value=19e-067

Simplified A :1::::::9::
0S.-
specific
probability D 3:3::::1:::

matrix

bits 7.1
6.4
5.7
5.0
Information4.3 I
content 3.6
9.0bits) 28 | |

21 1N
1410
o7l

0.0

Multilevel DSELFKSVAKS
consensus T SV N N

sequence S D

NAME  START o SITES

VALUE ===
PY 01774 64 1.22e12 CLYLFNKI FG TSELFKSVANS NI NI VEYI M
PY 05769 64 1.22e-12 CLYLFKQ FG TSELFKSVANS NI NI VDYI LI
PY 07027 64 1.22e-12 CLYLFNKI FG TSELFKSVANS NI NI VEYI M
PY 02652 64 1.22e12 CLYLFKQ FG TSELFKSVANS NI NI VDYI LI
PY 00500 64 7.18e-12 CLYFFNEFFG SSDLFKSVAKS NI NI AGYI M
PY 04083 64 7.18e-12 CLYLFNQ FG TSQLFKSVANS NI NI VEYI M
PY 07327 63 7.18e-12 CLYLFNQ FG TSQLFKSVANS NI NI VEYI M
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MEME

PY 01080 55
PY 00988 62
PY 07546
PY 07021
PY05719
PY03729
PY07331
PY 05822 63
PY 04466 63
PY 02943 63
PY 04755 55
PY 06334 64
PY 06567 374
PY 06514 54
PY 05586 91
PY 04795 63
PY 05146 98
PY 02140 57
PY 04155 57
PY 03042 62
PY 05828 62
PY 04430 62
PY07017 45
PY 02940 68

B8R

8.64e-12
1.47e-11
4.24e-11
5.23e-11
5.88e-11
6.58e-11
8.17e-11
2.31e-10
3.19e-10
6.26e-10
6.26e-10
7.02e-10
7.82e-10
1.51e-09
1.67e-09
5.79e-09
8.27e-09
9.87e-09
9.87e-09
1.53e-08
1.82e-08
8.27e-08
1.23e-07
1.67e-07

CLYLFNKFFG SSELFKSVANS NI NI VDYI LI
CLYLLYTFFG SSDLFQSVAKS NTNI VDYI | |
CLYLFDGFFK DADLFKSVAKS NI DI VEYI M
CLYFFNEFFK DASVFRSVAKS NI DI VDYI | |
CLYLFNAFFG SSDLFENSVAKC NI NI VDYI | L
CLYLFKQ FG TSEFFKSVANS NI NI VDYI LI
CLYLFNHFFG SSELFKTVANS NI NI VDYI LT
CLYLLNEFFK NSSVFQSVAKN NI NI VEYI M
CLYLFMQ FG TSELFTSVANN NI NI VDYI LI
CLFLFNELFG SSDSFNSVAK® NI NI VEYI M
CLFLFNELFG SSDSFNSVAK® NTNI VDYI LI
CLYLLDAFFK DNSVFNSVAKS NI NI VEYI ||
CLYLLDSFFK DSSVFRSYAKS NTNI VEYI I |
CLYLFDAFFK NSSVFKSDAKS NI NI VEYI I |
CLYLLDAFFK NSSVFKSYAKS NI DVVEYI I |
CLYLFNEFFG NSSVFESVSKS NVNI VEYI M
CLYLFDAFFK NSSVFMSDAK® NTNI VEYI | |
CLFLFDEFFK DSDNFKSNAKS NI NI VEYI M
CLFLFDEFFK DSDNFKSNAKS NI NI VEYI M
CLYFFDAFFK DSSLFEKVAKN NI NI VDYI ||
CLYLFDELFK DYEKFNSVAKR KI NI VDYI LI
CLYLFDEFFA CFTQFNSVAKR KI NI VDYI LI
FLYLLNQFCG VSCLFKSCETS NI NWEYTM
FLYLFNGLFG VSCLENSRETS NI NWEYI M

Motif 19 block diagrams

L owest
Name p-
value

Motifs

©

|PY01774 | 1.2e~12:

=
©

|PY05769 | 1.2e12:

©

|PY07027 | 1.2e~12:

©

|PY02652 | 1.2e-12:

|PY00500 | 7.2e12:

|P’Y04083 | 7.2e~12:

|PY07327 | 7.2e12:

©

|PY01080 | 8.66-12:

|PYOO988 | 1.5e-11:

©

|PY07546 | 4.2e11:

o
©
=il 2=l == =
off ©

=

|PY07021 | 5.2e~11:

|PY05719 | 5.9e11{

©

|PY03729 | 6.69-11:

|PY07331 | 8.2e-11:

|PY05822 | 2.3e10:

|PY04466 | 3210

|PY02943 | 6.3&10:

|PY04755 | 6.3e~10:

|PY06334 | 7e-10:

|PY06567 | 7.8&10:

|PY06514 | 1.5e-09|

|PY05586 | 1.7e09{

=
!

|PY04795 | 5.8e~09:

|PY05146 | 8.3e-09:

=
!

|PY02140 | 9.9e09:

|PY04155 | 9.9e~09:

e
off © H E E
= = === =
© 175} off off ©
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MEME

|on3042 | 1.5e~08:

|PY05828 | 1.8&08:

|PY04430 | 8308 |

|PY07017 | 1.2eo7:

|PY02940 | 1.7e~07:

|
SCALE 1
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600
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View FASTA19 || Vviewraw 19 |

Submit BLOCK 19 |10 BLOCK S multiple alignment processor.
Motif 19 position-specific scoring matrix
Motif 19 position-specific probability matrix

Ti me 2897.54 secs.

PNMOTIF20 width=21 sites=16 |llIr=603 E-value=4.5e-065
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Information4.3
content 3.6 N |
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MEME

Multilevel ETKTTESSSETDQSDI ETTTL

consensus K N V
sequence
NAME  START iy SITES
VALUE ===

PY(07111 244 895e-21 AENGA SDSK VTKTI ESSSETCQSNI VITTF SSNTTLSGSS
PY 05912 242 1.01e-20 AKKVEVEGYN ETKI CESSSETCQSD ETTI  SYDTTLSGS
PY01110 244 9.66e-20 PKKDNTEGTK VTKATCSSSE DRSNI ATT Q| SNI TLSESS
PY 06742 242 5.08e-19 AQKVEVElI SN ETKTTCSSSETCNQDI ETI TL | PNTALSDSS
PY 02312 263 6.30e-19 SKTVDVEGSN RTKTDESSSETDQTI NVMT L SSNSALSDSS
PY01111 240 1.46e-18 TPKKDNPGPK VTKATDI SSETDNSDI ATAT SSDI TLSDSS
PY 05688 256 3.32e-18 PKKDNVESSK ETKTTESSNEACKSDI ATI TL SQNTALSDSS
PY 05871 264 4.97e-18 AKKVSVEGSN ATQTV(SSS(: DKSNI ETAT | SNTTLSESS
PY 03332 272 7.39e-18 GKKVEVEGSK CNKTVESSSETSQSI VSTT |YDTI LPGSS
PY 06732 247 1.33e-17 VKKVNVEGSN CTKT ESSI KTDQSNLVTTTT | SNTI LPYSS
PY 00055 240 1.05e-16 SETKI DGSSS ETKI DNSSSET vQSI NVTETM SYNTTLAGSS
PY 00997 226 7.35e-16 DNPEDPKVTK ATKCTEI SSEEDKSDI ETI QS YDTI LSGSSL
PY 00175 242  3.34e-15 PQQVNQEVPK EI KTTETSSCSDKLDTETTLS SNI TLSESSL
PY 06020 241 3.63e-15 AQKVNQEVPK El KTTETSSESDKLDTEMINL SSNI TLSGSS
PY07411 211 4.64e-15 SRKVI VAGSN ETKI DDSSI ¢l YQSNLVTT L SFNTI LSDSS
PY 07022 248 1.73e-12 SNPI EGKDVS L CETSESSFETDVSRSETEVS DSDSGSPSSL

Motif 20 block diagrams

L owest
Name p- Motifs
value

[Pyo7111 | 9621
[PY05912 | 1e-20]
|PY01110 | 9.76-20 |
[PY06742 [ 5.1e-19
[PY02312 | 6.3e-19
[PYo1111 | 15¢-18 |
[PY05688 | 3.3¢-18 | 20
|Pyoss71 | 5e-18| 20 |
[PY03332 | 7.4e-18| 20 |
|PY06732 | 1.3¢-17 |
|PY000S5 | 1616
[PY00997 | 7.3¢-16 |
[PY00175 | 3.3¢-15|
[PY06020 | 3.66-15 |
|PY07411 | 4.6e-15 | 20 |
[PY07022 [ 17012

[ | | | | | | | | | |
50 275 300 325

[
’ 1 25 50 75 100 125 150 175 200 225

N —

’SCALE

Motif 20in BLOCK Sformat

[_viewsLock20 || viewFASTA20 || ViewRAW20 |
I Submit BLOCK 20 Ito BL OCK S multiple alignment processor.

Motif 20 position-specific scoring matrix
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MEME

View PSSM 20

M otif 20 position-specific probability matrix

View PSPM 20

Ti me 2996. 41 secs.

PN SUMMARY OF MOTIFS

Combined block diagrams: non-overlapping sites with p-value < 0.0001

Combined

p-value Motifs

’ Name

Prozs0 | 5200147 —EN—IEHIEEECEER- © —IEE-EEEVEN— 5 1 KR
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|PY01080 | 7.84e-164 |20 INGINECIEIN 10 2 7 - 5 1 B
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[ view motif summary |MotifsummaryinmachinereadableformaI.

Stopped because nmotifs = 20 reached.

CPU: unknown

EXPLANATION OF MEME RESULTS

The MEME results consist of:

. Theversion of MEME and the date it was released.
. Thereferenceto citeif you use MEME in your research.
. A description of the sequences you submitted (the "training set") showing the name, "weight" and length of each sequence.
. The command line summary detailing the parameters with which you ran MEME.
. Information on each of the motifs MEME discovered, including:
1. A summary line showing the width, number of occurrences, log likelihood ratio and statistical significance of the motif.
. A simplified position-specific probability matrix.
. A diagram showing the degree of conservation at each motif position.
. A multilevel consensus sequence showing the most conserved |etter(s) at each motif position.
. The occurrences of the motif sorted by p-value and aligned with each other.
. Block diagrams of the occurrences of the motif within each sequence in the training set.
. Themotif in BLOCKS or FASTA format.
. A position-specific scoring matrix (PSSM) for use by the MAST database search program.
. The position specific probability matrix (PSPM) describing the motif.
. A summary of motifs showing an optimized (non-overlapping) tiling of all of the motifs onto each of the sequencesin the training set.
. Thereason why MEME stopped and the name of the CPU on which it ran.
. Thisexplanation of how to interpret MEME results.

© 0O ~NOOUs WN

MOTIFS
For each motif that it discoversin the training set, MEME prints the following information:

. Summary Line

Thisline gives the width (‘width’), number of occurrencesin the training set ("sites), log likelihood ratio (‘11r) and E-value of the motif. Each motif describes a pattern of a fixed width--no gaps are allowed in MEME motifs. MEME numbers the motifs consecutively
from one asit finds them. MEME usually finds the most statistically significant (low E-value) motifsfirst. The statistical significance of amotif isbased on itslog likelihood ratio, its width and number of occurrences, the background letter frequencies (given in the
command line summary), and the size of the training set. The E-valueis an estimate of the expected number of motifs with the given log likelihood ratio (or higher), and with the same width and number of occurrences, that one would find in a similarly sized set of
random sequences. (In random sequences each position isindependent with letters chosen according to the background letter frequencies.) The log likelihood ratio is the logarithm of the ratio of the probability of the occurrences of the motif given the motif model
(likelihood given the motif) versus their probability given the background model (likelihood given the null model). (Normally the background model is a O-order Markov model using the background letter frequencies, but higher order Markov models may be
specified via the -bfile option to MEME.) Clicking on the buttons to the left of the motif summary line takes you to the previous motif (P) or next motif (N).

. Simplified Position-Specific Probability Matrix

MEME motifs are represented by position-specific probability matrices that specify the probability of each possible letter appearing at each possible position in an occurrence of the motif. In order to make it easier to see which letters are most likely in each of the
columns of the motif, the simplified motif shows the letter probabilities multiplied by 10 rounded to the nearest integer ("a" means 10). Zeros are replaced by ":" (the colon) for readability.
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. Information Content Diagram

The information content diagram provides an idea of which positions in the motif are most highly conserved. Each column (position) in amotif can be characterized by the amount of information it contains (measured in bits). Highly conserved positions in the motif
have high information; positions where all letters are equally likely have low information. (The information content is relative to the background letter frequencies which are given in the command line summary section.) The diagram is printed so that each column
lines up with the same column in the simplified position-specific probability matrix above it. Columnsin the information content diagram are colored according to the majority category of the letters occurring in that column of the alignment. If no letter category has
frequency above 0.5, the column in the diagram is colored black. For DNA sequences, the letter categories contain one letter each. For proteins, the categories are based on the biochemical properties of the various amino acids. The categories and their colors are:

[NUCLEIC ACIDS [COLOR

A [RED

lc [BLUE

S |

[T [GREEN
|  AMINOACIDS [COLOR  [PROPERTIES
A,CF,1,L,V,WadM [BLUE [Most hydrophobic[Kyte and Doolittle, 1982]
[NQsT [GREEN [Polar, non-charged, non-aliphatic residues
[DE [MAGENTA  [Acidic
KR [RED [Positively charged
H [
G \
P \
v \

J. Kyte and R. Doolittle, 1982. "A Simple Method for Displaying the Hydropathic Character of a Protein”, J. Mol Biol. 157, 105-132.

Summing the information content for each position in the motif gives the total information content of the motif (shown in parentheses to the left of the diagram). The total information content is approximately equal to the log likelihood ratio divided by the number of
occurrences times In(2). The total information content gives a measure of the usefulness of the motif for database searches. For a motif to be useful for database searches, it must as arule contain at least log_2(N) bits of information where N is the number of
sequences in the database being searched. For example, to effectively search a database containing 100,000 sequences for occurrences of a single motif, the motif should have an IC of at least 16.6 bits. Motifs with lower information content are still useful when a
family of sequences shares more than one motif since they can be combined in multiple motif searches (using MAST).

Multilevel Consensus Sequence

.

The multilevel consensus sequence corresponding to the motif is an aid in remembering and understanding the motif. It is calculated from the motif position-specific probability matrix as follows. Separately for each column of the motif, the letters in the alphabet are
sorted in decreasing order by the probability with which they are expected to occur in that position of motif occurrences. The sorted |etters are then printed vertically with the most probabl e letter on top. Only letters with probabilities of 0.2 or higher at that position in
the motif are printed. As an example, the multilevel consensus sequence of motif 1 in the sample output is:

Mul til evel TTATGTGAACGACGTCACACT
consensus AA T AGA GA AA
sequence TCTT T

This multilevel consensus sequence says several things about the motif. First, the most likely form of the motif can be read from the top line as TTATGT GAACGACGT CACACT. Second, that only letter A has probability more than 0.2 in position 3 of the motif, both T
and A have probability greater than 0.2 in position 1, etc. Third, a rough approximation of the motif can be made by converting the multilevel consensus sequence into the Prosite signature
[TAl-[TA] -A-T-[GT]-[T]-[ GA] - A-[ AGT] - C- [ GAC] - A-[ CGT] - [ GAT] - T-C- A-C- A- [ CAT] - [ TA] .

. Occurrences of the Motif

MEME displays the occurrences (sites) of the motif in the training set. The sites are shown aligned with each other, and the ten sequence positions preceding and following each site are also shown. Each site isidentified by the name of the sequence where it occurs,
the strand (if both strands of DNA sequences are being used), and the position in the sequence where the site begins. When the DNA strand is specified, “+' means the sequence in the training set, and *-' means the reverse complement of the training set sequence. (For
*-' strands, the “start' position is actually the position on the positive strand where the site ends.) The sites are listed in order of increasing statistical significance (p-value). The p-value of asite is computed from the the match score of the site with the position specific
scoring matrix for the motif. The p-value gives the probability of arandom string (generated from the background |etter frequencies) having the same match score or higher. (Thisis referred to as the position p-value by the MAST agorithm.)

. Block Diagrams of Motif Occurrences

The occurrences of the motif in the training set sequences are shown with MAST-style block diagrams. One diagram is printed for each sequence showing all the occurrences of the motif in that sequence. The sequences are sorted by the lowest p-value among al
occurrences of the motif in a given sequence. (The p-value of an occurrence is the probability of a single random subsequence the length of the motif, generated according to the O-order background model, having a score at least as high as the score of the occurrence.)
When the DNA strand is specified, "+ means the motif appears from |eft to right on the sequence, and -' means the motif appears from right to left on the complementary strand. A sequence position scale is shown at the end of each table of block diagrams. Very long
sequences are shown with thick lines connecting the motifs and are not drawn to scale.

. Motif in BLOCKS format or FASTA format

For use with BLOCK S tools, MEME prints the occurrences of the motif in BLOCKS format.
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Y ou can convert these blocks to PSSM's (position-specific scoring matrices), LOGOS (color representations of the motifs), phylogeny trees and search them against a database of other blocks by pasting everything from the "BL" line to the "//" line (inclusive) into the
Multiple Alignment Processor. If you include the -print_fasta switch on the command line, MEME prints the motif sitesin FASTA format instead of BLOCK 'S format.

Position-Specific Scoring Matrix

The position-specific scoring matrix corresponding to the motif is printed for use by database search programs such as MAST. This matrix is alog-odds matrix calculated by taking 100 times the log (base 2) of theratio p/f at each position in the motif where p isthe
probability of a particular letter at that position in the motif, and f is the background frequency of the letter (given in the command line summary section.) Thisis the same matrix that is used above in computing the p-values of the occurrences of the motif in the
Occurrences of the Motif and Block Diagrams of Motif Occurrences sections. The scoring matrix is printed "sideways"--columns correspond to the letters in the alphabet (in the same order as shown in the simplified motif) and rows corresponding to the positions of
the motif, position one first. The scoring matrix is preceded by aline starting with "log-odds matrix:" and containing the length of the al phabet, width of the motif, number of charactersin the training set, the scoring threshold (obsolete) and the motif E-value.

Note: The probability p used to compute the PSSM is not exactly the same as the corresponding value in the Position Specific Probability Matrix (PSPM). The values of p used to compute the PSSM take into account the motif prior, whereas the valuesin the PSPM
are just the observed frequencies of |ettersin the motif sites.

Position-Specific Probability Matrix

The motif itself is a position-specific probability matrix giving, for each position in the pattern, the observed frequency ("probability") of each possible letter. The probability matrix is printed "sideways'--columns correspond to the letters in the alphabet (in the same
order as shown in the simplified motif) and rows corresponding to the positions of the motif, position one first. The motif is preceded by aline starting with "letter-probability matrix:" and containing the length of the alphabet, width of the motif, number of
occurrences of the motif, and the E-value of the motif.

Note: Earlier versions of MEME gave the posterior probabilities--the probability after applying a prior on letter frequencies--rather than the observed frequencies. These versions of MEME a so gave the number of possible positions for the motif rather than the actual
number of occurrences. The output from these earlier versions of MEME can be distinguished by "n=" rather than "nsites=" in the line preceding the matrix.

Gototop
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	f11:  BL   MOTIF 1 width=23 seqs=161 PY01871                  (  285) AIPIFLGIAYKYSLFGFRKRFQK  1  PY07624                  (  237) AIPIFLGISYKYSLFGFRKRFQK  1  PY00493                  (  308) AIPIFLGIAYKYSLFGFRKRFQK  1  PY07035                  (  321) AIPIFLGIAYKYSLFGFRKRFQK  1  PY04996                  (  228) AIPIFLGISYKYSLFGFRKRFQK  1  PY06760                  (  290) AIPIFLGISYKYSLFGFRKRFQK  1  PY05150                  (  228) AIPIFLGISYKYSLFGFRKRFQK  1  PY02687                  (  285) AIPIFLGIAYKYSLFGFRKRFQK  1  PY02970                  (  291) AIPIFLGIAYKYSLFGFRKRFQK  1  PY07160                  (  236) AIPIFLGISYKYSLFGFRKRFQK  1  PY02541                  (  236) AIPIFLGISYKYSLFGFRKRFQK  1  PY02131                  (  236) AIPIFLGISYKYSLFGFRKRFQK  1  PY02782                  (  293) AIAFFLGISYKYSLFGFRKRFQK  1  PY00924                  (  383) AIAFFLGISYKYSLFGFRKRFQK  1  PY05586                  (  294) AIAFFLGISYKYSLFGFRKRFQK  1  PY03194                  (  260) AIAFFLGISYKYSLFGFRKRFQK  1  PY05624                  (  260) AIAFFLGISYKYSLFGFRKRFQK  1  PY04795                  (  270) AIAFFLGISYKYSLFGFRKRFQK  1  PY05146                  (  313) AIAFFLGISYKYSLFGFRKRFQK  1  PY05769                  (  266) AIAFFLGISYKYSLFGFRKRFQK  1  PY02298                  (  266) AIAFFLGISYKYSLFGFRKRFQK  1  PY02652                  (  266) AIAFFLGISYKYSLFGFRKRFQK  1  PY06204                  (  266) AIAFFLGISYKYSLFGFRKRFQK  1  PY06829                  (  257) AIAFFLGISYKYSLFGFRKRFQK  1  PY06567                  (  584) AIAFFLGISYKYSLFGFRKRFQK  1  PY05688                  (  300) AIAIFLGISYKYSLFGFRKRSQK  1  PY04554                  (  268) AIPIFLGIAYKYSLFGFRKRSQK  1  PY06742                  (  286) AIAIFLGISYKYSLFGFRKRSQK  1  PY06666                  (  231) AIPIFLGIAYKYSLFGFRKRSQK  1  PY01872                  (  244) AIAFFLGISYKYSLFGFRKRAQK  1  PY00177                  (  243) AIAFFLGISYKYSLFGFRKRAQK  1  PY05410                  (  260) AIAFFLGISYKYSLFGFRKRAQK  1  PY00580                  (  250) AIAFFLGISYKYSLFGFRKRAQK  1  PY03991                  (  291) AIAFFLGISYKYSLFGFRKRAQK  1  PY07342                  (  254) AIAFFLGISYKYSLFGFRKRAQK  1  PY06796                  (  255) AIAFFLGISYKYSLFGFRKRAQK  1  PY05708                  (  257) AIAFFLGISYKYSLFGFRKRAQK  1  PY04733                  (  313) AIPIFLGIAYKYSLFGFRKRVQK  1  PY07594                  (  254) AIAIFLGISYKYSLFGFRKRVQK  1  PY03403                  (  340) AIPIFLGIAYKYSLFGFRKRVQK  1  PY02543                  (  271) AIAFLLGISYKYSLFGFRKRFQK  1  PY03729                  (  266) AIAFLLGISYKYSLFGFRKRFQK  1  PY02278                  (  259) AIAFLLGISYKYSLFGFRKRFQK  1  PY00494                  (  261) AIAFLLGISYKYSLFGFRKRFQK  1  PY04215                  (  257) AIAFLLGISYKYSLFGFRKRFQK  1  PY07477                  (  312) AIAFFLGISYKYSLFGFRKRVQK  1  PY04327                  (  260) AIAFFLGISYKYSLFGFRKRVQK  1  PY01873                  (  290) AIPILLGVSYKYSLFGFRKRFQK  1  PY07411                  (  255) AIPIFWGISYKYSLFGFRKRSQK  1  PY03636                  (  259) AIAFLLGISYKYSLFGFRKRAQK  1  PY06020                  (  285) AIAILLGVSYKYSLFGFRKRSQK  1  PY02971                  (  243) AIAFFLGIFYKYSLFGFRKRFQK  1  PY07021                  (  269) AIGIFLGISYKYSLFGFRKRFQK  1  PY03010                  (  286) AISFFLGISYKYSLFGFRKRSQK  1  PY03983                  (  293) AIPIFLGIFYKYSLFGFRKRSQK  1  PY05781                  (  259) AIAIFLGISYKYSLFGFRKRFKK  1  PY01834                  (  316) AIPFFLGIAYKYSLFGFRKRTQK  1  PY00085                  (  260) AVSIFLGIAYKYSLFGFRKRFQK  1  PY04755                  (  236) AVSIFLGIAYKYSLFGFRKRFQK  1  PY00175                  (  285) AIPMFLGIAYKYSLFGFRKRFQK  1  PY04988                  (  270) AIAFFLGISYKYSLFGFRKRFKK  1  PY07017                  (  225) AIAFFLGISYKYSLFGFRKRFKK  1  PY03973                  (  254) AIAIFLGISYKYSLFGFRKRGQK  1  PY04979                  (  255) AIAFFLGISYKYSLFGFRKRFKK  1  PY01774                  (  266) AIAFFLGISYKYSLFGFRKRFKK  1  PY07027                  (  266) AIAFFLGISYKYSLFGFRKRFKK  1  PY03177                  (  259) AIAFFLGISYKYSLFGFRKRFKK  1  PY02564                  (  261) AIAFFLGISYKYSLFGFRKRFKK  1  PY06514                  (  261) AIAFFFGISYKYSLFGFRKRFQK  1  PY01110                  (  288) AIPIFLGIAYKYSLFGFRKRSKK  1  PY04786                  (  244) AVSIFLGIAYKYSLFGFRKRSQK  1  PY02688                  (  243) AIGFLLGISYKYSLFGFRKRFQK  1  PY02312                  (  307) AIAIFFGISYKYSLFGFRKRAQK  1  PY07653                  (  228) AIPIFFGISYKYSLFGFRKRAQK  1  PY02940                  (  254) AIGFLLGISYKYSLFGFRKRFQK  1  PY00297                  (  235) AASILLGVSYKYSLFGFRKRFQK  1  PY03091                  (  260) AASILLGVSYKYSLFGFRKRFQK  1  PY06227                  (  269) AASILLGVSYKYSLFGFRKRFQK  1  PY04083                  (  258) AIGFFLGISYKYSLFGFRKRVQK  1  PY03948                  (  246) AASILLGISYKYSLFGFRKRSQK  1  PY07422                  (  256) AIAFLLGISYKYSLFGFRKRFKK  1  PY07331                  (  259) AIAFLLGISYKYSLFGFRKRFKK  1  PY07546                  (  236) AIALFLGISYKYSLFGFRKRFQK  1  PY03331                  (  244) AASILLGVSYKYSLFGFRKRSQK  1  PY06499                  (  260) AASILLGVSYKYSLFGFRKRSQK  1  PY04466                  (  255) VIAFLLGISYKYSLFGFRKRFQK  1  PY01331                  (  243) AASILLGVSYKYSLFGFRKRSQK  1  PY02036                  (  241) AASILLGVSYKYSLFGFRKRSQK  1  PY06754                  (  270) AASILLGVSYKYSLFGFRKRSQK  1  PY05560                  (  238) AASILLGVSYKYSLFGFRKRSQK  1  PY06877                  (  240) AASILLGVSYKYSLFGFRKRSQK  1  PY07533                  (  239) AASILLGVSYKYSLFGFRKRSQK  1  PY06886                  (  255) AASILLGVSYKYSLFGFRKRSQK  1  PY05871                  (  308) AIPIFLVIAYKYSLFGFRKRSQK  1  PY05923                  (  282) AASILLGVSYKYSLFGFRKRSQK  1  PY07838                  (  261) AASILLGVSYKYSLFGFRKRSQK  1  PY07516                  (  228) AASILLGVSYKYSLFGFRKRSQK  1  PY05648                  (  288) AITIFLGISYKYSLFGFRKRVQK  1  PY02827                  (  313) AIPIFLGIFYKYSLFGFRKRTQK  1  PY00997                  (  269) AIAIFWGIAYKYSLFGFRKRSKK  1  PY05244                  (  286) AIPIFLGIFYKYSLFGFRKRTQK  1  PY06151                  (  252) AISICLGIAYKYSLFGFRKRFQK  1  PY05719                  (  284) AIGIFLGISYKYSLFGFRKRFKK  1  PY03042                  (  249) AIGIFLGISYKYSLFGFRKRFKK  1  PY07111                  (  288) AIAILGGISYKYSLFGFRKRVQK  1  PY06619                  (  285) TIAIFLGIAYKYSLFGFRKRVQK  1  PY06732                  (  291) AIAFFFGISYKYSLFGFRKRSQR  1  PY07406                  (  286) AIPIFLGISYKYSLFGFRKRSQX  1  PY02614                  (  269) AIAFLLGVSYKYSLFGLRKRFQK  1  PY05673                  (  290) AIPIFLGIVYKYSLFGFRKRFKK  1  PY02973                  (  250) AIAFFLGISYKYSLFGFRKRGKK  1  PY00500                  (  270) AIGIFWGISYKYSLFGFRKRFKK  1  PY02671                  (  249) AVSIFLGISYKYSLFGFRKRSKK  1  PY03359                  (  328) ATLILLGIAYKYSLFGFRKRSQK  1  PY06782                  (  272) ATLILLGIAYKYSLFGFRKRSQK  1  PY06220                  (  284) ATLILLGIAYKYSLFGFRKRSQK  1  PY07022                  (  292) ATLILLGIAYKYSLFGFRKRSQK  1  PY00055                  (  284) AILFFGGISYKYSLFGFRKRSQK  1  PY03760                  (  249) AVSTFLGISYKYSLFGFRKRFQK  1  PY06374                  (  249) AASILLGVSYKYSLFGFRKRSKK  1  PY01080                  (  257) VIAFLLGISYKYSLFGFRKRFKK  1  PY07849                  (  249) TVSIFLGIAYKYSLFGFRKRFQK  1  PY05822                  (  254) AIAFLGGISYKYSLFGFRKRFKK  1  PY04516                  (  271) AVSILLGVSYKYSLFGFRKRFKK  1  PY06126                  (  249) AVSIFLGIAYKYSLLGFRKRSQK  1  PY07090                  (  291) AIPIFLGIFYKYSLFGFRKRTKK  1  PY04084                  (  252) AASILLVVSYKYSLFGFRKRSQK  1  PY02565                  (  265) VASFFFGISYKYSLFGFRKRFQK  1  PY04430                  (  246) AVSILLGIAYKYSLLGFRKRSQK  1  PY02943                  (  244) AVLIFLGIAYKYSLLGFRKRSQK  1  PY07264                  (  280) AASILLGVSYKYSLFGFRKQSQK  1  PY06029                  (  309) AIVFFLGISYKYSLFGSRKRSQK  1  PY06851                  (  281) AIPIFFAIVYKYSLFGFRKRSQK  1  PY05820                  (  299) VTLILLGIAYKYSLFGFRKRSQK  1  PY03987                  (  254) AASIFLGIAYKYSLLGFRNRFQK  1  PY07226                  (  307) ATLILLGIGYKYSLFGFRKRSQK  1  PY01184                  (  293) AIPICLGIAYKYSLFGFRKQSKK  1  PY02660                  (  316) VILILLGIARKYSLFGFRKRAQK  1  PY07327                  (  257) AIGFFLGISYKYSLFGLRKRAQX  1  PY04321                  (  325) ATLILLGIAYKYSLFGIRKRSQK  1  PY03016                  (  244) AASILLGVSYKYSLFGFRKRPEK  1  PY03986                  (  250) VASILLGVSYKYSLFGFQKRSQK  1  PY05912                  (  286) AIAISLVISYKYSLFGFRKRARK  1  PY04066                  (  254) AASILFGVSYKYSLFGFRKKVKK  1  PY04787                  (  244) ASSILLGISYKYSLFGFRKKVKK  1  PY05767                  (  250) ASSILLGVSYKYSLFGFRKKVKK  1  PY00308                  (  281) AIPVFLGVAYKYSLFGFDKLFQR  1  PY00552                  (  287) AITIFLGIFYKGSLFVLRKRAQK  1  PY06334                  (  244) ALSIFLGIEYKYSSLGFRKRSQK  1  PY04773                  (  287) AMTIFLGIFYKCSLFILRKRSQK  1  PY01595                  (  276) TISIFLGIFFKCSLFVLRKRAQK  1  PY01963                  (  380) LIPIALAIMYKYLPFGWRKKSKK  1  PY00754                  (  409) LIPIALAIMYKYLPFGWRKKSKK  1  PY04914                  (  409) LIPIALAIMYKYLPFGWRKKSKK  1  PY07187                  (  462) LIPIALAIMYKYLPFGWRKKSKK  1  PY01773                  (  420) LIPIALAIMYKYLPFGWRKKSKK  1  PY01981                  (  436) LIPIALVIMYKYLPFGWRKKSKK  1  PY05816                  (  270) AIIIFWRIFYKYSLFGLRKNSKT  1  PY02140                  (  252) IIVVFIGIYYKYSLSGFRNRFKK  1  PY03438                  (  294) VTLILLGIAYKYSLFKSRKPFHR  1  PY04155                  (  252) IIIVFIGIYYKYSLSGFRNRFKK  1  //   
	f20:  log-odds matrix: alength= 20 w= 23 n= 54430 bayes= 10.5855 E= 6.1e-3023     492   -580   -861   -775   -726   -578   -696   -244   -892   -120   -525   -896   -710   -714   -662   -611   -133     53   -693   -866     237   -603   -882   -791   -708   -560   -627    307   -893   -353   -157   -850   -609   -663   -632   -276      8     97   -633   -798     364   -608   -901   -831   -801     41   -673   -272   -946    -35   -625   -864    357   -690   -667    139   -129   -130   -695   -878    -631   -759  -1071   -974    248   -902   -724    287  -1072   -310   -148  -1062   -810   -793   -803   -976   -288    -65   -615   -736      46   -104   -931   -881    335   -531   -716   -883  -1013    188   -723   -892   -619   -730   -715   -356   -581   -597   -734   -876    -407   -555   -722   -593    -59   -120   -435   -235   -689    334   -207   -738   -472   -441   -414   -635   -497   -280    159   -571      30   -605   -530   -547   -731    461   -443   -732   -648   -710   -574   -575   -490   -516   -165   -511   -547    -56   -507   -728    -602   -750  -1034   -986   -822   -844   -869    330  -1096   -644   -632  -1070   -824   -918   -875   -937   -720    238   -843   -941     287   -617   -889   -310    -11   -243   -602   -708   -927   -680     91   -854   -611   -677   -653    282   -565   -129   -585   -233    -766   -831   -975   -934   -282   -840   -454   -856   -995   -734   -709   -909   -786   -723   -169   -891   -834   -707   -391    392    -960  -1032  -1063  -1117  -1120   -875   -875  -1256    312  -1106  -1139  -1183   -861   -996   -908  -1126  -1053  -1067   -894  -1138    -600   -106  -1018  -1024   -769   -256   -711  -1059  -1124   -953   -910  -1042   -783   -872   -828   -831   -818   -819   -676    391    -670   -905  -1041  -1068   -990   -785   -831  -1136  -1170   -122   -995  -1109   -813   -935   -874    338   -883   -893   -836   -986    -488   -746   -958   -909   -810   -661   -733   -789  -1018    345   -616   -972     91   -764   -732   -377   -703   -634   -737   -904    -574   -785   -975   -943    398   -730   -527   -853  -1026   -147   -707   -939   -749   -758   -734   -286   -767   -691   -466   -503    -288   -604   -516   -534   -719    466   -431   -387   -413   -700   -563   -562   -481   -505   -396   -507   -545   -152   -495   -715    -594   -677   -855   -803    389   -739   -451   -364   -902   -121   -533   -854   -655   -672   -641   -290   -730   -545    233   -404    -766   -955   -339   -885  -1009   -779   -742  -1157  -1006  -1042  -1025   -901   -805   -194    560   -910   -895   -956   -833   -990    -865  -1002   -969  -1030  -1067   -838   -825  -1209    309  -1083  -1088   -242   -842   -937   -818  -1021   -982  -1019   -870  -1064    -342   -454   -596   -551   -645   -450   -214   -587   -132   -377   -466   -404   -179   -108    547   -530   -471   -494   -330   -631     181   -620   -927   -878    285   -151   -734   -913  -1012   -862   -748   -889   -162   -729   -714    189    -90    120   -777   -989    -537   -814   -732   -292   -911   -644    -76   -813     96   -714   -628   -698   -631    495   -102   -694   -613   -626   -649   -810    -304   -472   -547   -475   -599   -447   -338   -509    302   -519   -426   -515   -389   -381     56   -521   -305   -430   -391   -587   
	f23:  letter-probability matrix: alength= 20 w= 23 nsites= 161 E= 6.1e-3023   0.888199  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.012422  0.000000  0.037267  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.018634  0.043478  0.000000  0.000000   0.149068  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.714286  0.000000  0.006211  0.006211  0.000000  0.000000  0.000000  0.000000  0.012422  0.049689  0.062112  0.000000  0.000000   0.360248  0.000000  0.000000  0.000000  0.000000  0.049689  0.000000  0.012422  0.000000  0.068323  0.000000  0.000000  0.236025  0.000000  0.000000  0.242236  0.018634  0.012422  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.341615  0.000000  0.000000  0.621118  0.000000  0.006211  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.018634  0.000000  0.000000   0.037267  0.012422  0.000000  0.000000  0.621118  0.000000  0.000000  0.000000  0.000000  0.322981  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.043478  0.018634  0.000000  0.012422  0.000000  0.900621  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.024845  0.000000   0.037267  0.000000  0.000000  0.000000  0.000000  0.931677  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.024845  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.832298  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.167702  0.000000  0.000000   0.211180  0.000000  0.000000  0.006211  0.055901  0.006211  0.000000  0.000000  0.000000  0.000000  0.037267  0.000000  0.000000  0.000000  0.000000  0.658385  0.000000  0.012422  0.000000  0.012422   0.000000  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000  0.987578   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.012422  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.981366   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.037267  0.000000  0.000000  0.000000  0.000000  0.000000  0.962733  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.956522  0.000000  0.000000  0.037267  0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.956522  0.000000  0.000000  0.000000  0.000000  0.031056  0.000000  0.000000  0.000000  0.000000  0.000000  0.012422  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.975155  0.000000  0.006211  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.012422  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.906832  0.000000  0.000000  0.006211  0.000000  0.037267  0.000000  0.000000  0.000000  0.000000  0.000000  0.012422  0.000000  0.000000  0.037267  0.000000   0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.987578  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.981366  0.000000  0.000000  0.018634  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.055901  0.006211  0.000000  0.006211  0.006211  0.012422  0.913043  0.000000  0.000000  0.000000  0.000000  0.000000   0.099379  0.000000  0.000000  0.000000  0.440994  0.012422  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.341615  0.024845  0.074534  0.000000  0.000000   0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.006211  0.000000  0.223602  0.000000  0.000000  0.000000  0.000000  0.757764  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000   0.000358  0.000322  0.000828  0.000675  0.000751  0.000469  0.000140  0.001047  0.964165  0.001082  0.000245  0.001243  0.000245  0.000300  0.018887  0.001143  0.006801  0.000403  0.000089  0.000808   
	f26:  BL   MOTIF 2 width=21 seqs=183 PY03331                  (  135) NMDIKDISNFYDAFKSLCNMY  1  PY02036                  (  131) NMDIKDISNFYDAFKSLCNMY  1  PY05560                  (  129) NMDIKDISNFYDAFKSLCNMY  1  PY02572                  (  131) NIDIKDISNFYDAFKSLCNMY  1  PY05923                  (  172) NIDIKDISNFYDAFKSLCNMY  1  PY02565                  (  156) NIDIKDISNFYDAFKSLCNMY  1  PY03948                  (  136) NIDIKDISNFYDAFKSLCNMY  1  PY06499                  (  151) DIDIKDISNFYDAFKSLCNMY  1  PY00580                  (  137) NINIEDMSKLYDAFKLLCNMY  1  PY03987                  (  146) DIDIKDISNFYDAFKSLCNMY  1  PY07533                  (  128) DIDIKDISNFYDAFKSLCNMY  1  PY06886                  (  146) DIDIKDISNFYDAFKSLCNMY  1  PY07838                  (  153) DIDIKDISNFYDAFKSLCNMY  1  PY07516                  (  143) DIDIKDISNFYDAFKSLCNMY  1  PY03177                  (  138) NMNIKDMSKFYDAFKLLCIMY  1  PY00284                  (  161) NIDIKDISKFYEAFKLLCKMH  1  PY05244                  (  158) NIGINDMSKFYDAFKPLCNMY  1  PY06877                  (  129) NMNIKDISNFYDPFKSLCNMY  1  PY02973                  (  137) NINIEDMSKFYDAFKLLCIMY  1  PY03091                  (  150) NIDIKDISNFYDALKSLCNMY  1  PY04996                  (  131) EMNIKDISKFYDAFKSLCEMY  1  PY04516                  (  162) NIDIKDISNFYDALKSLCNMY  1  PY03983                  (  158) NIGINDMSNFYDAFKPLCNMY  1  PY06547                  (  139) DINIKDMSDFYDAFKSLCNMY  1  PY03986                  (  139) NMNIKDVSNFYDAFKSLCNMC  1  PY07653                  (  131) KMNIKDISKFYDAFKSLCEMY  1  PY05648                  (  150) NMDSNDVPKFYEAFKSLCEMY  1  PY05769                  (  139) DMDKKIISNFYEAFKLLCEMH  1  PY02652                  (  139) DMDKKIISNFYEAFKLLCEMH  1  PY07331                  (  132) DMDKKIISNFYEAFKLLCEMH  1  PY01080                  (  130) DMDKKIISNFYEAFKLLCEMH  1  PY03016                  (  134) NIDINDISNFYVAFKSLCNMY  1  PY02827                  (  169) NMDMNIMSNFYDAFKLLCTMH  1  PY01834                  (  186) NISINDISKFYDAFKILCNMY  1  PY03729                  (  139) NMNRNIISKFYEAFKLLCEMY  1  PY04787                  (  135) NMNIKDISNFYDPFKSLCKMY  1  PY05767                  (  141) NMNIKDISNFYDPFKSLCKMY  1  PY00493                  (  175) NMDSKIVSKFYKAFKLLCEMY  1  PY07035                  (  184) GMDSNDVSKFYEAFKLLCEMY  1  PY02687                  (  148) GMDSNDVSKFYEAFKLLCEMY  1  PY01110                  (  141) NININDMSKFYELLKLLCNMY  1  PY02564                  (  139) NMNIKNMSKFYAPFKSLCNMY  1  PY06567                  (  150) NISIENMSKFYDAFKLLCSMY  1  PY07264                  (  130) NMNIKDISNFYDAFKLLCKMN  1  PY03332                  (  168) DIDISHMSKFYELLKLLCNMH  1  PY02971                  (  129) NINIKDMSEFYDAFKLLCNIY  1  PY01871                  (  150) NMNSNIVPKFYEAFKSLCEMY  1  PY05410                  (  140) NINIEDLSKFYDASKLLCNMY  1  PY06227                  (  159) DIDIKDIYNFYDAFKSLCNMY  1  PY06339                  (  149) NMDSKIVPKFYKAFKSLCEMY  1  PY07405                  (  140) NMDSKIVPKFYKAFKSLCEMY  1  PY05719                  (  167) DMDSNIISELYDAFKLLCEMY  1  PY06796                  (  140) NINIEDLSKLYDAFKLLCSMY  1  PY06851                  (  153) NIGINDISNFYDAFKPLCKMY  1  PY07422                  (  138) NMDIKAISKFYAPFKSLCNMY  1  PY05150                  (  131) EMNIKYISKFYDAFKSLCEMY  1  PY04554                  (  134) NMDNSIISNFYKAFKSLCEMY  1  PY07090                  (  159) NIGINDVSNLYDAFKPLCNMY  1  PY04066                  (  144) NMNIKDISNFYDPFKSLCNLY  1  PY00988                  (  140) NMNKNIISELYDAFKLLCEMY  1  PY07175                  (  149) NMDSNNVSKFYKAFKSLCEMY  1  PY03438                  (  140) DIDIKDMSKLYDAFKILCKMI  1  PY04084                  (  142) DMNIKDISNFYDPFKSLCNVY  1  PY01184                  (  161) SINITEMSKFYDAFKLLCEMY  1  PY03636                  (  145) NINIEDLSKFYDAFKLICSMY  1  PY04215                  (  139) NMNIKNMSKFYVPFKSLCSMY  1  PY00552                  (  154) NINIEDISKFYEAFKLLCKLH  1  PY06029                  (  180) NIDINDISNFYAAFKSVCNMY  1  PY07477                  (  198) NINIEDLSKFYDASKLLCSMY  1  PY01872                  (  129) NINIEDLSKFYDAFNLLCIMY  1  PY07226                  (  161) DIDISVMSKFYDLFKNLCNMY  1  PY05781                  (  138) DMDIKYISKFYDAFNALCMMY  1  PY05816                  (  147) NMDFEDISKFYEAFKLLCKIH  1  PY05822                  (  138) DIDKNIISNLYDAFKSLCKMY  1  PY01111                  (  138) NIDINIMPKFYKLLKLLCNMY  1  PY02782                  (  157) NMDSNIAPKFYKAFKLLCEMY  1  PY05912                  (  139) DINISNMSKFYELLKLLCNMY  1  PY06829                  (  129) GMDRNIISDFYEAFKLLCEMY  1  PY07021                  (  153) DMNKNIISKLYDAFNILCNMY  1  PY03042                  (  140) DMNKSIISELYDAFKILCEMY  1  PY03010                  (  149) NMDNYIISNFYKAFKLLCEMY  1  PY02614                  (  140) DMDNKIISELYNAFKLLCEMY  1  PY02543                  (  142) DMDNKIISELYNAFKLLCEMY  1  PY02970                  (  158) GMDSNILSNFYKAFKLLCEMY  1  PY05146                  (  174) NMNIKDISNFYDAFYALCMMH  1  PY04786                  (  134) NMNIKDISNFYDPFKSLFNMY  1  PY07624                  (  140) NIPNKDMSKFYDAFKSLCKLY  1  PY02131                  (  140) TMSIKDISKFYDAFKSLCKLY  1  PY00175                  (  138) DININHMSKFYELLKLLCNMN  1  PY07342                  (  140) NIDIEDLSKFYDASKLICSMY  1  PY06740                  (  178) NIGIKDMSNFYAPFKSLCNIY  1  PY00297                  (  138) TIDIKDISKFYNAFKSLCNLY  1  PY05624                  (  132) DMDTNIISNFYEVFKLLCEMY  1  PY02541                  (  140) NIPNEHMSKFYDAFKSLCKLY  1  PY03194                  (  145) NINIEDLSKFYDVFNLLCKMH  1  PY06151                  (  147) SIGIKDISKFYDAFKLLCEIC  1  PY07160                  (  140) NIPKEDISKFYDAFKSLCKLY  1  PY00578                  (  109) NINIKDLSKFYDASKLICSMY  1  PY06619                  (  155) KMDKNIISKLYNAFKLLCEMY  1  PY06760                  (  139) YMDSNIVSKFYEAFKLLCNLY  1  PY00177                  (  127) NINIKDLSEFYDASKLICNMY  1  PY07413                  (  145) KMNIKDISNFYDLFKSLCNVY  1  PY07594                  (  138) SMDMSIISKLYDAFNTLCDMY  1  PY06220                  (  140) NINISVMSKFYGLLKILCNMH  1  PY06742                  (  139) DIDISHMSKFYELLKLLCSMD  1  PY05828                  (  138) SIDIKDMSKFYDAFILLCDIC  1  PY02298                  (  137) GMDRNIISDFYEAFKLICEMY  1  PY01873                  (  146) YMDSNIIPKFYEAFKLLCNLY  1  PY06732                  (  144) DIDISHMPKFYELLKLLCDMN  1  PY06754                  (  124) NIGIKDMSNFYEVFKLLCKMD  1  PY04327                  (  145) NINIDDLSKFYDASKLICSMY  1  PY03991                  (  176) NININDLSNFYDASKLICSMY  1  PY07022                  (  139) DIDISVMSEFYRLFKILCNMH  1  PY04755                  (  131) SIDIKDMSKFYHAFVLLCEIC  1  PY04083                  (  140) DISNEKISKLYDLFKSLCNMY  1  PY04155                  (  132) SMDKSIISKLYDALTSLCNMH  1  PY06782                  (  126) DIDISVMSKFYDLFKNICSMY  1  PY07111                  (  141) DINISHMPRFYELLKLLCNMN  1  PY05871                  (  160) DINISYMSKFYELLKLLCEMN  1  PY05708                  (  140) DIDFKDLSKFYDASKLICSMY  1  PY05586                  (  167) NMDMSIVPKLYEAFNKLCMMH  1  PY04773                  (  152) NIHFEDISKFFEAFKLLCKMH  1  PY07411                  (  108) DINISHMSRFYKLLKLLCNMN  1  PY02278                  (  141) DMDKNSISTLYDAFKLLCKMY  1  PY07546                  (  140) SMDKSIIFKFYDAFKSLCNLY  1  PY06549                  (  140) NINIENLSKFYDASKLICSMY  1  PY00055                  (  127) DINITHMSKFYELLKLLCKMN  1  PY00997                  (  139) NINIDNMPKFYESLKLLCNMY  1  PY02312                  (  160) NINISHMSKFYELLKLLCNLN  1  PY03973                  (  138) NMDISIISRLYDAFNTLCDIY  1  PY07421                  (  139) DIDISDMSKFYNLFKILCNVI  1  PY00500                  (  141) SMDKIIISKLYDALQSLCNMY  1  PY00924                  (  269) NINIKDLSKFYHPSKLICSMY  1  PY02671                  (  139) NINFEDMSKFYDASNALCEIY  1  PY00085                  (  155) SMDMSIISKFYDAFILLCDIC  1  PY07406                  (  148) NMDSNTASKFYKAFKSLCEIY  1  PY02660                  (  153) DIDINVMSKFYNLFNNLCKMY  1  PY04931                  (  161) DMDKNIVSKFYEALISLCKLY  1  PY01331                  (  133) NIDIKYISNYYDPFKSLCNVY  1  PY03760                  (  139) NMDMKIISKFYYSFVLLCNMH  1  PY06374                  (  139) NINFEDMSKFYDAFNKLCTIY  1  PY04321                  (  170) NISNENMSKLYDLFKNLCKMY  1  PY01837                  (  148) SINLKDMSNFYGAFKLLCIVH  1  PY06126                  (  139) NIGIKDMSRFYHAFNELSNMY  1  PY01595                  (  149) STNIENMSKIYDAFKPLCNMY  1  PY02140                  (  132) SMDKSIISKLYDALTSLCNIH  1  PY05673                  (  152) NMDDHIISNFYKAFKLLCELD  1  PY05820                  (  139) NISNENVSKLYDLFKILCNMI  1  PY00494                  (  131) NISSDKVSKLYKLFKILCEMY  1  PY06763                  (  131) NISSDKVSKLYKLFKILCEMY  1  PY02688                  (  131) NISKDKVSKLYKLFKILCEMY  1  PY01774                  (  140) DISSEKITKLYVLFKSLCNMY  1  PY07027                  (  140) DISSEKITKLYVLFKSLCNMY  1  PY04430                  (  141) SIDIKDMSKFYDTFILLCDIC  1  PY02940                  (  136) NISNDKVSKLYKLFKILCEMY  1  PY05688                  (  153) NIDIINISKFYKLLKLLCDMN  1  PY07017                  (  113) NISKDQVSKLYKLFKILCEMY  1  PY04979                  (  122) NISKDKVSKLYNLFKILCEMY  1  PY07327                  (  139) DISNEKITKLYVLFKSLCNMY  1  PY03359                  (  181) DIDISDMSKFYSLFKILCDVI  1  PY07849                  (  139) SIYVKDMSNFYDAFILLCHIY  1  PY07501                  (  145) SMDMSIISKLYDAFSTLCDIY  1  PY07198                  (  129) NISNDKVSKLYNLFKILCEMY  1  PY04733                  (  176) DMDKNIVSKFYEELKSLCKLY  1  PY02943                  (  139) SIYVKDISKFHDAFNTLCMMY  1  PY06020                  (  138) NINISHMAKFDELLKLLCNMN  1  PY06334                  (  140) SISIIDMYIFYDAFILLCDMY  1  PY04795                  (  140) TMDKSIIIKLYNAFNILCNMY  1  PY06514                  (  131) TMDMSIISKLYDVFIKLCTMH  1  PY06666                  (  139) SMDMXIISKLYDAFNTLCDTY  1  PY07080                  (  138) NNNIEDLSEFYDIFKLICSMY  1  PY03403                  (  198) DMDSNTVFKFYEALISLCKLY  1  PY04988                  (  133) EVTNEKLSKFYAPFKSLCNMY  1  PY06204                  (  138) KITNDKLAKFYAPFKLLCNMY  1  PY00754                  (  133) NLEIHRMRKLYGLLNELCNAI  1  PY04914                  (  133) NLEIHRMRKLYGLLNELCNAI  1  PY07826                  (  133) NLEIHRMRKLYGLLNELCNAI  1  PY01981                  (  132) RIKINEMRKLYELLNELCNAI  1  PY01773                  (  132) NLNIDRMRRLYGLLIKLCNAI  1  PY07187                  (  133) NLEIARMRTLYGLLNELCNAI  1  PY01963                  (  133) NIKIGEMRILYGLLNELCNAI  1  PY00308                  (  150) LMDIKEISKFNDPFSILFYLY  1  PY04466                  (  128) YKNLIDKKKYFLAFKLLCEMY  1  //   
	f35:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.215 E= 9.8e-2010    -550   -830    191   -166   -916    -43   -445   -992   -237   -397   -849    241   -609   -536   -182     10   -109   -792   -788   -199    -491   -662   -917   -805   -617   -717   -626    270   -436   -152    432   -416   -682   -672   -639   -758   -295   -197   -591   -752    -551   -830    282   -126   -917     23    -94   -995   -332   -914   -852    163    -26   -537   -570      2   -204   -794   -789   -257    -352   -536   -354   -618   -111   -560   -452    276     -4   -255    116    -42   -529   -500    -28     15   -269   -111   -461   -618    -167   -595    -14    143   -597   -242     99   -191    163   -530   -440     98   -402   -280   -272     66   -181   -426   -489   -334    -175   -662    272   -110   -666   -463    225    146    -78   -575   -470    -73   -428   -154     51   -340   -186    -23   -527   -158    -130   -648   -916   -805   -662   -729   -642    242   -436     19    394   -897   -689   -691   -656   -768   -587    198   -626   -778    -103   -445   -572   -571   -257   -449   -407   -388   -418   -571   -456   -495    138   -451     72    315    -38   -468   -465   -269    -525   -863   -184     -7   -937   -527   -467   -296    241   -875   -797    138   -600   -486     42   -605   -205   -736   -804   -861    -762   -839  -1011   -960    362   -874   -492   -383  -1024    143   -584   -945   -807   -743   -728   -924   -836   -643   -426   -227    -772   -842   -359   -921   -221   -836    -94   -867   -994   -746   -720   -415   -795   -727   -708   -886   -837   -718   -403    389      23   -786    292    186   -796     21     56   -769    -23   -385   -589   -101   -511   -369   -165   -369   -523    -25   -655   -352     445   -550   -804   -324   -638   -518   -548   -355   -805    137   -457   -791    202   -592   -554   -287   -281    -44   -551   -720    -565   -792  -1002   -966    366   -732   -558   -815  -1052     96   -663   -962   -763   -776   -756    -62   -766   -679   -498   -538    -499   -747   -510   -585   -777   -513   -456    -79    277   -733   -659     14   -605   -202   -547   -290   -203   -152   -680   -351     -66   -561   -639    -49   -567   -555   -459     23   -238    225   -385   -217     46   -494   -480    180    -74   -314   -488   -642    -447   -594   -774   -645   -491   -653   -502    -40   -742    339   -257   -792   -524   -496   -469   -686   -538   -181   -483   -670    -311    522   -635   -550   -339   -522   -430   -552   -710   -548   -437   -678   -481   -502   -420   -446   -437   -440   -517   -681    -477   -844    -11    215   -887   -534    -95   -196     11   -796     13    205   -569   -439   -507    -17   -149   -660   -750   -355      41   -706  -1011   -916   -726   -838   -794      0  -1018      2    524  -1011   -789   -819   -792   -891   -302     16   -748   -893    -608     32   -192   -645   -584   -574    326    -50   -792   -815   -778    -84   -665   -595   -616   -652   -662   -752   -509    347   
	f38:  letter-probability matrix: alength= 20 w= 21 nsites= 183 E= 9.8e-2010   0.000000  0.000000  0.251366  0.016393  0.000000  0.027322  0.000000  0.000000  0.021858  0.005464  0.000000  0.535519  0.000000  0.000000  0.005464  0.098361  0.021858  0.000000  0.000000  0.016393   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.551913  0.005464  0.027322  0.398907  0.005464  0.000000  0.000000  0.000000  0.000000  0.005464  0.005464  0.000000  0.000000   0.000000  0.000000  0.475410  0.021858  0.000000  0.043716  0.005464  0.000000  0.010929  0.000000  0.000000  0.311475  0.016393  0.000000  0.000000  0.092896  0.010929  0.000000  0.000000  0.010929   0.000000  0.000000  0.005464  0.000000  0.027322  0.000000  0.000000  0.584699  0.114754  0.010929  0.043716  0.076503  0.000000  0.000000  0.016393  0.103825  0.005464  0.010929  0.000000  0.000000   0.005622  0.000142  0.060473  0.147838  0.000330  0.005671  0.021920  0.022319  0.366750  0.000476  0.000108  0.202733  0.000108  0.000132  0.000111  0.148044  0.011188  0.000177  0.000039  0.005820   0.005464  0.000000  0.453552  0.021858  0.000000  0.000000  0.054645  0.240437  0.065574  0.000000  0.000000  0.060109  0.000000  0.005464  0.027322  0.005464  0.010929  0.027322  0.000000  0.021858   0.010929  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.453552  0.005464  0.098361  0.306011  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.125683  0.000000  0.000000   0.010929  0.000000  0.000000  0.000000  0.010929  0.000000  0.000000  0.005464  0.005464  0.000000  0.000000  0.000000  0.060109  0.000000  0.038251  0.841530  0.016393  0.000000  0.000000  0.010929   0.000000  0.000000  0.016393  0.049180  0.000000  0.000000  0.000000  0.010929  0.622951  0.000000  0.000000  0.262295  0.000000  0.000000  0.027322  0.000000  0.010929  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.748634  0.000000  0.000000  0.005464  0.000000  0.234973  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.010929   0.000000  0.000000  0.005464  0.000000  0.010929  0.000000  0.005464  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.972678   0.032787  0.000000  0.513661  0.196721  0.000000  0.043716  0.016393  0.000000  0.098361  0.005464  0.000000  0.049180  0.000000  0.000000  0.005464  0.005464  0.000000  0.027322  0.000000  0.005464   0.639344  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.005464  0.000000  0.229508  0.000000  0.000000  0.081967  0.000000  0.000000  0.010929  0.005464  0.021858  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.770492  0.000000  0.000000  0.000000  0.000000  0.169399  0.000000  0.000000  0.000000  0.000000  0.000000  0.060109  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.049180  0.797814  0.000000  0.000000  0.109290  0.000000  0.005464  0.000000  0.010929  0.010929  0.010929  0.000000  0.005464   0.016393  0.000000  0.000000  0.038251  0.000000  0.000000  0.000000  0.098361  0.021858  0.420765  0.000000  0.021858  0.027322  0.000000  0.000000  0.327869  0.027322  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.065574  0.000000  0.928962  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000   0.000000  0.983607  0.000000  0.000000  0.010929  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.060109  0.240437  0.000000  0.000000  0.005464  0.021858  0.125683  0.000000  0.021858  0.420765  0.000000  0.000000  0.000000  0.081967  0.016393  0.000000  0.000000  0.005464   0.038251  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.081967  0.000000  0.087432  0.754098  0.000000  0.000000  0.000000  0.000000  0.000000  0.005464  0.032787  0.000000  0.000000   0.000000  0.032787  0.016393  0.000000  0.000000  0.000000  0.109290  0.060109  0.000000  0.000000  0.000000  0.054645  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.726776   
	f41:  BL   MOTIF 3 width=21 seqs=183 PY04083                  (   75) NINIVEYIMIWLSYMLNLKEQ  1  PY01774                  (   75) NINIVEYIMIWLSYMLNLKEQ  1  PY07027                  (   75) NINIVEYIMIWLSYMLNLKEQ  1  PY07327                  (   74) NINIVEYIMIWLSYMLNLKEQ  1  PY05624                  (   67) NINIVEYILIWLSYMLNLKKQ  1  PY05586                  (  102) NIDVVEYIIIWLSYMLNLKEH  1  PY06514                  (   65) NINIVEYIIIWLSYMLSLKKQ  1  PY04466                  (   74) NINIVDYILIWLSYMLNLKEQ  1  PY03729                  (   74) NINIVDYILIWLSYMLNLKEQ  1  PY06567                  (  385) NTNIVEYIIIWLSYMLNLKEQ  1  PY01080                  (   66) NINIVDYILIWLSYMLNLKEQ  1  PY05769                  (   75) NINIVDYILIWLSYMLNLKPE  1  PY02652                  (   75) NINIVDYILIWLSYMLNLKPE  1  PY05822                  (   74) NINIVEYIMIWLSYMLKLKKN  1  PY07021                  (   85) NIDIVDYIIIWLSYMLNLKEN  1  PY07198                  (   72) NINVVDYIIIWLSYMLNLKST  1  PY05146                  (  109) NTNIVEYIIIWLSYMLNLKKS  1  PY00494                  (   74) NINVVEYIILWLSYMLNLKST  1  PY06763                  (   74) NINVVEYIILWLSYMLNLKST  1  PY00493                  (  111) NINIVDYILIWLSYMLNLKES  1  PY01871                  (   85) NINIVDYIMIWLSYMLNLGKS  1  PY02940                  (   79) NINVVEYIMIWLCYMLNLKST  1  PY06619                  (   89) YMNIVEYIMIWLSYMLNLKND  1  PY02688                  (   74) NTNVVEYIILWLSYMLNLKST  1  PY07331                  (   66) NINIVDYILTWLSYMLNLKQQ  1  PY06126                  (   74) NINIVEYIIIWLSYILSLKPH  1  PY06829                  (   65) NINIVDYIMLWVSYMLNLKET  1  PY03042                  (   73) NINIVDYIIIWLSYMLSLMES  1  PY06374                  (   74) NINIVDYIIIWLSYMLSLNKN  1  PY06886                  (   77) GDKIVEYAILWLSYKLNQKTH  1  PY04979                  (   65) IINVVEYIILWLSYMLNLKST  1  PY06204                  (   74) NINVVEYIIIWLSHMLNLKDK  1  PY00500                  (   75) NINIAGYIMIWLSYMLNLKKS  1  PY02298                  (   73) DINVVDYIILWLSYMLNLKPE  1  PY02687                  (   85) SINMVDYILIWLSYMLNLKES  1  PY02943                  (   74) NINIVEYIMIWLSYMLNFTTI  1  PY07849                  (   74) NTNIVEYIMIWLSYMLNFKKI  1  PY07546                  (   74) NIDIVEYIMIWLSYMVNLKNN  1  PY05648                  (   85) IINIVDYIMIWLSYMLNLDKS  1  PY03331                  (   70) GDKIVEYAILWLSYKLNQKKE  1  PY03760                  (   74) NINMVYYIIIWLSYMLSLKSH  1  PY03973                  (   74) NIDIVEYILIWLSYMLSLIKS  1  PY02671                  (   74) SINIVDYIIIWLSYMLSLNKN  1  PY01331                  (   66) SDKLVEYAILWLSYKLNQKTQ  1  PY07653                  (   66) NINVVVYILVWLSYKLNQKTN  1  PY04084                  (   77) SDKLVEYAILWLSYKLNQKTQ  1  PY07175                  (   84) NPNIVDYILIWLSYMLNLGKS  1  PY06782                  (   62) NMNIVTYIMTWISYKLNQKPQ  1  PY07022                  (   74) NMNIVIYIMTWISYKLNQKPQ  1  PY06151                  (   81) NINMVEYIMIWLSYILSLKKD  1  PY07594                  (   73) NINTVEYILIWLSYMLNLIKT  1  PY04996                  (   66) NINVVVYILVWLSYKLNQKTD  1  PY05150                  (   66) NINVVVYILVWLSYKLNQKTD  1  PY07017                  (   56) NINVVEYTMIWLCYMLNLKST  1  PY07421                  (   74) NMNIVTYIMTWISYKLNQKKQ  1  PY05719                  (  101) NINIVDYIILWLNYMLSLKEN  1  PY02572                  (   66) GDKIVEYAILWLSYKLNQTKQ  1  PY02970                  (   94) NINIVDYILIWLSYMLTLKES  1  PY04988                  (   69) YINAVEYIIIWLSHMLNLKDN  1  PY04795                  (   74) NVNIVEYIMIWLNYMLNLMEP  1  PY03986                  (   76) GEKLVEYAILWLSYKLNQKTQ  1  PY03948                  (   73) SDKLVEYAILWLSYKLNQKKE  1  PY06339                  (   84) NINIVDYIMIWLSYMINLKYS  1  PY03987                  (   79) GDKLVEYAILWLSYKLNQKKE  1  PY05781                  (   73) NINMVKYIFIWLSYMLNLKEQ  1  PY02564                  (   75) KNDIFDYIMIWLSYMLNLKEN  1  PY00988                  (   73) NTNIVDYIIIWLSYMLSLMDN  1  PY03010                  (   84) KIDIVYYIIIWLSYMLSLKKE  1  PY01595                  (   74) NINTVQYIIIWLSYKLNQKKY  1  PY04786                  (   69) SEKLVEYAILWLSYKLNQKKE  1  PY05767                  (   78) SDKLAEYAILWLSYKLNQKTQ  1  PY06877                  (   65) GEKLVEYAILWLSYKLNQKKE  1  PY02782                  (   93) HINIVDYILIWLNYMLNLNKS  1  PY07160                  (   75) NIDIVVYIMMWLGYKLNHKLN  1  PY06742                  (   74) YKDAVVCIMIWLSYKLNQKSE  1  PY06227                  (   92) SDQIVEYASLWLSHKLNQKKQ  1  PY02543                  (   75) NINFVDYIMTWLIYMLSLKSN  1  PY07838                  (   92) SDQIVEYASLWLSYKLNQKKE  1  PY02036                  (   66) SDKIVQYASLWLSHKLNQKTQ  1  PY05673                  (   85) NTNIVDYILIWLRYMLNLNKT  1  PY07035                  (  121) SINMVDYILIWLIYMLNLKES  1  PY07406                  (   84) IINIVDYILIWLSYTLNLKKS  1  PY07516                  (   76) GDKLVEYAILWLSYKLNQKKK  1  PY04787                  (   69) SDKLAEYAILWLSYKLNQKTE  1  PY06499                  (   90) SDEIVQYASLWLSHKLNQKKQ  1  PY06760                  (   75) NPYIVDYILIWLSYMLNLTNS  1  PY05560                  (   64) SDKIVQYACLWLSHKLNQKTQ  1  PY01873                  (   77) NPYIVDYILIWLSYMLNLTNS  1  PY04066                  (   78) SDKLAEYAILWLSYKLNQKTE  1  PY05828                  (   73) KINIVDYILIWLGYMLNLIKM  1  PY07422                  (   75) KNDIFYYIMIWLSYMLNLKKN  1  PY06220                  (   75) NMNVVVYIMIWLSHKLNKMLN  1  PY07405                  (   75) NINIVGYISIWLSYMLNLGKS  1  PY04215                  (   75) KNDIFYYIMIWLSYMLNLKEN  1  PY03091                  (   85) SDKLVEYAILWLSYRLNQKAQ  1  PY06754                  (   59) SDKIAEYAILWLGHKLNQKKE  1  PY07533                  (   63) SDQLAEYAILWLSYKLNQKTE  1  PY07411                  (   43) YKDDTVCIMIWLSYMLNLKSH  1  PY03438                  (   75) KIDIVIYIMTWLGYKLNQKLN  1  PY02278                  (   74) NINVVDYTILWLSYMLILKEN  1  PY04321                  (  105) NIHIVVFIMIWLGYKLNQKLN  1  PY07413                  (   78) GDKLVEYGILWLSYKLNQKKQ  1  PY04733                  (  111) NPNIVDNIFIWLSYMLNLKET  1  PY00924                  (  204) NKPFFLYIILWLSYKLNQNTE  1  PY02565                  (   87) SDKLVEYAILWLSYNLNQKTE  1  PY05820                  (   75) NLDIVTYIMTWLGYKLNQKLN  1  PY05816                  (   78) VKAFIIYIMIWLNYMLNLKKD  1  PY06334                  (   75) NINIVEYIIIWLSYMLIFTPI  1  PY04430                  (   73) KINIVDYILIWLGYMLNRIKN  1  PY02614                  (   73) NIIFVDYIMIWLIYMLSLKDN  1  PY03359                  (  116) NMSIATYIMTWISYKLNQKPQ  1  PY02541                  (   75) KIDIVVYIMMWLGYKLNHKLN  1  PY07264                  (   65) SDEIAEYAILWLGHILNQKTE  1  PY04516                  (   95) GDKLAEYAILWLSYRLNQKKE  1  PY00284                  (   86) VEAFIIYIMIWLNYMLNLKKD  1  PY02140                  (   68) NINIVEYIMIWLSYTLNKTIN  1  PY04155                  (   68) NINIVEYIMIWLSYTLNKTIN  1  PY02131                  (   75) NIDIVVYIMMWLGYKLNKMVN  1  PY00297                  (   74) NIGIVQYIIIWLSYMLSAIKN  1  PY03983                  (   79) SKVFIIYVMIWLGHMLNLKKD  1  PY00177                  (   62) NKPFFLYIILWLSYKLNQNRE  1  PY01184                  (   82) HKVFIIYIMIWLSYMLKLKNV  1  PY06666                  (   74) NIYIVQYILIWLSYVLSLIKS  1  PY00085                  (   90) NIYIVQYILIWLSYVLSLIES  1  PY00175                  (   73) YKDATVCVMIWLSYKLNQKTE  1  PY05410                  (   75) TNAFFIYIISWLSYKLNQNKE  1  PY02827                  (   94) VKIIVTYIMIWLSYKLNKNPD  1  PY07624                  (   75) NIDIVVYIIMWLGYKLNKMLK  1  PY07342                  (   75) TKPFFLYIILWLSYKLNQITR  1  PY06796                  (   75) TKPFFLYIILWLSYKLNQNSD  1  PY06851                  (   78) SKVFIIYVMIWLGHMLNLKDV  1  PY05244                  (   79) SKVFIVYVMIWLDHMLNLKKN  1  PY00055                  (   62) YKDDVLCIMIWLSYKLSLKLP  1  PY04755                  (   66) NTNIVDYILIWLKYMLNFKRI  1  PY03403                  (  133) NPNIVDNIFIWLSYMLSLDTT  1  PY05923                  (  105) SDKLVEYAILWLSYNINQKKE  1  PY03016                  (   70) SDKFVEYTILWLSYIINQITQ  1  PY07226                  (   96) NMNIVTYIMTLISYKLNQKSQ  1  PY06020                  (   73) YKEVTVFIMIWLSYKLSLKPP  1  PY00552                  (   79) VKSFIIYIMIWXSYMLNLKKD  1  PY04773                  (   79) VESFIIYIMIWLNYKLNLKKD  1  PY03991                  (  111) TKPFFLYIILWLSYKLNKNTE  1  PY05708                  (   75) TQPFFIYIILWLSYKLNQNLD  1  PY05688                  (   88) YKDVTMCIMIWLSYKLSLKTF  1  PY05912                  (   74) YKDDLVCIMIWLSYKLNLKTF  1  PY03332                  (  103) YKDDIICIMIWLSYKLSLKTF  1  PY04931                  (   96) NPNIVDIIFIWLSYMLNMDKT  1  PY06029                  (  105) LKVFIIYIMIWLNYMINLKKD  1  PY02971                  (   64) TNAFFIYIISWFSYKLNQNSE  1  PY02660                  (   88) ITLVVVYMLAWLSYKLNQKTN  1  PY06547                  (   74) INAIFLYIISWLSYKLNQSSE  1  PY07111                  (   77) LKDDAVCIMIWLGYILSLKPP  1  PY07501                  (   80) NIYIVQYILIWLSYVFSLIKS  1  PY05871                  (   95) YKDEAVSIMIWLGYILNLKSH  1  PY06732                  (   79) YKDETVCIMIWLGHILSLKSH  1  PY07090                  (   82) HKVFIIYIMLWLNFKLNQTTH  1  PY02312                  (   95) YKNETVCIVIWLGYILNLKSH  1  PY06740                  (  103) FKMIIIYIMIWLSHMLELKNV  1  PY06549                  (   75) TEPFFIYIILWLSNKLKQNKG  1  PY00308                  (   88) DDKLAEYAILWLSYKLDQKQK  1  PY01837                  (   73) IEIFTIYIIMWFSYMLNLKNV  1  PY07080                  (   73) TNPFFLYMISWLSYKLKQNSV  1  PY01872                  (   64) TNVFFLYMISWFSYKLNQITG  1  PY00997                  (   74) LKNDSVSIIIWLGYILNLKPH  1  PY01110                  (   74) LKSDTVCIIIWLGYILSLKSH  1  PY00580                  (   72) TNAFFIYIISWISYKLKQSTN  1  PY01981                  (   77) NNEYITYIMLWLSNKMKLIKK  1  PY03177                  (   73) TNAFFIYLVSWLSYKLNQNKG  1  PY02973                  (   72) TDAFFIYIISWFSYKLKQFTK  1  PY01111                  (   73) LKYDSVCIIIWLGYILSLKSQ  1  PY03636                  (   80) TNAFFLYVISWFSYKLKQNSE  1  PY04914                  (   78) NNEYITYAMLWLSNKMKLIKI  1  PY01963                  (   78) NNEYIMYIMLWLSNKMKLLKH  1  PY07826                  (   78) NNEYITYAMLWLSNKMKLIKY  1  PY01834                  (  111) PKVFITYIIIWLNYILRLKNV  1  PY07187                  (   78) NNEYMTYIMLWLSNKMKLIKY  1  PY00754                  (   78) NNEYITYVMLWLSNKMKLIKK  1  PY04327                  (   80) TNAFFIHMISWFSYKLNQHEG  1  PY07477                  (  133) VNTFFIYIISWFSYKLNKNKG  1  PY01773                  (   77) NNEYITYVMLWLSNKMKLIAK  1  PY03194                  (   80) INAFFLYMISWFSNKLKQKSI  1  PY04554                  (   75) NLDVVYYILICLKKENGINKL  1  PY00578                  (   44) NSETEKITVGFLCYQLNQSTK  1  //   
	f50:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.215 E= 1.2e-1827    -346   -541   -257   -571   -318     36     54   -105   -140   -151   -363    224   -175   -469   -442     54     68     15   -464     10    -345   -657    112    -36   -659   -514   -376    216     53   -281     94     17     72   -168   -356   -359    -10   -220   -544   -673     109   -648    100     19   -651   -246    -77   -234     18   -363   -170    198    112    -34   -275   -190   -255     42   -511   -101     -64   -529    -64   -172    155   -564   -461    241   -728     20     52   -732   -531   -519   -481   -596   -140    170   -456    -77     105   -360   -531   -313     53   -444   -321     15   -579   -294   -166   -609   -342   -407   -310   -311    -32    437   -427   -639    -380   -590    161    247   -592   -174   -486     57   -332    -50    -74   -736   -542     85   -498   -623     58    195   -513   -126    -766    133   -973   -939   -221   -847    -95   -293  -1003   -744   -719   -318   -798   -732   -710   -306   -840   -715   -401    376     246   -633   -921   -839   -764   -264   -682    313   -946   -376     47   -890   -640   -709   -682   -628   -108     29   -691   -859    -429   -217   -848   -727   -142   -648   -543    222   -813     92    419   -817   -609   -596   -563   -174   -529    -74   -521   -686    -188   -553   -797   -681   -574   -263   -500    267   -768    169     51   -764   -554   -555   -518    -49      7    -73   -496   -656    -497   -239   -679   -634   -276   -568   -411   -675   -729   -351   -483   -719   -548   -509   -452   -674   -598   -484    707   -402    -397   -528   -647   -558    -58   -567   -435   -130   -626    336   -204   -658   -456   -429   -404   -590   -478   -178   -419   -580    -545    -68   -311   -571   -917    153   -447   -238   -332   -913   -850    -96   -610   -538   -182    308   -599   -788   -789   -841    -772   -842   -931   -920   -298   -835    275   -867   -438   -746   -720   -103   -795   -727   -707   -886   -836   -718   -403    372    -532   -781   -804   -314   -843   -665   -449    -38    186   -678    448   -314   -641   -183    -51   -709   -150    -95   -638   -803    -408   -557   -724   -594   -302   -606   -449   -178   -690    338     92   -426   -473   -443   -415   -637   -498   -180   -432   -623    -532   -779   -310   -308   -857   -253   -394   -296    -52   -842   -761    287   -585   -511   -181     60   -294   -716   -699   -807    -221   -617   -759   -607   -148   -631    -12   -330   -145    272   -134   -744   -526    370   -154   -667   -538   -348   -481   -650    -421   -617   -193   -599   -330   -115    -95     14    250   -352     74     -3   -566   -527   -518   -239    -10   -380   -546   -689    -102   -649   -121    132   -652   -454   -302   -288    147    -83   -454   -117    170    -80    -59     43    180   -226   -511   -342    -295   -649      8    142   -189    -44    251   -138   -115   -363   -170     63     16    273   -130     24     58      2   -511   -198   
	f53:  letter-probability matrix: alength= 20 w= 21 nsites= 183 E= 1.2e-1827   0.000000  0.000000  0.010929  0.000000  0.005464  0.049180  0.016393  0.038251  0.043716  0.027322  0.000000  0.486339  0.005464  0.000000  0.000000  0.136612  0.076503  0.032787  0.000000  0.071038   0.000000  0.000000  0.147541  0.038251  0.000000  0.000000  0.000000  0.387978  0.169399  0.010929  0.038251  0.114754  0.032787  0.005464  0.000000  0.005464  0.043716  0.005464  0.000000  0.000000   0.060109  0.000000  0.136612  0.060109  0.000000  0.005464  0.005464  0.016393  0.131148  0.005464  0.005464  0.409836  0.043716  0.016393  0.000000  0.021858  0.005464  0.043716  0.000000  0.032787   0.016393  0.000000  0.043716  0.016393  0.180328  0.000000  0.000000  0.459016  0.000000  0.098361  0.027322  0.000000  0.000000  0.000000  0.000000  0.000000  0.016393  0.103825  0.000000  0.038251   0.065574  0.000000  0.000000  0.005464  0.120219  0.000000  0.000000  0.103825  0.000000  0.005464  0.005464  0.000000  0.000000  0.000000  0.000000  0.010929  0.043716  0.639344  0.000000  0.000000   0.000000  0.000000  0.207650  0.306011  0.000000  0.010929  0.000000  0.125683  0.010929  0.060109  0.010929  0.000000  0.000000  0.043716  0.000000  0.000000  0.071038  0.125683  0.000000  0.027322   0.000000  0.065574  0.000000  0.000000  0.010929  0.000000  0.005464  0.010929  0.000000  0.000000  0.000000  0.010929  0.000000  0.000000  0.000000  0.010929  0.000000  0.000000  0.000000  0.885246   0.158470  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.743169  0.000000  0.005464  0.027322  0.000000  0.000000  0.000000  0.000000  0.000000  0.021858  0.038251  0.000000  0.000000   0.000000  0.005464  0.000000  0.000000  0.021858  0.000000  0.000000  0.398907  0.000000  0.163934  0.366120  0.000000  0.000000  0.000000  0.000000  0.027322  0.000000  0.016393  0.000000  0.000000   0.005464  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.546448  0.000000  0.284153  0.027322  0.000000  0.000000  0.000000  0.000000  0.065574  0.049180  0.016393  0.000000  0.000000   0.000000  0.005464  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.983607  0.000000   0.000158  0.000142  0.000364  0.000297  0.044046  0.000206  0.000062  0.033248  0.000630  0.913044  0.000108  0.000547  0.000108  0.000132  0.000111  0.000503  0.000259  0.005642  0.000039  0.000355   0.000000  0.016393  0.005464  0.000000  0.000000  0.109290  0.000000  0.016393  0.010929  0.000000  0.000000  0.049180  0.000000  0.000000  0.005464  0.786885  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.076503  0.000000  0.005464  0.000000  0.000000  0.049180  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.863388   0.000000  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.065574  0.420765  0.000000  0.448087  0.010929  0.000000  0.005464  0.010929  0.000000  0.016393  0.016393  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000  0.021858  0.000000  0.923497  0.038251  0.005464  0.000000  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000   0.000000  0.000000  0.005464  0.005464  0.000000  0.005464  0.000000  0.010929  0.081967  0.000000  0.000000  0.737705  0.000000  0.000000  0.005464  0.142077  0.005464  0.000000  0.000000  0.000000   0.005464  0.000000  0.000000  0.000000  0.021858  0.000000  0.010929  0.005464  0.043716  0.557377  0.005464  0.000000  0.000000  0.344262  0.005464  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.016393  0.000000  0.005464  0.016393  0.005464  0.092896  0.666667  0.005464  0.032787  0.098361  0.000000  0.000000  0.000000  0.016393  0.043716  0.000000  0.000000  0.000000   0.010929  0.000000  0.027322  0.136612  0.000000  0.000000  0.000000  0.010929  0.327869  0.049180  0.000000  0.043716  0.065574  0.010929  0.010929  0.125683  0.169399  0.005464  0.000000  0.005464   0.000000  0.000000  0.071038  0.147541  0.016393  0.027322  0.065574  0.032787  0.049180  0.005464  0.005464  0.158470  0.021858  0.163934  0.005464  0.109290  0.071038  0.032787  0.000000  0.016393   
	f56:  BL   MOTIF 4 width=21 seqs=179 PY00297                  (   42) CDTDLEKISAGCLYLLNEFFG  1  PY05719                  (   69) CDGDLDKINAGCLYLFNAFFG  1  PY07226                  (   64) CESDIDKINAGCLWLFKQFYG  1  PY03438                  (   43) CDSDINKIHAGCLWLLNQFYG  1  PY07411                  (   12) CNNDIDKINAGFLWLFNAFFG  1  PY03359                  (   84) CENDIDKINAGCLWLFKQFYG  1  PY03973                  (   42) CDNDLDKINAGCLYLFDAFFK  1  PY07331                  (   34) CNTDLEKINGGCLYLFNHFFG  1  PY04321                  (   73) CDSDINKIDAGCLWLFNQFYG  1  PY04083                  (   43) CDTDAEKINGGCLYLFNQIFG  1  PY07327                  (   42) CDTDAEKINGGCLYLFNQIFG  1  PY05871                  (   64) CNNDLDKINAGCLYLFYEFFG  1  PY05244                  (   48) CKTDLDKINAGCLWLFEQNIV  1  PY01080                  (   34) CDTDLAKINGGCLYLFNKFFG  1  PY06829                  (   34) CDGDIEKINAGFFYLFNQFFG  1  PY06742                  (   43) CDTNIKKINAGCLWLFNAYFG  1  PY07405                  (   43) CQSDFDKISAGCLYLLDQFYK  1  PY07022                  (   42) CENNIDKINAGCLWLFNKFYG  1  PY06567                  (  353) CDNDLDKINAGCLYLLDSFFK  1  PY01774                  (   43) CDTDFEKINGGCLYLFNKIFG  1  PY07027                  (   43) CDTDFEKINGGCLYLFNKIFG  1  PY02614                  (   42) CKGDLEKINAGCLFLLNKFFG  1  PY06220                  (   43) CDSNVNKIHAGCLWLFKQFYG  1  PY02543                  (   44) CKGDLEKINAGCLFLLNKFFG  1  PY02971                  (   32) CNTELDKITAGFLWLLGQYFT  1  PY01595                  (   48) CKTDLDNINAGCLWLLEQLFV  1  PY04554                  (   43) CDSNLEKINAVCLYLFNLFFG  1  PY02298                  (   42) CEGDLDKINAGFFYLLNQFIG  1  PY05820                  (   43) CDIDINKINAGCLWLFNKFYG  1  PY06020                  (   42) CGTDTDIANAGCLWLFNQFFG  1  PY03983                  (   48) CNTEADKINAGCLWLFEQNIV  1  PY02140                  (   36) CDSNLGKINAGCLFLFDEFFK  1  PY04155                  (   36) CDSNLGKINAGCLFLFDEFFK  1  PY05781                  (   43) CDDDLEKINAGCLFLFDALFK  1  PY02312                  (   64) CDGDINKINAGCLWLFNSMFG  1  PY00500                  (   43) CDDPLEKVNAGCLYFFNEFFG  1  PY05912                  (   43) CDNDTDIVNAGCLWLINEFFG  1  PY01111                  (   42) CNNDIEKINAGCLWLIYEFFV  1  PY00988                  (   41) CDNNLEKINAGCLYLLYTFFG  1  PY06549                  (   43) CDTDLEKITIGFLWLLEQYFT  1  PY06151                  (   49) CETDIDKINAGCLWLFKAIFF  1  PY05822                  (   42) CDNDIEQISAGCLYLLNEFFK  1  PY05688                  (   57) CEGDVNIVNAGCLWLFNEFFG  1  PY06782                  (   30) CENDIDKINAGSLWLFKQFYG  1  PY07342                  (   43) CNTELEKITIGFLWLLGQYFG  1  PY06126                  (   42) CGSDLDKINAVCLHLFNELFG  1  PY06619                  (   57) CDNALDKINAGCLYFFKEFFG  1  PY07111                  (   46) CNNDIDKINAGCLWLINAIFS  1  PY07017                  (   24) CNSDYGKINAGFLYLLNQFCG  1  PY03403                  (  101) CDNNFDKINAVCLYLLDQFYK  1  PY07090                  (   48) CKTDLDKINGGCLWLFEQNII  1  PY01837                  (   42) CKTDLDKIKAGFLWLFEQIIV  1  PY05146                  (   77) CSDNLAKINAGCLYLFDAFFK  1  PY05586                  (   70) CSDNLAKINAGCLYLLDAFFK  1  PY07421                  (   42) CETNINKIHSGCLWLLKQFYG  1  PY06514                  (   33) CTDDLAKINAGCLYLFDAFFK  1  PY07080                  (   42) CNSELEKITIGFLWLLEQYFG  1  PY00997                  (   43) CNNDIDKINAGCLWLIYELFV  1  PY03636                  (   48) CNTDLDKITVGFLWLLEQYFT  1  PY06334                  (   43) CNDDTGKISAGCLYLLDAFFK  1  PY00175                  (   42) CVADTDILNAGCLWLFNQFFG  1  PY01873                  (   45) CQSDYDRISAGCLYLLDQFYS  1  PY04430                  (   41) CDDPFGKVNAGCLYLFDEFFA  1  PY02688                  (   43) CSSDFGKINAGFFYLLNQFFE  1  PY04327                  (   48) CNTNLDKITAGFLWLLGECYS  1  PY02278                  (   43) CDSNLEKINAGFFYLLNQFLG  1  PY03042                  (   41) CDNDFKKINAGCLYFFDAFFK  1  PY04773                  (   48) CKTELDKINAVCLWLLNENIA  1  PY06760                  (   43) CQSDYDRISAGCLYLLDQLYK  1  PY02827                  (   63) CKTELDKINAACIWLFNQIIS  1  PY04755                  (   34) CDDDINKINAVCLFLFNELFG  1  PY00924                  (  172) CNTELEKITIGFLWLLGQYFT  1  PY07021                  (   53) CNGPLDKISAGCLYFFNEFFK  1  PY05708                  (   43) CDTDLEKITIGFLWLLGKYFT  1  PY03010                  (   52) CDSNLEQINSACLYLFNAFFG  1  PY05769                  (   43) CDTDFRRIDGGCLYLFKQIFG  1  PY02652                  (   43) CDTDFRRIDGGCLYLFKQIFG  1  PY02940                  (   47) CSTDYGKISAGFLYLFNGLFG  1  PY04931                  (   64) CDSNFDKIDAVCLYLLDQFYK  1  PY04733                  (   79) CDHNLDKINVGCLYLLDQFYK  1  PY06796                  (   43) CNTELEKITIGFLWLLGQYFD  1  PY06851                  (   47) CNNEVDKINGGCLWLFEQNIV  1  PY07477                  (  101) CDNNFGKITAGFLWLLEQCYS  1  PY04215                  (   43) CDSDFEKISAGFFYLLSGFFG  1  PY03332                  (   72) CDSDTNIVNAGCLWLINDFFG  1  PY07594                  (   41) CDNNLDKISAGCLYFFDTFFK  1  PY07198                  (   41) CEGDLDKINAGFYFLLNQFFW  1  PY03991                  (   79) CNSELEKITIGFLWLLEQYFT  1  PY04795                  (   42) CNGPLDKINTVCLYLFNEFFG  1  PY00055                  (   31) CNNYIDKINAGSLWLFYEFFG  1  PY07422                  (   43) CDNDIEKISAGFFYLLSGFFG  1  PY01184                  (   48) CKNEVDKINAACLWLFEQNIV  1  PY00284                  (   55) CITELDKINAACLWLLNENIT  1  PY05816                  (   47) CITELDKINAACLWLFEQNIS  1  PY01872                  (   32) CDTDFDKNTAGFLWLLGECYS  1  PY05624                  (   37) CSSNLDKLNAGCLYLLDGLFK  1  PY02564                  (   43) CDSDFEKISAGFFYFLGGFFG  1  PY02671                  (   42) CESDLAKINAVCLFFFKHFFG  1  PY07546                  (   42) CEMPLEKINAACLYLFDGFFK  1  PY06339                  (   52) FKSDFDKINAGCLYLLDEFIK  1  PY03729                  (   42) CDSAFERIDGGCLYLFKQIFG  1  PY07175                  (   52) FQSELDRISAGCLYLLDQFYK  1  PY05673                  (   53) FQSDLDRISAGCLYLLDEFIK  1  PY07849                  (   42) CEEDINKINAVCLFLFNELFG  1  PY02943                  (   42) CEEDINKINAACLFLFNELFG  1  PY06374                  (   42) CVTDLDKIHAVCLFLFDNFXG  1  PY06732                  (   48) CESDINKITAGCLRLFNDMFG  1  PY00494                  (   43) CSTNYGKLNAGFFYLLNQFIG  1  PY06763                  (   43) CSTNYGKLNAGFFYLLNQFIG  1  PY07501                  (   48) CDDDTDKINARCLHVFDAFFK  1  PY01834                  (   80) CKTDLDKIKAVFLWLFEQNII  1  PY02970                  (   62) FKSDFDKISAGCLYLLDEFIK  1  PY03760                  (   42) CDKDVDKINAGCLFLFDAIFM  1  PY00177                  (   30) CNTELEQITIGFLWLLGEYFT  1  PY06204                  (   42) CEGNLDKINAVFFYLINHFFG  1  PY05828                  (   41) CDASFGKVNAGCLYLFDELFK  1  PY07035                  (   89) SQSDLNKISAGCLYLLDEFIK  1  PY02687                  (   53) SQSDLNKISAGCLYLLDEFIK  1  PY05648                  (   53) LQSDFDKISAGCLYLLDEFIK  1  PY04466                  (   42) CDSAFERIAGGCLYLFMQIFG  1  PY06029                  (   74) CKTDHDKINGGCRWLFEQNVV  1  PY06547                  (   30) CDTNLDKIKAGFLWLFEKNCS  1  PY07653                  (   34) SYTDIDKINGWCLWLFKAIFG  1  PY01871                  (   53) FKNELDRISAGCLYLLDEFIK  1  PY00552                  (   48) CNTKLDKINAVCLWLLNSNIA  1  PY06740                  (   72) CKTEPDKINAACLWLVEQIII  1  PY05410                  (   43) CNSELEQITIGFLWLLGECYS  1  PY00580                  (   42) CDTELEKNTIGFLWLLGHCFY  1  PY04786                  (   41) CSSDEQKIIAGFIMLLNMFND  1  PY01110                  (   43) CNNDIDKINAGCLRLIYDFFI  1  PY00085                  (   58) CDNDTDKMNARCLHIFDAFFK  1  PY02973                  (   42) CNTELEKNTIGFLWLLGQCYY  1  PY02782                  (   61) FQSDFYKINAGFLYLLDEFIK  1  PY04988                  (   37) RGYPLDKINAGCLFLFNKFFG  1  PY04979                  (   34) CGTNYGKLNAGFFYLLNKFFW  1  PY00493                  (   79) SLSDLNKISAGCLYLLDEFIK  1  PY04996                  (   34) SYTDIDKINGWCLWLFKVIFG  1  PY07406                  (   52) FQSDFNRINAGCLYLLDELIN  1  PY03177                  (   43) CNTEIEQITIGFLWLLGKCYY  1  PY03194                  (   48) CNNDLDNFTAGFLWLLGECYS  1  PY07160                  (   43) CKTYNNIVNGGCIWLLDTFYG  1  PY06877                  (   40) CSSDELKIIAGFIMLLNMLGD  1  PY06666                  (   42) CVDDTAKINARCLYIFETFFK  1  PY07516                  (   51) CSSDELKIIAGFIMLLNMIGE  1  PY07624                  (   43) CKNYINLVKGGCLWLLDRFYG  1  PY02131                  (   43) CKNYINLVKGGCLWLLDRFYG  1  PY02541                  (   43) CKTYNNIVNGGFLWLLDTFYD  1  PY06499                  (   67) CSSDEEKITSGFIMLLNKLEN  1  PY05150                  (   34) TYTDNDKINGLCLWLFQAIFG  1  PY03986                  (   51) CSSDEEEIVAGFIMLLNMIGE  1  PY01331                  (   41) CSSDELKIISGFILLLNMFGE  1  PY04084                  (   52) CSSDELKIISGFILLLNMFGE  1  PY02572                  (   41) CSSDEEKIISGFIVLLNMLNP  1  PY07413                  (   50) CNSDEEKIISGFILLLSLFND  1  PY05560                  (   41) CSSDEEKVISGFIMLLKKLAD  1  PY04787                  (   40) CDTDEKKIISAFIALIPLFNG  1  PY04066                  (   49) CDTDEKKIISAFIALIPLFNG  1  PY06227                  (   67) CSSDEEKIIPGFIMLLKKLDE  1  PY05767                  (   49) CDTDEKRVCSGFLALLKLFER  1  PY01773                  (   46) CNTIGEVVNAVTIMLLHKLFT  1  PY04516                  (   67) CDTDDNKVSSTFITLLKFFEG  1  PY02660                  (   56) IYTDIDKINGYCLWLFNNILK  1  PY06886                  (   52) CSSDEENIIYGFILLLNMFGE  1  PY03331                  (   41) CDTDEKKVISTFITLLKIFED  1  PY00754                  (   47) CNTIGEVVNAVTIMLLHKLSV  1  PY04914                  (   47) CNTIGEVVNAVTIMLLHKLSV  1  PY03091                  (   50) CSNDDPKLTSEFIALLSLFNG  1  PY02565                  (   52) CSSDDPKLISDFIALLTLFNG  1  PY05923                  (   76) CSSDDPKLISDFIALLTIFNG  1  PY01981                  (   46) CQTIAQAVNGTTLLLLNNLFN  1  PY03948                  (   50) CSNDDPKLVSEFITLLTLFNG  1  PY07533                  (   35) CDTDDKQISSTFIELLKYFEY  1  PY03016                  (   41) CDTDDKKVSSTFISLLKSFKN  1  PY06754                  (   30) CDDDNKKLSSAFIAFIAFFNG  1  PY03987                  (   50) CSNDDRKLSSFFIALLSLLND  1  PY01963                  (   47) CRTGNQAVSGATVFLFNYLFA  1  PY02036                  (   41) CSIDEEKIIPCFIILLKNLDD  1  PY07187                  (   47) CKTSGQTVSAITVLLLNNLFT  1  PY07826                  (   36) CRTNLETRNGKCLTVGQVVNI  1  //   
	f65:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.62758 E= 1.6e-1623    -296    518   -618   -532   -197   -509   -414   -435   -693   -435   -419   -662   -465   -486   -263   -292   -336   -423   -504   -674    -295   -649    228     64   -652    -71   -301   -285     -4   -361   -454     80   -412    137    -57     52   -253    -88   -511   -155    -127   -775     -9   -213   -842     70    -89   -291   -411   -793   -180     79   -567   -476   -490    161    292   -656   -708   -350     -74   -847    320    112   -920   -253   -459   -193   -418   -866   -789     48     75   -487   -561   -289   -603   -728   -785   -124     -25   -526    -61     77    100    -75    -94     98   -724    208   -349   -185   -174   -516   -477   -592     -6     -2   -453    -74      24   -944    249    229   -931     81   -515   -842   -119   -197   -668     21     17     -4    -26   -661   -606   -615   -783   -354    -164   -507   -604   -355   -683   -478   -357   -186    287   -348   -453   -316   -412    -29    137   -569   -253   -163   -414   -663    -196   -475   -551   -501   -319   -481   -410    315   -575    -38    -95   -301   -433   -416   -200   -504   -359    196   -382   -518    -219   -221   -116   -565   -831   -499    100      7   -202   -772   -698    242   -596   -526   -550     71    129   -151   -723   -806     452   -355   -614   -524   -580    165   -440    -52   -643   -497   -397   -660    -97   -467   -405     24   -258   -107   -451   -360     107   -234   -257   -234   -354    431   -441   -396   -425   -398   -554   -575   -493   -515    -40   -520    -94    125     44   -365    -373    451   -946   -901    255   -565   -649   -923  -1025   -850   -760   -906   -648   -744   -728   -289    -48   -630   -622   -682    -409   -558   -725   -595    -13   -606   -447     82   -691    312   -208   -742   -474   -444   -179   -638   -498   -120   -429   -351      62   -473   -574   -300     49   -481     75   -332   -605   -131    140   -615   -416   -423    -79   -350   -108   -183    549    249    -411   -559   -727   -597    -56   -608   -451   -245   -693    339   -209   -745   -476   -446   -418   -640   -500   -119   -432   -620    -682   -807  -1122  -1007    276   -276   -742    -56  -1100    257   -414  -1104   -821   -783   -805  -1015   -781   -228   -612   -769    -184   -694    171     89   -705    103     61   -697      2   -618   -172    178    -76    -87   -329   -162   -137   -495   -565    -98     179   -646   -184    190   -241    -16    101   -285    -19    -80    115   -176   -410    354    -56   -187    -68   -140   -508   -249    -447     77   -855   -739    318   -659   -510     41   -822     69    -70    -60   -619   -602   -569   -693   -546   -199   -475     -8    -182   -116   -253    -96    303    -17   -428     78   -408   -246   -340    -60   -498   -487   -454   -284   -430   -165   -431    119     -20   -638    -40    -37   -332    339   -303   -160     74   -548   -166   -206   -161   -285   -129    -69     25     90     60   -155   
	f68:  letter-probability matrix: alength= 20 w= 21 nsites= 179 E= 1.6e-1623   0.000000  0.910615  0.000000  0.000000  0.039106  0.000000  0.000000  0.005587  0.000000  0.005587  0.000000  0.000000  0.000000  0.000000  0.005587  0.027933  0.005587  0.000000  0.000000  0.000000   0.000000  0.000000  0.335196  0.083799  0.000000  0.022346  0.000000  0.011173  0.111732  0.005587  0.000000  0.178771  0.000000  0.061453  0.011173  0.134078  0.005587  0.016760  0.000000  0.022346   0.011173  0.000000  0.061453  0.011173  0.000000  0.061453  0.005587  0.011173  0.005587  0.000000  0.005587  0.173184  0.000000  0.000000  0.000000  0.284916  0.363128  0.000000  0.000000  0.005587   0.016760  0.000000  0.620112  0.117318  0.000000  0.005587  0.000000  0.022346  0.005587  0.000000  0.000000  0.139665  0.033520  0.000000  0.000000  0.011173  0.000000  0.000000  0.000000  0.027933   0.022346  0.000000  0.044693  0.094972  0.122905  0.022346  0.005587  0.167598  0.000000  0.374302  0.000000  0.027933  0.005587  0.000000  0.000000  0.000000  0.044693  0.027933  0.000000  0.039106   0.033520  0.000000  0.379888  0.262570  0.000000  0.067039  0.000000  0.000000  0.050279  0.022346  0.000000  0.117318  0.022346  0.022346  0.016760  0.000000  0.000000  0.000000  0.000000  0.005587   0.011173  0.000000  0.000000  0.005587  0.000000  0.000000  0.000000  0.039106  0.793296  0.011173  0.000000  0.016760  0.000000  0.033520  0.061453  0.000000  0.011173  0.016760  0.000000  0.000000   0.005587  0.000000  0.000000  0.000000  0.005587  0.000000  0.000000  0.782123  0.000000  0.061453  0.005587  0.016760  0.000000  0.000000  0.005587  0.000000  0.000000  0.117318  0.000000  0.000000   0.005587  0.005587  0.027933  0.000000  0.000000  0.000000  0.022346  0.089385  0.027933  0.000000  0.000000  0.541899  0.000000  0.000000  0.000000  0.150838  0.117318  0.011173  0.000000  0.000000   0.648045  0.000000  0.000000  0.000000  0.000000  0.134078  0.000000  0.067039  0.000000  0.000000  0.000000  0.000000  0.011173  0.000000  0.000000  0.117318  0.005587  0.011173  0.000000  0.005587   0.067039  0.005587  0.011173  0.011173  0.005587  0.731844  0.000000  0.005587  0.005587  0.005587  0.000000  0.000000  0.000000  0.000000  0.016760  0.000000  0.027933  0.089385  0.011173  0.005587   0.000000  0.597765  0.000000  0.000000  0.357542  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.011173  0.033520  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.061453  0.000000  0.000000  0.167598  0.000000  0.748603  0.000000  0.000000  0.000000  0.000000  0.005587  0.000000  0.000000  0.011173  0.000000  0.005587   0.044693  0.000000  0.000000  0.005587  0.078212  0.000000  0.016760  0.005587  0.000000  0.033520  0.055866  0.000000  0.000000  0.000000  0.011173  0.005587  0.022346  0.005587  0.357542  0.357542   0.000000  0.000000  0.000000  0.000000  0.044693  0.000000  0.000000  0.011173  0.000000  0.932961  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.011173  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.413408  0.005587  0.000000  0.055866  0.000000  0.519553  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005587  0.000000  0.000000   0.005587  0.000000  0.223464  0.100559  0.000000  0.078212  0.016760  0.000000  0.117318  0.000000  0.005587  0.351955  0.011173  0.011173  0.000000  0.027933  0.016760  0.000000  0.000000  0.033520   0.100559  0.000000  0.016760  0.206704  0.011173  0.033520  0.022346  0.011173  0.100559  0.050279  0.044693  0.027933  0.000000  0.290503  0.011173  0.022346  0.027933  0.011173  0.000000  0.011173   0.000000  0.044693  0.000000  0.000000  0.558659  0.000000  0.000000  0.111732  0.000000  0.139665  0.011173  0.067039  0.000000  0.000000  0.000000  0.000000  0.000000  0.005587  0.000000  0.061453   0.005748  0.011318  0.011545  0.028236  0.508717  0.033731  0.000063  0.145722  0.006230  0.011660  0.000110  0.067598  0.000110  0.000135  0.000114  0.011687  0.000265  0.005768  0.000040  0.151201   0.022346  0.000000  0.050279  0.039106  0.005587  0.413408  0.000000  0.027933  0.195531  0.000000  0.005587  0.022346  0.005587  0.000000  0.005587  0.055866  0.055866  0.061453  0.011173  0.022346   
	f71:  BL   MOTIF 5 width=21 seqs=159 PY00177                  (  222) GVTSSSSSIGNKLFTVLSIFG  1  PY06029                  (  288) EVTSSSSSIASKLIPVLSIFG  1  PY02543                  (  250) EDASSSSSIGNKLFTVLSIFG  1  PY07017                  (  204) VDTSSSSSIGNKLISVLSIFG  1  PY01080                  (  236) GDTSSSSSIGNRLFTVLSIFG  1  PY02940                  (  233) VDTSSSSSIGNKLISVLSIFG  1  PY07198                  (  227) EDTSSSSSIGNKLISVLSIFG  1  PY01184                  (  272) EATLSSSSIANKLIPVLLIFV  1  PY05719                  (  263) GVTSSSSSIANKLFIVLSIFG  1  PY07331                  (  238) EDTSSSSSVANKLFTVLSIFG  1  PY05244                  (  265) EATSSSSSITNKLIPVLSIIV  1  PY04979                  (  234) EDASSSSSITNKLFTVLSIFA  1  PY07090                  (  270) EVTSSSSSITNKLIPVLSIIV  1  PY02970                  (  270) EDTSSSSSIANKLIPVLLIFA  1  PY05769                  (  245) GDTSSSSSVTNKLFTVLSIFG  1  PY02652                  (  245) GDTSSSSSVTNKLFTVLSIFG  1  PY03983                  (  272) EDTSSSSSITNKLIPVLSIIV  1  PY01774                  (  245) EDTPSSSSITTRLFTVLSIFG  1  PY07027                  (  245) EDTPSSSSITTRLFTVLSIFG  1  PY01873                  (  269) DATSSSSSIVSKLIPVLLIFG  1  PY04327                  (  239) GVISSSSSTANKLFTVLSIFG  1  PY02614                  (  248) EDASSSLSITNKLFTVLSIFG  1  PY02298                  (  245) EDTSSSSSITTRLFTVLSIFG  1  PY06204                  (  245) EDVASSSSIANKLFTVLSIFG  1  PY06829                  (  236) EDTSSSSSITTRLFTVLSIFG  1  PY02688                  (  222) VDISSSSSIGNKLISVLSIFG  1  PY03403                  (  319) EVASSSSSITNKLIPVLLILG  1  PY07422                  (  235) VDTSSSSSIGNKLISVLSVFG  1  PY00578                  (  204) EFTSSSSSTGNKLFTVLSIFG  1  PY05146                  (  292) EVASSSSSIANNLFIVLSIFG  1  PY03729                  (  245) EDTSSSSSVTNKLFTVLLIFG  1  PY02278                  (  238) EDTSSSSSIGNKLISVLSVFG  1  PY06514                  (  240) EVASSSSSITNNLFIVLSIFG  1  PY02827                  (  292) DVTLSSSSITNKLIPVLSIIV  1  PY02564                  (  240) QDASSSSSITNKLFIVLSIFG  1  PY06760                  (  269) DVALSSSSIVSKLIPVLLIFG  1  PY07406                  (  265) EDTSSSSSIASKLIPVLLIFA  1  PY06549                  (  235) GYTLSSSSIGNRLFTVLSIFG  1  PY04795                  (  249) EVTSSSSSIGNTIISVLSIFG  1  PY04931                  (  282) EVTSSSSSIVSKLIPVLLILG  1  PY02782                  (  272) EVTLSESSLASKLIPVLSIFV  1  PY01872                  (  223) SEDTSSSSIGNKLFTVLSIFG  1  PY06877                  (  219) VACPRSSVTKNTLITIAIIFV  1  PY07342                  (  233) SEDTSSSSIGNKLFTVLSIFG  1  PY07413                  (  234) VACPRSSVTKNTLITIAIIFV  1  PY07838                  (  240) VACPRSSVTKNTLITIAIIFV  1  PY06851                  (  260) EDTSSSSSITSKLIPVLSIIV  1  PY06567                  (  563) EDASSSSSITNNLFIVLSIFG  1  PY03010                  (  265) DVTSSSSSIVSKLIPVVSIFV  1  PY03991                  (  270) SGDTSSSSIGNKLFTVLSIFG  1  PY06796                  (  234) SGDTSSSSIGNKLFTVLSIFG  1  PY06666                  (  210) EVASSSSSIASKLIPILSILV  1  PY00924                  (  362) SEDTSSSSIGNRLFTVLSIFG  1  PY07080                  (  237) SGDTSSSSIGNKLFTVLSIFV  1  PY05410                  (  239) GVTSPSLSTGSKLFTVLSIFG  1  PY03177                  (  238) SEDTSSSSTGNKLFTVLSIFG  1  PY00580                  (  229) VDTSSSSSIGKRLFAVLSIFG  1  PY04988                  (  249) QDPSSSSSITNKLFTVLSIFG  1  PY00988                  (  245) EDASSSSSITNKLLLVLSIFG  1  PY06740                  (  298) EATSPSSSITNKLIIFLSIFG  1  PY00493                  (  287) EDTSSSSSIASKLIPVLLIFP  1  PY07111                  (  267) NTTLSGSSLVNKLIPVLSIFV  1  PY07175                  (  278) DVASSSSSILSKLIPVLLIFG  1  PY03636                  (  238) GYTSSSSSIGKKLFTVLSIFG  1  PY00500                  (  249) SDDASSSSIANKLFIVLSIFG  1  PY06499                  (  239) VACPRSPVTKNTLITIAIIFV  1  PY04554                  (  247) DVIPSSSSIVSKLIPVLSIFP  1  PY02036                  (  220) VACPRSSVTKNTLISIAIIFV  1  PY02572                  (  219) VACPRSSVTKNTLISIAIIFV  1  PY05923                  (  261) VACPRSSVTKNMLITIAIIFV  1  PY01331                  (  222) VACPRSSVTQNTLITIAIIFV  1  PY03331                  (  223) VACPRSSVTKNTLITIGIIFV  1  PY05586                  (  273) EVGSSSSSITNNLFIVLSIFG  1  PY06339                  (  271) EVTLSESSLVSKLFIVLSIFG  1  PY07405                  (  262) EVTLSESSLVSKLFIVLSIFG  1  PY03194                  (  239) SGYTSSSSIGNRLFTVLSIFG  1  PY05673                  (  269) EDTSSSSSIASKLIPVLLIFT  1  PY03987                  (  233) VACPRSSVTKNILITIAIIFV  1  PY06227                  (  248) VACSRSSVTKNTLISIAIIFV  1  PY02565                  (  244) VACPRSSIIKNTLIPIAIIFV  1  PY03986                  (  229) VACPRSSVTKNTLIAIAIIFV  1  PY00494                  (  240) SEDISSSSIGNKLFTVLSIFG  1  PY06763                  (  240) SEDISSSSIGNKLFTVLSIFG  1  PY05624                  (  239) SEDASSSSITSKLFTVLSIFG  1  PY01871                  (  264) EVASSSSSISSKLIPVLSIFS  1  PY01834                  (  295) EATAQSPSIGNKLFIVLSIFA  1  PY07477                  (  291) SGVTSSSPIGNKLFTVLSIFG  1  PY02973                  (  229) VYTSSSSSIGKRLFAVLSIFG  1  PY06886                  (  234) VACPRSSVTRNILITIAIIFV  1  PY04787                  (  223) VACPRSSVTKNTLIKIAIIFV  1  PY03091                  (  239) VACPRSSVTKNILITIGIIFV  1  PY06619                  (  264) EDTSSSSSVTNKLLLVLSIFA  1  PY05767                  (  229) VACPRSSVTKNTLIKIAIIFV  1  PY04066                  (  233) VACPRSSVTKNTLIKIAIIFV  1  PY04786                  (  223) VACPRSSVTKNTLISIGFIFV  1  PY05708                  (  236) EDASSSSPMGNKIFTVLSIFG  1  PY05822                  (  233) SEDTSSSSIGNKLISVLSILV  1  PY07035                  (  300) EVTLSELSLVSKLFIVLSIFG  1  PY02687                  (  264) EVTLSELSLVSKLFIVLSIFG  1  PY06742                  (  265) NTALSDSSLASKLIPVLSIFG  1  PY07516                  (  207) VACPRSSITKNMLITIAIIFV  1  PY03948                  (  225) VACPRSSVTKNIIIPIAIIFV  1  PY04083                  (  237) EVASSSSSISKNLFIVLSIFG  1  PY07327                  (  236) EVASSSSSISKNLFIVLSIFG  1  PY05560                  (  217) VACSRNSVTKNTLITIAIIFV  1  PY02971                  (  222) SEDTSSSSIGKRLFTILSIFG  1  PY06020                  (  264) NITLSGSSLVNKLVTVLSIFG  1  PY04516                  (  250) VACPRSSVTKNIIITIAIIFV  1  PY05816                  (  249) GVTSSSLSIVNKLIIALSIFT  1  PY03973                  (  233) SEVTSSSSIASKLIPILSILV  1  PY04084                  (  231) VACSQSSIIKNTLITIAIIFV  1  PY06220                  (  263) DSTSSSSSILNKLISIPFIFV  1  PY04733                  (  292) FEATSSSSITSKLIPVLLILG  1  PY05688                  (  279) NTALSDSSLVSKLIIVLSIFG  1  PY04466                  (  234) EDTXXSSSATNKLFTVLSIFG  1  PY07533                  (  218) VACPRSSVTKNILITIAIIFI  1  PY01837                  (  260) GVTSSSPSIANKLIPFLLILA  1  PY05820                  (  278) GSASPSSSILNKLISIPFIFV  1  PY05781                  (  238) SEVTSSSSIANKLLLILSIFG  1  PY03016                  (  223) ADYSRSSVIKNTLITIGIIFV  1  PY04215                  (  236) AQSSLSSSIGNKLFTVLSIFG  1  PY00175                  (  264) NITLSESSLVNKLIPILSILV  1  PY05648                  (  267) EVALSELSLISKLFIVLSIFG  1  PY07021                  (  248) FGFTSSSSIATKLFIVLSIFG  1  PY07226                  (  286) DSTLPSPSQVNKLILIPIIFV  1  PY03332                  (  295) DTILPGSSLVNKLIPILSIIV  1  PY03359                  (  307) DSTLPSPSQVNKLILIPIIFV  1  PY06782                  (  251) DSTLPSPSQVNKLILIPIIFV  1  PY04773                  (  266) GVTSSSLSIVKKLILALSIFS  1  PY00552                  (  266) GVTSSSLSIVKKLILALSIFS  1  PY05912                  (  265) DTTLSGLSLVNKLILVLSILA  1  PY00055                  (  263) NTTLAGSSLVNKIIPVLSIFA  1  PY04321                  (  304) DSGSPSSSILNKLISIPFIFV  1  PY03760                  (  228) PTFSRRSVIKHTLISIASIFV  1  PY07421                  (  265) DSTLPRPSQVNKLILIPIIFV  1  PY05871                  (  287) NTTLSESSLVNKLVIVLPILA  1  PY07594                  (  233) SEVTSGSSIAIKLIPILSILV  1  PY03042                  (  228) TQITSSSSIANNLLLVLSIFG  1  PY06732                  (  270) NTILPYSSLVNKLIPVLSIVV  1  PY03438                  (  273) DTTAPSSSTLNKFISIPFIFV  1  PY02660                  (  295) ETALSSSLIINKLIPIPFIFI  1  PY07411                  (  234) NTILSDSSILNKLIRVLSILV  1  PY00284                  (  279) DVTSSSLSMVKKLILALSIFR  1  PY00997                  (  248) DTILSGSSLVNKLVIVLPILA  1  PY07849                  (  228) PTYSRRLVIKRTLIPIAFIFV  1  PY01111                  (  263) DITLSDSSLVNKLVIVLPILA  1  PY01110                  (  267) NITLSESSLVNKLVIVLPILA  1  PY02312                  (  286) NSALSDSSLISKLVPILSIFV  1  PY06151                  (  231) PTFSRRSVIKNTLISITFIFV  1  PY00085                  (  239) PTYSRRLVIKNTLISIGFIFV  1  PY07022                  (  271) DSGSPSSLILNKLISIPFILV  1  PY06374                  (  228) PTYSRRSVIKKTLMSIGFVFV  1  PY07501                  (  235) ISEATSSSIASKFIPILSILV  1  PY01595                  (  255) CDATXSFSIVKKLILALLIFS  1  PY07546                  (  215) KCNNSPSLLTNSLISIAFIFG  1  PY00297                  (  214) KCNNFSSLLTNSLISIAFIFV  1  PY07187                  (  241) GATSSSKVIGVEFRDVLPKEK  1  PY01773                  (  375) SQITLSSSSTEQEIPVYKVAG  1  PY01963                  (  229) KKIRSETNTSWKVIDVKSIEK  1  //   
	f80:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.67006 E= 1.4e-1556     -84   -204     81    240   -225    128   -286   -356   -230   -542   -436    -54     66    -61   -259     36   -237    253   -494   -610     272   -103    172     58   -303     -1   -360   -162   -373   -446   -363   -597   -456    -27   -348    -54    115    260   -455   -176     237    256     25   -300   -160    -98   -440    -37   -705   -410   -333   -296   -157   -497   -459   -356    309     14   -437   -105      45   -478   -626   -559   -488   -502   -417   -232   -612    110   -327   -288    294   -465   -153    229    132   -260   -420   -549    -158   -457   -545   -489   -288   -463   -383   -412   -531   -232   -331   -534    188    -86    314    284   -202   -271   -410   -517    -524   -817    -98     23   -902     24   -430   -964   -699   -884   -817   -341   -160   -503     88    311   -582   -758   -773   -335    -365   -645   -816   -821   -316   -547   -599   -862   -417    -21   -712   -809    115   -697   -681    321   -276   -604   -592   -651    -428   -640   -913   -833   -719   -646   -684   -197   -937   -172   -532   -397    -65   -723   -693    302   -590    250   -682   -820    -169   -512   -748   -627   -515   -546   -444    279   -711     67    -48   -715   -514      5   -463   -357    191     14   -438   -596     224   -511   -737   -616   -515    241   -439   -189     62    -87   -334   -709   -510   -181   -155   -182    191    253   -438   -595    -365   -508   -386   -319   -568   -404    -32   -367   -118   -540   -435    289   -392   -315   -159     43    -90   -237    -56   -581    -516   -788   -580   -286   -863   -566   -428   -117    250   -719    -65   -116   -606   -168    179   -277    165   -611   -663   -801    -391   -540   -708   -312   -168   -589   -432   -136   -673    339   -190   -725   -456   -426   -398   -620   -481   -163   -415   -606    -574   -719  -1010   -898    247   -824   -702    278   -990   -157   -143   -994   -753   -737   -169   -878   -673     29   -612   -780     -46   -524   -240   -603   -536   -541   -443     77   -259     -7   -354   -678    355   -491   -156     62    279   -281   -456   -615      14   -690  -1006   -937   -224   -753   -789    195  -1051   -590   -575  -1006   -771   -850   -825   -809   -656    427   -745   -813     243   -586   -804   -697   -569     -6   -552   -512   -418    303   -338   -804    159   -548   -523   -588   -275   -201   -546   -337    -408   -598   -825   -722     44   -612   -483    110   -413      4   -416   -791     66   -586   -553    270   -527   -358   -451   -538    -558   -753  -1010   -971   -783   -760   -774    351   -419   -682   -666  -1031   -785   -870   -830   -836   -721    -26   -743   -815    -209   -634   -866   -216    377   -736   -637   -112   -910     29   -414   -906   -648   -701   -674   -756   -649   -186   -485   -574     142   -584   -843   -758   -690    360   -591   -263   -318   -593   -511   -813    -63   -628   -164   -180   -180    352   -601   -770   
	f83:  letter-probability matrix: alength= 20 w= 21 nsites= 159 E= 1.4e-1556   0.012579  0.006289  0.119497  0.295597  0.012579  0.094340  0.000000  0.006289  0.018868  0.000000  0.000000  0.069182  0.031447  0.012579  0.000000  0.119497  0.006289  0.194969  0.000000  0.000000   0.194969  0.012579  0.226415  0.081761  0.006289  0.037736  0.000000  0.025157  0.006289  0.000000  0.000000  0.000000  0.000000  0.018868  0.000000  0.062893  0.106918  0.201258  0.000000  0.018868   0.150943  0.157233  0.081761  0.006289  0.018868  0.018868  0.000000  0.062893  0.000000  0.000000  0.000000  0.012579  0.006289  0.000000  0.000000  0.006289  0.415094  0.031447  0.000000  0.031447   0.037917  0.000163  0.000419  0.000342  0.000380  0.000237  0.000071  0.013109  0.000725  0.189227  0.000124  0.013208  0.157357  0.000152  0.006417  0.459698  0.119795  0.000204  0.000045  0.000409   0.006652  0.000326  0.000838  0.000683  0.007049  0.000475  0.000142  0.001061  0.001450  0.013674  0.000248  0.001259  0.075720  0.012882  0.188936  0.680403  0.006886  0.000408  0.000090  0.000818   0.000000  0.000000  0.031447  0.062893  0.000000  0.044025  0.000000  0.000000  0.000000  0.000000  0.000000  0.006289  0.006289  0.000000  0.037736  0.805031  0.000000  0.000000  0.000000  0.006289   0.000000  0.000000  0.000000  0.000000  0.006289  0.000000  0.000000  0.000000  0.006289  0.075472  0.000000  0.000000  0.044025  0.000000  0.000000  0.861635  0.006289  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.018868  0.000000  0.025157  0.000000  0.006289  0.012579  0.000000  0.000000  0.754717  0.000000  0.182390  0.000000  0.000000   0.006289  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.597484  0.000000  0.138365  0.012579  0.000000  0.000000  0.025157  0.000000  0.006289  0.182390  0.031447  0.000000  0.000000   0.138365  0.000000  0.000000  0.000000  0.000000  0.207547  0.000000  0.018868  0.182390  0.044025  0.000000  0.000000  0.000000  0.006289  0.006289  0.025157  0.182390  0.188679  0.000000  0.000000   0.000000  0.000000  0.000000  0.006289  0.000000  0.000000  0.006289  0.006289  0.069182  0.000000  0.000000  0.691824  0.000000  0.000000  0.006289  0.169811  0.031447  0.006289  0.006289  0.000000   0.000000  0.000000  0.000000  0.006289  0.000000  0.000000  0.000000  0.037736  0.660377  0.000000  0.012579  0.044025  0.000000  0.006289  0.069182  0.012579  0.150943  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.006289  0.018868  0.000000  0.000000  0.031447  0.000000  0.937107  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006289  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.339623  0.000000  0.000000  0.584906  0.000000  0.025157  0.006289  0.000000  0.000000  0.000000  0.006289  0.000000  0.000000  0.037736  0.000000  0.000000   0.018868  0.000000  0.012579  0.000000  0.000000  0.000000  0.000000  0.144654  0.018868  0.081761  0.000000  0.000000  0.238994  0.000000  0.006289  0.144654  0.333333  0.000000  0.000000  0.000000   0.031447  0.000000  0.000000  0.000000  0.012579  0.000000  0.000000  0.327044  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.628931  0.000000  0.000000   0.163522  0.000000  0.000000  0.000000  0.000000  0.037736  0.000000  0.000000  0.006289  0.710692  0.000000  0.000000  0.062893  0.000000  0.000000  0.000000  0.006289  0.006289  0.000000  0.006289   0.000000  0.000000  0.000000  0.000000  0.081761  0.000000  0.000000  0.182390  0.006289  0.088050  0.000000  0.000000  0.031447  0.000000  0.000000  0.610063  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.968553  0.006289  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.025157  0.000000  0.000000   0.006289  0.000000  0.000000  0.012579  0.830189  0.000000  0.000000  0.037736  0.000000  0.106918  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006289  0.000000  0.000000   0.075472  0.000000  0.000000  0.000000  0.000000  0.465409  0.000000  0.012579  0.012579  0.000000  0.000000  0.000000  0.012579  0.000000  0.006289  0.025157  0.012579  0.377358  0.000000  0.000000   
	f86:  BL   MOTIF 6 width=21 seqs=180 PY06567                  (  207) SSYRQVLCTLSNDYDNFKKKC  1  PY06029                  (  237) SSYRQILSTLSTDYNNFKNYC  1  PY06851                  (  209) SPYYQVLSTLSNDYNNFKNYC  1  PY05816                  (  204) TSYSQVWSTLSTDYDNLKNKY  1  PY00500                  (  198) NSYRQVLCTLSNDYDNFKKKC  1  PY04795                  (  197) SSYGQVLCTLSNDYNNFKNKC  1  PY00988                  (  197) SSYSKVLCTLSTDYDNLKNKC  1  PY07406                  (  205) SSYSKVLCTLSNDYDNFKKKC  1  PY01837                  (  205) SPYYQVLSTLSKDYNNFKKYC  1  PY06334                  (  196) SPYNQLLSTLSNDYCNLKNKC  1  PY02943                  (  196) SPYNQLLSTLSNDYNRFKNKC  1  PY07849                  (  196) SPYNQLLSTLSNDYCNLKNKC  1  PY06151                  (  204) SPYNQVLSTLSNDYNNIKNKC  1  PY06204                  (  195) SSYNKLLCTLSNDYDNFKKKC  1  PY00085                  (  212) SPYNQLLSTLSNDYNNLKNVC  1  PY04755                  (  188) SPYNQLLSTLSNDYNNLKNVC  1  PY02940                  (  193) SSYNQLLSTLSTDYDKLKNEC  1  PY07090                  (  215) SPYYKVLSTLSNDYNNFKNYC  1  PY00552                  (  211) SSYSQVWSTLSTDYENFKKEY  1  PY01834                  (  243) SPYYQALSTLSTDYNNLKDKC  1  PY01871                  (  207) SSYKQVLCTLSTDYDNLIKKC  1  PY07405                  (  197) SSYKQVLCTLSTDYDNLIKKC  1  PY00284                  (  218) TSYSQVWSTLSTDYDNFKDEY  1  PY05719                  (  224) SSYKQILCTLSSDYDNLKNKC  1  PY03010                  (  206) SPYKKILSTLSNDYDNLKNEC  1  PY02827                  (  226) SSYIQILSTLSNDYKNFKNKC  1  PY04979                  (  179) SSYNQLLCTLSIDYDNLKSKC  1  PY02614                  (  197) SSYNKILSTLSTDYDNFKIYC  1  PY02543                  (  199) SSYNKILSTLSTDYDNFKIYC  1  PY06126                  (  196) SPYNQLLSTLSNDYNRFKNIC  1  PY05244                  (  214) SAYYQVLSTLSSDYNNFKKYC  1  PY05586                  (  224) SPYYKLLSTLSKDYDNFKKNC  1  PY04787                  (  191) SSYSQLWSSLSNDYDKFKEKY  1  PY04554                  (  191) SPYRKILFTLSTDYNNLKNEC  1  PY06514                  (  188) NPYYKLLSTLSKDYDNFKKKC  1  PY01080                  (  187) GSYKQLLSTLSKDYDNFKNKY  1  PY06339                  (  206) SSYKKVLCTLSTDYDNLIKKC  1  PY06374                  (  196) SPYVQLLSTLSNDYDNFKNIY  1  PY06760                  (  196) DSYNQLLSTLSTDYNDFKKEC  1  PY06740                  (  235) SPYYQVLFTLSTDYDNYKNYC  1  PY02564                  (  196) NSYNKLLCTLSNDYDNFKKKY  1  PY02671                  (  196) SPYNQLLSRLSNDYDNFKNIY  1  PY02688                  (  182) SSYSQLLTTLSTDYNKLKEKC  1  PY07017                  (  164) SSYSQLLTTLSTDYNKLKEKC  1  PY02565                  (  213) SSYYQLLSSLSNDYKNFEKKY  1  PY05648                  (  207) SSNSKVLCTLSNDYDNFKKKC  1  PY02970                  (  214) SGYCQAWSTLSNDYKNLKNKY  1  PY07175                  (  206) SPYKEILSTLSTDYENFKKEC  1  PY04773                  (  209) SSYSQIWSTLSTDYDSFKKDY  1  PY05146                  (  230) SPYNRLLYTLSNDYDNFKKNC  1  PY04083                  (  197) SLYRQILSNLSTDYGNLKKKC  1  PY05781                  (  195) SSYNQILSNLSTNYNNFKKKC  1  PY04215                  (  196) SSYSKILSALSTDYNKLKEKC  1  PY04466                  (  185) ISYNQLLSTLSKDYDNFMNKY  1  PY01595                  (  205) SPYHQVLSTLLSDYNNLKDYC  1  PY00580                  (  191) TPRSQILSTLLTDYNNLKIKC  1  PY02973                  (  191) TPRSQILSTLLTDYNNLKIKC  1  PY04996                  (  188) DSYSQIFSILSNDYDNLKNKC  1  PY05767                  (  197) SSYSQLWYSLSNDYDKFKEKY  1  PY04066                  (  201) SSYSQLWYSLSNDYDKFKEKY  1  PY03729                  (  196) SSYNELLSTLSKDYDNFMNKY  1  PY00578                  (  164) SPHSKILSVLSTDYNNLKNRC  1  PY02298                  (  194) SSYKQLLSTLLDDYNKFKNYC  1  PY07624                  (  197) DSYSQLFSILSKDYDNFKNKC  1  PY05769                  (  196) GSYKQLLSTLSKDYDNFINKY  1  PY02652                  (  196) GSYKQLLSTLSKDYDNFINKY  1  PY00494                  (  189) NLYNQLLCSLSTDYDNLKSKC  1  PY06763                  (  189) NLYNQLLCSLSTDYDNLKSKC  1  PY04430                  (  198) SPYNQLLSTLSDDYYNLKSIC  1  PY03991                  (  232) SSYQQILSALSTDYDNLKNKS  1  PY07160                  (  196) ESYRQLFSILSKDYDNLKNKC  1  PY01184                  (  218) SSCSQILTTLSNDYNNFKTKC  1  PY05624                  (  189) SSYKQLLSTLSNEYDKFKNYY  1  PY07422                  (  195) SPYKEILSALSTDYNKLKNEC  1  PY07080                  (  192) TAYSKIFSALSTDYDNFKNYC  1  PY05150                  (  188) DAYSQIFSILSNDYDNLKNKC  1  PY03983                  (  214) SDYYQVLSTLSNCYNNFKNYC  1  PY03987                  (  203) SSYYQLLSSLSNDYKIFENKY  1  PY05923                  (  230) SSYLQLWSSLSNDYNIFKQEY  1  PY07327                  (  196) SLYRQILYNLSTDYGNLKKKC  1  PY07198                  (  187) SYYNQILSTLSTNYDKLKNEC  1  PY00493                  (  231) EGYCQAWSTLSNDYKNLKNKY  1  PY04988                  (  190) SSCNKLLCTLSNDYNNFKKKH  1  PY07653                  (  188) DSYSQIFSILLNDYDNLKNKC  1  PY03331                  (  192) SSYYQLLSSLSNDYKNFEQLY  1  PY07331                  (  189) NSYKQLLYTLSKDYDNFINKY  1  PY03636                  (  199) TLHSQLLSALLTDYNNLKEKC  1  PY07838                  (  210) SSYLQLWSSLSNNYKNFENKY  1  PY03194                  (  201) KPYNKIFSTLSTDYNNLKDKC  1  PY05828                  (  195) SPYNQLLSTLLDDYYNLKSIC  1  PY02278                  (  198) SSYNKMLSTLLTDYNKLKDKC  1  PY01872                  (  185) SSYRQILSSLSTNYDDLKIKC  1  PY03760                  (  196) SLYNKILSTLSNDYNVLKDKC  1  PY05673                  (  214) NSYKQLLLNLSKDYDNLKKEC  1  PY06829                  (  185) SSCKQLLSTLLDDYNKFKNYC  1  PY06754                  (  182) SSYLQLLSILSNDYKQFKEKY  1  PY02687                  (  204) IGYCQAFSTLSNDYNNLKNKY  1  PY07264                  (  187) SSYFQLWLSLSKDYDKFKEKY  1  PY07413                  (  202) DSYSQLWLSLSKDYKNFEKKY  1  PY05708                  (  195) TSNNQILSALSNDYDYLKNKC  1  PY07421                  (  196) SSYSQLLSTLSNDYNGFGKNK  1  PY04516                  (  219) SFYLQLLSSLSNDYKNFEKKY  1  PY03948                  (  193) SSYLQLWSSLSSDYYKFKEKY  1  PY01873                  (  203) GSYNKLLSTLLKDYNDFKKEC  1  PY07533                  (  186) SSYYELLSSLSNDYKKFKEKY  1  PY03091                  (  207) SSYLQLLSSLSSDYYKFKEKY  1  PY02541                  (  196) ESYGKLFSILSNDYDNLKNKC  1  PY02572                  (  188) SSYYKLLSSLSNDYKNFEQLY  1  PY06886                  (  203) SSYYKLLSSLSNDYKNFEQLY  1  PY03042                  (  196) SSYNKMLSSLSTDYNKLKDKY  1  PY07035                  (  240) IGYCQAFSTLSNDYKNLKNKY  1  PY01774                  (  197) SLYRKILHNLSTDYSNFKKKC  1  PY07027                  (  197) SLYRKILHNLSTDYSNFKKKC  1  PY05822                  (  195) SSYNKLVYTLSNDYNNLKINC  1  PY02782                  (  213) IGYCQTLPTLSNDYNNLKNKY  1  PY03403                  (  255) SYYNEILSTLLNDYNDFKREC  1  PY06499                  (  207) SSYLQLWSTLSKDYKEFESNY  1  PY04931                  (  218) SYYSEILSTLLNDYNDFKREC  1  PY00308                  (  207) ISYNKLLSTLSNDYNILINKY  1  PY03359                  (  238) SSYSQLLSTLSNDYVKFGKNQ  1  PY07594                  (  195) NSYSHVFLTLLIDYDNLKKKC  1  PY02131                  (  196) GSPHQLFSILSKDYDNLKNKC  1  PY07021                  (  210) SSCSKILYTLSIDYINFKNKC  1  PY00055                  (  183) SSYNKVLLHLSNYYNNFEKYR  1  PY06796                  (  196) NSYKQLLFALSTDYGNLKNKS  1  PY07022                  (  195) NSYNQILSILSNDYDYFRNSY  1  PY00177                  (  182) TPHSKILSALSTDYNNIKGKR  1  PY03986                  (  197) NSYSQLWLSLSKDYKNFEGNY  1  PY02971                  (  184) TARSKILSALSTDYNKLKSKY  1  PY02036                  (  188) SSYYELLSSLSIDYKNFENSY  1  PY05410                  (  195) SARIKILPFLSTDYNNLKEKC  1  PY05560                  (  185) NSYLQLWLILSNDYKNFESNY  1  PY00175                  (  194) SSYSKVLSVLSKCYDNFGDYT  1  PY07411                  (  163) SSYNKVLRVLSRYYNNFEKGR  1  PY06549                  (  196) SSRKQILSALSTDYGTLRSKR  1  PY07226                  (  217) SSYNKILSALSSDYYNFEKNK  1  PY06227                  (  216) SSYLQLWLSLSKDYKDFESNY  1  PY04327                  (  200) TARRKILPFLLTDYNNLINKC  1  PY05688                  (  208) NSYNKVLLVLSNWYNNFGKGT  1  PY07477                  (  253) TARSKILPFLLTDYNNLINKC  1  PY06020                  (  193) SSYSKVLLVLSNYYNNFEKSK  1  PY07342                  (  195) ASHLQILSALLTDYNNLNEKY  1  PY01331                  (  190) DSYSQLWFSLLKDYKIFENKY  1  PY06619                  (  212) NSYNDVLCTLSADYDHFKNKF  1  PY06547                  (  193) SPYSQILSFLSTDYNTFTTKN  1  PY06732                  (  199) NSYNKVLLVLSKYYNNFEIGR  1  PY06782                  (  182) NSYNKILSALSSDYYNFEKNK  1  PY03177                  (  193) TVRNKILPVLSTNYDHFKNNC  1  PY05820                  (  194) SSYNKILSTLSNDYTGYGKQT  1  PY04733                  (  233) SYDSQIFSTLLKDYDGLKREC  1  PY00924                  (  324) IPNNQILPALLTDYNKLNKKC  1  PY03016                  (  191) SSYYKLLYNLSNDHEYFKNKY  1  PY05871                  (  216) STYSKVLLVMSNYYNNFEKGR  1  PY06877                  (  187) VSYSQLWSNLSIDYMIFENAY  1  PY04084                  (  199) DSYSQLWFSLLKDYKFFENEY  1  PY03438                  (  195) SSYNKILSALSNDYTEYGKYT  1  PY02312                  (  215) NSYNKVLLVLSKYYDNIGKGR  1  PY06666                  (  170) IRYLHVLINLLTDYDNLKKNC  1  PY04786                  (  192) YLYSQLWSSLSIDYHIFESKY  1  PY06220                  (  196) SSYNKIMSILSNDYNDLKGQV  1  PY06742                  (  194) SIYSKVLLVLSKYYNNFESLR  1  PY07501                  (  202) IRYFYVLINLLTDYDNLKKKC  1  PY04321                  (  228) SSYKQILSRLSSEYTYFRNSY  1  PY05912                  (  194) SSYDKVLCIFSKYYNDFGKGT  1  PY02140                  (  192) RKILSILYTLSNDYDNFKKKN  1  PY07111                  (  196) STYNKVLLVLYRYYMNFGKGT  1  PY04155                  (  192) RKILSILYTLSNDYDNLKKKN  1  PY01111                  (  193) NSYNKILNVLSIYYNNLVKGN  1  PY01110                  (  196) NSFNKILNVLSNYYNNMGKGT  1  PY03973                  (  195) KPYFHALITILNGYDNLKNEC  1  PY01773                  (  289) SLYKNVLSTLKDFYGKLKNSA  1  PY03332                  (  224) SSYDKVLRVFFKYYNDFGKGT  1  PY07187                  (  197) EYYCNVLVTLQNAYQKFKNDN  1  PY04914                  (  289) SLYENVLPTLTDFYGKFKNFA  1  PY01981                  (  190) EYYCNVLVTLKNAYEKFKKDN  1  PY01963                  (  191) EYYCEVLLTLKSAYQKFKQDN  1  PY00754                  (  289) SLYENVFPTLEDFYGKLKNFA  1  PY07516                  (  176) TCLENAGEFLSNDYKNFKQEY  1  PY02660                  (  212) KIFKRVLSVVSNDYDHIKRTL  1  PY07826                  (  237) TTSSKVLSVKVQDASNGKKDL  1  //   
	f95:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.62549 E= 2.8e-1579    -153   -429    -82    -94   -593    -63   -386   -118   -289   -564   -444    -16   -384   -427    -90    279     91   -249   -460   -359      48   -210   -354   -639   -313    -45   -457   -251   -332    -33   -350   -724    313   -515    -82    261   -136   -168   -454    -75    -260    -36   -334   -448    -96   -451    115   -276   -565   -314   -344   -262   -167   -389     99   -339   -427   -321   -197    362    -294     72   -234   -140   -186   -162      9   -285     -5    -30   -449    145   -412   -147    159    137   -404   -222   -507     49    -539   -837   -311    -25   -921   -516     58   -951    144   -866   -792   -150   -607    451    -80   -289   -603   -748   -772   -352      44   -657   -932   -825   -681   -750   -669    185   -917    217    -76   -917   -708   -716   -680   -791   -293    292   -653   -801    -448   -594   -761   -634     25   -281   -453   -424   -729    317   -122   -772   -512   -481   -453   -673   -537   -195    392   -544    -348    191   -763   -317   -109   -561     -1   -206   -726      6   -349   -313    114   -517    -82    266   -137   -106   -453    -25     149   -549   -705   -654   -116   -591   -100    -37   -707   -523   -414    -90   -534   -502    -85     62    345    142   -513   -692    -406   -555   -722   -592   -230   -604   -447   -297   -434    343   -105   -740   -471   -441   -413   -635   -496   -178   -430   -621    -420   -600   -750   -317   -310   -612   -461   -521   -276     55   -428   -743   -588   -201   -496    313   -281   -200   -446   -320    -223   -823    -71   -559   -905   -499   -440   -113     42   -885   -814    201   -602   -198    -83    -85    259   -765   -772   -831    -103   -170    367   -149   -232   -272   -286   -600   -618   -568   -484   -181   -463   -400   -383   -498   -481   -422    -82    -51    -232   -851   -997   -975   -543   -805    -96   -924  -1048   -805   -777   -959   -799   -781   -754   -875   -840   -757   -469    392    -305   -125    237   -108   -661      4    -76   -375      8   -571    -78    174   -421    -80   -285   -223   -134   -226   -521    -99    -346   -501    -79   -252   -359   -147     52   -176    -14   -531   -425    284   -379   -186   -107   -295   -204   -247   -367   -200    -717   -824  -1071   -989    320   -276   -590   -186  -1067    216   -164  -1021   -816   -764   -769   -976   -807   -545   -506   -187    -463   -881   -464    141   -887     68   -535    -77    258   -733    -83   -311   -576   -406    -26   -685   -296   -243   -762   -880    -468   -804    -53     55   -849   -111   -427   -114    136   -776   -683    194   -558     49     15    -45   -200   -649   -712   -796    -166   -645   -119     88   -242     54   -300   -161    213   -192   -451    -48   -411    -78   -128   -160   -253   -141   -508     49     -62    421   -685   -569   -315   -547    -93   -455   -234   -255   -361   -138   -514   -193    111   -288     -7   -174   -461    214   
	f98:  letter-probability matrix: alength= 20 w= 21 nsites= 180 E= 2.8e-1579   0.005556  0.000000  0.044444  0.033333  0.000000  0.027778  0.000000  0.044444  0.016667  0.000000  0.000000  0.105556  0.000000  0.000000  0.011111  0.622222  0.077778  0.005556  0.000000  0.005556   0.038889  0.005556  0.005556  0.000000  0.005556  0.027778  0.000000  0.011111  0.011111  0.066667  0.000000  0.000000  0.177778  0.000000  0.011111  0.577778  0.016667  0.005556  0.000000  0.038889   0.000000  0.022222  0.005556  0.000000  0.011111  0.000000  0.022222  0.011111  0.000000  0.005556  0.000000  0.016667  0.005556  0.000000  0.044444  0.005556  0.000000  0.000000  0.000000  0.850000   0.000000  0.044444  0.011111  0.016667  0.016667  0.011111  0.011111  0.011111  0.111111  0.072222  0.000000  0.283333  0.000000  0.005556  0.061111  0.244444  0.000000  0.005556  0.000000  0.094444   0.000000  0.000000  0.005556  0.044444  0.000000  0.000000  0.016667  0.000000  0.316667  0.000000  0.000000  0.033333  0.000000  0.555556  0.011111  0.011111  0.000000  0.000000  0.000000  0.005556   0.038889  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.305556  0.000000  0.394444  0.011111  0.000000  0.000000  0.000000  0.000000  0.000000  0.005556  0.244444  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.077778  0.005556  0.000000  0.000000  0.000000  0.783333  0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005556  0.122222  0.000000   0.000000  0.100000  0.000000  0.005556  0.027778  0.000000  0.011111  0.016667  0.000000  0.088889  0.000000  0.011111  0.044444  0.000000  0.011111  0.600000  0.016667  0.011111  0.000000  0.055556   0.083333  0.000000  0.000000  0.000000  0.027778  0.000000  0.005556  0.066667  0.000000  0.000000  0.000000  0.055556  0.000000  0.000000  0.011111  0.144444  0.516667  0.088889  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.011111  0.000000  0.000000  0.005556  0.005556  0.966667  0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005556  0.000000  0.000000   0.000000  0.000000  0.000000  0.005556  0.005556  0.000000  0.000000  0.000000  0.016667  0.127778  0.000000  0.000000  0.000000  0.005556  0.000000  0.822222  0.005556  0.005556  0.000000  0.005556   0.005556  0.000000  0.038889  0.000000  0.000000  0.000000  0.000000  0.038889  0.155556  0.000000  0.000000  0.405556  0.000000  0.005556  0.011111  0.050000  0.288889  0.000000  0.000000  0.000000   0.016667  0.011111  0.838889  0.011111  0.016667  0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.027778  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005556  0.066667   0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.988889   0.000000  0.011111  0.355556  0.022222  0.000000  0.038889  0.005556  0.005556  0.122222  0.000000  0.011111  0.344444  0.000000  0.011111  0.000000  0.016667  0.016667  0.005556  0.000000  0.033333   0.000000  0.000000  0.050000  0.011111  0.005556  0.016667  0.016667  0.033333  0.150000  0.000000  0.000000  0.655556  0.000000  0.005556  0.011111  0.005556  0.011111  0.005556  0.000000  0.022222   0.000000  0.000000  0.000000  0.000000  0.561111  0.005556  0.000000  0.022222  0.000000  0.388889  0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.016667   0.000000  0.000000  0.000000  0.138889  0.000000  0.061111  0.000000  0.050000  0.700000  0.000000  0.011111  0.011111  0.000000  0.000000  0.016667  0.000000  0.005556  0.005556  0.000000  0.000000   0.000000  0.000000  0.044444  0.077778  0.000000  0.016667  0.000000  0.038889  0.300000  0.000000  0.000000  0.388889  0.000000  0.033333  0.022222  0.066667  0.011111  0.000000  0.000000  0.000000   0.005556  0.000000  0.027778  0.100000  0.011111  0.055556  0.000000  0.027778  0.522222  0.022222  0.000000  0.072222  0.000000  0.011111  0.005556  0.027778  0.005556  0.011111  0.000000  0.094444   0.016667  0.494444  0.000000  0.000000  0.005556  0.000000  0.005556  0.000000  0.022222  0.011111  0.000000  0.038889  0.000000  0.005556  0.044444  0.011111  0.044444  0.005556  0.000000  0.294444   
	f101:  BL   MOTIF 7 width=29 seqs=139 PY02278                  (  169) SNCKKCSEKANEFVEKYKKLNEDPNNTNG  1  PY04084                  (  170) TQCKTCLENAGEFFEKYEKHKNALDITKG  1  PY06877                  (  158) TECKKCLENAGEFFEKYEKLKNTFDITKG  1  PY04786                  (  163) TQCKTCLENAREFFEKYEKLKNSFDITKG  1  PY02565                  (  184) YQCNKCLENAGELFEKYEKLKNDLDINKG  1  PY07838                  (  181) YQCNKCLENAGEFFEKCEKVKNVFDITKG  1  PY00085                  (  183) SNCDNYLEKAKEFAKKYDELNEDYNNGKG  1  PY03948                  (  164) YQCNKCLENAGEFFEKCEKVKNAFDINKG  1  PY06754                  (  153) PQCNKCLESAREFFEKCEKVKNAFDINKG  1  PY02036                  (  159) YQCNKCLENAGELFEKYEKLKNALDINKG  1  PY03986                  (  168) TECKKCLENAGEFFEKCEKVKNALDITKE  1  PY02543                  (  170) SNCKKCSENAIKFAEKYNELNGDSNNTNG  1  PY06204                  (  166) SDCTKCLNDANEFAKKYKELNDDSSITND  1  PY07533                  (  157) TECKTCLENAGELFEKYEKLKNALDINKG  1  PY06227                  (  187) YKCNKCLENAGEFFEKCEKVKNVFDITKG  1  PY03760                  (  167) SNCSKYLEKAQEFAKKYDDLNEDYNNTKD  1  PY06567                  (  178) PDCTKYLEKANQFVEKYANLNENSNNTDG  1  PY07406                  (  176) SNCTNYSETAKEFVKQYEELYKDDNITKD  1  PY07413                  (  173) TQCKTCLENAEEFFEKHEKLKNDFDITEE  1  PY04516                  (  190) YECNKCLENAGELFEKYEKLKNALDINKG  1  PY06029                  (  208) PNCKDYLEKAQEFVKKYNELNENSNNIDG  1  PY03042                  (  167) SNCTSCSEKAKEFVKKYEQLNGNYSITGN  1  PY05923                  (  201) TECKTCLETAGEFFEKCEKVKNAFDINKG  1  PY00500                  (  169) PNCDKCLEKANEFVGKYEKINEDPNNTNS  1  PY04988                  (  161) TDCKKCLNYADEFVKKYNELNGDSSITND  1  PY02827                  (  197) PDCNNYLEKAREFVKKYEKLNGNYNNNEY  1  PY05769                  (  167) QYCANCSENAKKFAKKYEEMNENSDITSN  1  PY02652                  (  167) QYCANCSENAKKFAKKYEEMNENSDITSN  1  PY02572                  (  159) NPCNKCLENARELFEKYEKLKNALDINKG  1  PY06514                  (  159) PQCGKYLNDAKEFVKKYDELKKDPKITEG  1  PY07594                  (  166) SNCAKCLEKARQFVDKYEKFNIDHNINED  1  PY04466                  (  156) PYCTKSSENANKFVKKYNELNKDHSITGN  1  PY00988                  (  168) SNCTKCSGKADQFVKKYEKLKNDSSIAKN  1  PY05560                  (  156) SDCKTCLENAGEFFEKCEIVKNVFDITKG  1  PY06151                  (  175) SNCSNYLQKAKEFAKKYDDLNENYNNTKG  1  PY07653                  (  159) PKCEKYLEGDNEFVKKYDQLKKDSDINKD  1  PY05150                  (  159) PKCEKYLEGDNEFVKKYDQLKKDSDINED  1  PY01331                  (  161) KQCKTCLESGGEFFEKYEKHKNALDITKG  1  PY06499                  (  178) TQCKICLENAGEFFEKCEKVKNALDFNKG  1  PY01837                  (  176) PECTKYIENAKNFVEKYNELNNGSDITES  1  PY03091                  (  178) NQCKTCLESAGEFFEKCEKIKNAFDINKG  1  PY01834                  (  214) SNCEKCSENAIQFVKKYNDLNKDSGITED  1  PY01774                  (  168) PDCTKYITTANEFVKKYQELYGDSDNTGS  1  PY07027                  (  168) PDCTKYITTANEFVKKYQELYGDSDNTGS  1  PY06126                  (  167) TDCKNYLKDAKNFVKKYDELNEDYNNGKN  1  PY07405                  (  168) ENCTNYSEKAKEFVEQYEKLYEDYNSNND  1  PY05673                  (  185) KDCKKYSEDNNEFFKKYKELENDSDITGN  1  PY05828                  (  166) KNCDNYLEKAEEFVEKYDELNEDYYNGIN  1  PY03729                  (  167) PYCSNCSKNAKQFVNKYKEMNENSDITNN  1  PY07264                  (  158) IQCNTCLKNAGEFYEQYEKLKNDLDINKG  1  PY02943                  (  167) ADCKNYLEKAKKFVEIYDELNEYYNNGKG  1  PY04554                  (  162) SNCKKCSKNFNQFVEKYKELNENYNNTDN  1  PY07546                  (  167) QNCKKYLDDDNDFFKKYEELKKDSSITGN  1  PY06339                  (  177) ENCTNYSEKAKEFVEQYEELYEEYNSTND  1  PY05767                  (  168) NQCMSCLENAGEFFEKCEKVKNTLDISKG  1  PY04215                  (  167) KKCKNYLDDDNEFFKKYKELNEDSSITND  1  PY03010                  (  177) LNCKKCSNKAIQFVEKYKELNGDSNNNDS  1  PY04996                  (  159) QKCEKYLEGDNKFVKKYDQLKKDSDINKD  1  PY02614                  (  168) SNCAKCSEKAFQFVENYKKLNEYPNNTNG  1  PY06886                  (  174) YEFNKCLENARELFEKYEKLKNALDINKG  1  PY07021                  (  181) ANCENISEKARQFVEKYKELNVNCDITGN  1  PY02671                  (  167) SKCDNCLEKAKKFAKKYDDLNESYNNTKG  1  PY00297                  (  166) PECEKYLEYNNDFFKKYEELKQDSSIAGN  1  PY06619                  (  183) LNCTTSSEKAGKFVEIYEELKKDLNITTN  1  PY03973                  (  166) SNCANYSEKARQFIQKYEEFNIDHNITKD  1  PY02564                  (  167) TDCKKCLNYANEFSIKYKELNGDSSITND  1  PY06740                  (  206) PDCEKYLKIAKEFVAKYNELNNVSDIGED  1  PY07327                  (  167) ADCTKYISNANEFVKKYQELYGDSSNNDN  1  PY05719                  (  195) SNCTKYSGKADNFVEKYNKLNKNSNNTDD  1  PY03987                  (  174) DQCNKCLKSAGELFEKYEKLKNALDVNKG  1  PY07331                  (  160) QYCVNCSENAKKFAKKYEEMNENSVITSN  1  PY01080                  (  158) QYCAKCSENASNFVNKYKEMNENSDITSN  1  PY05586                  (  195) PKCNKYLKEAKEFVEKYEYLKKNYSITEN  1  PY04755                  (  159) TNCNIFSKLANEFAKKYDELNEDYNIGKD  1  PY05648                  (  178) KDCTNCSEKAKEFVKQYEELYKNHIGTED  1  PY02298                  (  165) SNCSLCSENANKFVSKYKEMNKNSNITSN  1  PY03403                  (  226) KNCKNYLDDNNEFFKKYKDLNEDTNITKN  1  PY03331                  (  163) YEFNKCLENARELFEKYEKLKNALDINKE  1  PY07422                  (  166) KKCXKYLDDDNEFFKKYKELKNDSDITDR  1  PY05781                  (  166) SNCKQCLKYANAFIEKYKKLTKDSNITDN  1  PY06829                  (  156) LHSTKCSENANKFVSKYKEMNKNSNITSN  1  PY04787                  (  162) NQCMQCLENAXDFFEKCEKVKNTLDISKG  1  PY05822                  (  166) SNCTNCSQHAQNFAEKYKELNKESNIPNN  1  PY04430                  (  169) QNCNKLSEKANEFAKKYDELNEDYYNGIY  1  PY04066                  (  172) KQCMPCLENVGEFFEKCEKVKNTLDISKG  1  PY06760                  (  167) KNCKNYLEDNNEFFKKSEELKKDTSITGN  1  PY01871                  (  178) SNCAKRSEKAGNFIKQYEELYKDYNSTKD  1  PY05816                  (  175) LECTKYLEYANKIVDKFKELNGNSSVTGN  1  PY07022                  (  166) SMGNKYLENADEFADEYKKLFNDDNNADG  1  PY07175                  (  177) TKCKKYLEDDNEFDQKYKELKNDSDIADK  1  PY03991                  (  203) TNEDALLNNANEFVNKYQELNGYSNNTGG  1  PY04979                  (  150) SICTKCSEQANKFDKQYEELYKDYNSTND  1  PY06334                  (  167) SNCDNYLEKAKNFVEIYDVLNEDYYSGKG  1  PY07411                  (  134) NSSSKCSEHAKKFADEYEKLFNDNDNIEG  1  PY04795                  (  168) TYCEKYLNKAKEFVKIYDDLNKNPNNSDG  1  PY00494                  (  159) KTCNNYLKDANKFVDEYQKLLNDNDTDNG  1  PY06763                  (  159) KTCNNYLKDANKFVDEYQKLLNDNDTDNG  1  PY01873                  (  174) KNCENYLEGDNEFDKKYKELEQDTSNTGN  1  PY01184                  (  189) SSCIKHLDDGKEFVKKYEKLNEDSSINEN  1  PY04083                  (  168) PDCTKYISNAKQFVNNYKELYGDSSNNDN  1  PY06796                  (  167) TDGNMLLNKANTFVKKYQELNEYSNNTDD  1  PY07624                  (  168) SDYNSYLENTQEFVEKYEQLKKDFDVTND  1  PY00284                  (  189) LECTNYLEYANKIVGKFKELNENSSATRN  1  PY05624                  (  160) LHCSICSQNANKFVSKYKEMNQNSVITSN  1  PY06374                  (  167) SNCDNCLKKSKEFAKKYDDLNENYNNXKD  1  PY06782                  (  153) NKGEMYLEYAKKFANEYKQLFNDNDNNEG  1  PY04155                  (  160) PNCEQCEKAANEFVTNYEGVISDSNITKN  1  PY04931                  (  189) KNCKNYLDDNNEFIEKYNNLNEDTSINKN  1  PY02940                  (  164) NNCNNYLKDDNQFTKIYKELNNGHDVTND  1  PY03016                  (  162) INCTKYLQKANEFSEKYQKVIGGSSVDKH  1  PY04733                  (  204) KNCKNYLEDNSEFFKKYNDLKQDTSFTKN  1  PY07501                  (  173) SDCTQDSEKANQFVETYKKIIIDHNIGEN  1  PY07849                  (  167) LSCYRFSEIANDFAKKYDELNENYNNGKD  1  PY07226                  (  188) NKGGIYLEYAKNFANEYKKLFNDDDNNEG  1  PY04321                  (  198) NNNKKYIEYANKFADEYKKLFNDNDNNVE  1  PY05688                  (  179) NNSSKISEDGNKFVDEYQKLFDDDNNNGD  1  PY02140                  (  160) PNCEQCAKAANGFVTNYEGVISDSNITKN  1  PY01872                  (  156) KKDDKLLNDAKDFVKKYQELNRYSNNTDV  1  PY03332                  (  194) DKSNDFSENANQFVDRYKELFNDIDNNID  1  PY04773                  (  180) LECSKYLGYANDIVGKFKKLNENSSATRN  1  PY00055                  (  153) GKSNDFSEDANKFVYEYEKLLNDNDNNID  1  PY06742                  (  165) NKDSEFMQDANKFVEKYQELLDGDNNTDN  1  PY03359                  (  208) NVRKTYLEYAEEFVTEYQKLINNNNTGTE  1  PY00308                  (  178) LNCKQNLDLANKFVQNVEKLIEDSNNTVD  1  PY06020                  (  164) QNNSDFSKYSNKFVEEYEELLNDNNNIHD  1  PY07421                  (  166) DVSKTYLEYADEFVTEYQKLINNNNTDTE  1  PY00552                  (  182) LKCTEYLGYANDIVGKFNELNRNSSISGD  1  PY01111                  (  164) QNSSQVSEYAKTFADGYTELFDDDNNDEG  1  PY06549                  (  167) INKDSLLNNANEFVIKYQELDVDSNNTSD  1  PY01110                  (  167) NNSSQASEHAEKFANGYTELFDNDNNNEG  1  PY00175                  (  164) KNSSKILDYANKFGEEYGKLLNDNDNNID  1  PY03194                  (  172) QKDDTLSNNAIDFVKKYQELNKVYGIIGE  1  PY05871                  (  186) NKSGDFSQHVNKFVEEYGKLFNDVDNNTD  1  PY05912                  (  165) AKSNDFSEHANKFVSKYKEFLDDENNIDN  1  PY07198                  (  157) KKCNNYLNDNNEFLDEYRKLLTDSDTDNG  1  PY06732                  (  170) ENNSKYSEHVNKFAVEYQNLFDDDNNIDN  1  PY06220                  (  167) DMFNTYSECSNKFIKIYNELNEDSNYNEN  1  PY07111                  (  167) KSSDDILKHANNFLNIYKELLNDNNNDDG  1  PY00997                  (  165) KNNSDFSKYTNKFIDKYKELFDDDKNIKD  1  //   
	f110:  log-odds matrix: alength= 20 w= 29 n= 53326 bayes= 10.6057 E= 1.9e-1408      15   -611   -113   -104   -614   -208   -264   -196     23    -31   -417     -2    273    158   -237    108    124   -401   -473    -23    -259   -613     92     69   -616   -418     45   -338     30   -525    -42    181   -126    231   -239   -152   -146   -106   -475    -42    -512    489   -146   -269   -150    -34   -406   -955   -384   -874   -812   -164   -570   -498   -143     -8   -560   -754   -750   -315      87   -555     24     69   -557    -73   -258   -328    100   -489     13     91   -363   -240   -232     22    182   -184   -449   -296    -131   -612    -21   -147   -615   -417   -264   -157    189   -326    -42    110   -126    128    -93   -152    106   -401   -474   -589    -144    386   -315   -536     17   -494    -35   -142   -637    -92   -313   -367   -444   -442   -134   -252   -408   -139   -310    260    -172   -549   -748   -291   -475   -570   -469    -94   -720    282    -99   -750   -498   -479   -451    171   -485   -290   -452   -635    -438   -958    -15    351   -959    -40   -502   -849     15   -774   -680    -23   -540     86   -524   -261   -168   -616   -810   -889     -66   -186    113   -211   -619    -37    213   -250     91   -246   -422    153   -380   -113   -243   -152    -62   -406   -479     84     476   -307    -35   -473   -307    -70   -389   -499   -592   -448   -348   -128   -465   -417   -355   -165   -159    -35   -403   -620    -254   -557    -82    -70   -291    194   -260   -154     78   -493   -403    204   -365     39    168   -227   -358   -389   -452   -542    -177  -1014    -15    325   -976   -232   -524   -839     97   -764   -668    -65   -536    205   -524   -666   -169   -603   -822   -908    -663   -777  -1045   -960    390   -878   -611   -148  -1048    -50   -407  -1019   -779   -743   -754   -950   -763   -470   -512   -596     243   -491   -165   -606    193   -226   -423    -85   -690   -215   -313   -694   -493   -481   -442   -255   -230    388   -418   -300    -151   -694     37    276   -695    -38   -335   -253    151   -593   -488    -80   -430     -1   -312   -159    -67   -199   -554   -311    -448   -911   -422    116   -941   -135   -480    -77    261   -780   -689   -145   -546    107   -141   -624   -261   -628   -789   -868    -719    172   -948   -905    -94   -809    -55   -826   -967   -705   -680   -880   -759   -694   -672   -365   -800   -213   -362    372    -177  -1000     88    284   -970   -137   -519   -839    106   -764   -668    -24   -536    224   -143   -661   -169   -604   -817   -902    -428  -1021    -15    310   -977   -138   -526   -354    167   -762   -666   -221   -535     87   -522   -668   -607   -211   -822   -319    -375   -524   -691   -561   -152   -573     13   -175   -657    317    142   -709   -440   -410   -382   -604   -465    144   -399   -590    -404   -602   -297   -184     50   -515   -411    -72    129    -41   -438    200   -544   -490   -473   -572   -247   -369   -468     14    -362   -762    -17    218   -766    128   -388   -198     43   -653   -551    175   -473     33    -40   -252   -248   -113   -624   -731     189   -790    298   -180   -878    -34   -407   -951   -684   -871   -808    101   -570   -496   -530   -250    -70     13   -750    -87    -310   -174     -9   -278     37   -520    190   -282   -667     50   -316    -38     84   -464   -428    192    -35   -133   -417    117    -512   -791    253   -530   -877   -127   -406   -355   -293   -874   -812    192   -570   -498   -531     78   -560   -118   -750   -160     -75   -496   -725   -610   -194   -225   -428    252   -696   -397   -321    177   -497   -487   -448   -133    -35     32   -425   -301       1   -513    -46   -531   -594     98   -418    -79   -578   -551   -430    124   -142   -428   -412   -114    340   -377   -503   -625    -308   -658     93    125   -669    148    -45   -126    154   -580   -475     35   -420   -293    -31    -64    -65   -110   -528   -639    -510   -792    191     -9   -878    311    -55   -953   -383   -872   -809    152   -570   -495   -143   -130   -560   -216   -750   -218   
	f113:  letter-probability matrix: alength= 20 w= 29 nsites= 139 E= 1.9e-1408   0.028777  0.000000  0.028777  0.021583  0.000000  0.007194  0.000000  0.021583  0.136691  0.071942  0.000000  0.100719  0.136691  0.071942  0.000000  0.201439  0.115108  0.000000  0.000000  0.057554   0.000000  0.000000  0.129496  0.086331  0.000000  0.000000  0.014388  0.007194  0.143885  0.000000  0.014388  0.366906  0.007194  0.122302  0.000000  0.028777  0.014388  0.014388  0.000000  0.050360   0.000000  0.784173  0.021583  0.007194  0.021583  0.028777  0.000000  0.000000  0.007194  0.000000  0.000000  0.028777  0.000000  0.000000  0.007194  0.086331  0.000000  0.000000  0.000000  0.007194   0.050567  0.000187  0.079616  0.086722  0.000435  0.021854  0.000081  0.007801  0.238239  0.000626  0.021724  0.194964  0.000142  0.000174  0.000147  0.108576  0.173003  0.007428  0.000052  0.007662   0.007194  0.000000  0.057554  0.014388  0.000000  0.000000  0.000000  0.028777  0.446043  0.007194  0.014388  0.223022  0.007194  0.057554  0.007194  0.028777  0.100719  0.000000  0.000000  0.000000   0.007194  0.402878  0.007194  0.000000  0.064748  0.000000  0.007194  0.028777  0.000000  0.043165  0.000000  0.007194  0.000000  0.000000  0.007194  0.014388  0.000000  0.007194  0.000000  0.402878   0.007194  0.000000  0.000000  0.007194  0.000000  0.000000  0.000000  0.043165  0.000000  0.604317  0.007194  0.000000  0.000000  0.000000  0.000000  0.330935  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.057554  0.625899  0.000000  0.028777  0.000000  0.000000  0.129496  0.000000  0.000000  0.086331  0.000000  0.043165  0.000000  0.014388  0.014388  0.000000  0.000000  0.000000   0.014388  0.007194  0.151079  0.007194  0.000000  0.028777  0.050360  0.014388  0.223022  0.014388  0.000000  0.302158  0.000000  0.007194  0.000000  0.028777  0.028777  0.000000  0.000000  0.122302   0.798561  0.000000  0.064748  0.000000  0.007194  0.021583  0.000000  0.000000  0.000000  0.000000  0.000000  0.050360  0.000000  0.000000  0.000000  0.021583  0.014388  0.021583  0.000000  0.000000   0.000208  0.000187  0.036451  0.029168  0.007629  0.151351  0.000081  0.029384  0.202268  0.000626  0.000142  0.432374  0.000142  0.028951  0.064895  0.015051  0.000341  0.000233  0.000052  0.000468   0.007194  0.000000  0.057554  0.517986  0.000000  0.007194  0.000000  0.000000  0.230216  0.000000  0.000000  0.064748  0.000000  0.100719  0.000000  0.000000  0.014388  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.913669  0.000000  0.000000  0.028777  0.000000  0.057554  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.158273  0.000000  0.021583  0.000000  0.237410  0.007194  0.000000  0.043165  0.000000  0.014388  0.000000  0.000000  0.000000  0.000000  0.000000  0.014388  0.007194  0.489209  0.000000  0.007194   0.007194  0.000000  0.086331  0.374101  0.000000  0.028777  0.000000  0.014388  0.338129  0.000000  0.000000  0.057554  0.000000  0.021583  0.000000  0.028777  0.028777  0.007194  0.000000  0.007194   0.000000  0.000000  0.000000  0.115108  0.000000  0.014388  0.000000  0.050360  0.719424  0.000000  0.000000  0.035971  0.000000  0.050360  0.007194  0.000000  0.007194  0.000000  0.000000  0.000000   0.000000  0.086331  0.000000  0.000000  0.028777  0.000000  0.007194  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.007194  0.000000  0.007194  0.000000  0.863309   0.007194  0.000000  0.122302  0.388489  0.000000  0.014388  0.000000  0.000000  0.244604  0.000000  0.000000  0.086331  0.000000  0.115108  0.007194  0.000000  0.014388  0.000000  0.000000  0.000000   0.000000  0.000000  0.057554  0.467626  0.000000  0.014388  0.000000  0.007194  0.374101  0.000000  0.000000  0.021583  0.000000  0.043165  0.000000  0.000000  0.000000  0.007194  0.000000  0.007194   0.000000  0.000000  0.000000  0.000000  0.021583  0.000000  0.014388  0.021583  0.000000  0.784173  0.057554  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.100719  0.000000  0.000000   0.000000  0.000000  0.007194  0.014388  0.086331  0.000000  0.000000  0.050360  0.287770  0.064748  0.000000  0.410072  0.000000  0.000000  0.000000  0.000000  0.007194  0.000000  0.000000  0.071942   0.000000  0.000000  0.057554  0.244604  0.000000  0.093525  0.000000  0.021583  0.158273  0.000000  0.000000  0.345324  0.000000  0.028777  0.014388  0.014388  0.007194  0.014388  0.000000  0.000000   0.107914  0.000000  0.532374  0.014388  0.000000  0.028777  0.000000  0.000000  0.000000  0.000000  0.000000  0.201439  0.000000  0.000000  0.000000  0.014388  0.028777  0.035971  0.000000  0.035971   0.000000  0.007194  0.064748  0.007194  0.079137  0.000000  0.043165  0.007194  0.000000  0.122302  0.000000  0.079137  0.035971  0.000000  0.000000  0.359712  0.035971  0.007194  0.000000  0.151079   0.000000  0.000000  0.388489  0.000000  0.000000  0.014388  0.000000  0.007194  0.014388  0.000000  0.000000  0.381295  0.000000  0.000000  0.000000  0.158273  0.000000  0.014388  0.000000  0.021583   0.014388  0.000000  0.000000  0.000000  0.014388  0.007194  0.000000  0.496403  0.000000  0.000000  0.000000  0.352518  0.000000  0.000000  0.000000  0.035971  0.035971  0.035971  0.000000  0.007194   0.028985  0.000187  0.050839  0.000391  0.000435  0.079408  0.000081  0.050966  0.000829  0.000626  0.000142  0.252518  0.007336  0.000174  0.000147  0.036633  0.489550  0.000233  0.000052  0.000468   0.000000  0.000000  0.129496  0.129496  0.000000  0.107914  0.007194  0.035971  0.345324  0.000000  0.000000  0.129496  0.000000  0.000000  0.014388  0.057554  0.028777  0.014388  0.000000  0.000000   0.000000  0.000000  0.251799  0.050360  0.000000  0.330935  0.007194  0.000000  0.007194  0.000000  0.000000  0.287770  0.000000  0.000000  0.007194  0.035971  0.000000  0.007194  0.000000  0.014388   
	f116:  BL   MOTIF 8 width=15 seqs=84 PY06829                  (  280) QKLREKIKNIKKRMN  1  PY06619                  (  308) QYLREKIKNIKKRMN  1  PY07594                  (  277) QYLREKIKNIKKRMN  1  PY05673                  (  313) QQIREKIKNIKKRMN  1  PY01080                  (  280) QQIREKIKNIKKRMN  1  PY04773                  (  310) QHLREKLKNIKKRMN  1  PY00552                  (  310) QHLREKLKNIKKRMN  1  PY04795                  (  293) QKLREKLKNIKKRMN  1  PY05146                  (  336) QKLREKLKNIKKRMN  1  PY07021                  (  292) QKLREKLKNIKKRMN  1  PY00494                  (  284) QKLREKLKNIKKRMN  1  PY04466                  (  278) QKLREKIKNIKKKMN  1  PY02971                  (  266) QKLREKIKNIKKKMN  1  PY02688                  (  266) QKLREKIKNIKKKMN  1  PY03194                  (  283) QKLREKIKNIKKKMN  1  PY07546                  (  259) QKLREKIKNIKKKMN  1  PY06514                  (  284) QKLREKIKNIKKKMN  1  PY02940                  (  277) QKLREKIKNIKKKMN  1  PY01872                  (  267) QYLREKIKNIKKKMN  1  PY07477                  (  335) QYLREKIKNIKKKMN  1  PY07406                  (  309) QYLREKIKNIKKKMN  1  PY02973                  (  273) QYLREKIKNIKKKMN  1  PY07342                  (  277) QYLREKIKNIKKKMN  1  PY01871                  (  308) QKLREKLKNVKKRMN  1  PY02782                  (  316) QKLREKLKNVKKRMN  1  PY00493                  (  331) QKLREKLKNVKKRMN  1  PY07035                  (  344) QKLREKLKNVKKRMN  1  PY02687                  (  308) QKLREKLKNVKKRMN  1  PY02970                  (  314) QKLREKLKNVKKRMN  1  PY06151                  (  275) QKLREKLKNVKKRMN  1  PY01774                  (  289) QQIREKIKNIKKKMN  1  PY07027                  (  289) QQIREKIKNIKKKMN  1  PY07331                  (  282) QQIREKIKNIKKKMN  1  PY05781                  (  282) QQIREKIKNIKKKMN  1  PY02564                  (  284) QQIREKIKNIKKKMN  1  PY00924                  (  406) QKLREKLKNIKKKMN  1  PY05624                  (  283) QKLREKLKNIKKKMN  1  PY04083                  (  281) QKLREKIKNIKKRIN  1  PY05769                  (  289) QKLREKIKNIKKRIN  1  PY02298                  (  289) QKLREKIKNIKKRIN  1  PY04327                  (  283) QYLREKIKKIKKRMN  1  PY03636                  (  282) QYLREKIKKIKKRMN  1  PY05708                  (  280) QYIREKIKNIKKKMN  1  PY03042                  (  272) QQIREKLKNIKKKMN  1  PY07017                  (  248) QQIREKIKNIKKRIN  1  PY07422                  (  279) QQIREKIKNIKKRIN  1  PY04979                  (  278) QQIREKIKNIKKRIN  1  PY03729                  (  289) QQIREKIKNIKKRMA  1  PY07624                  (  260) QKLREKIKNIMKKMI  1  PY00085                  (  283) QKLREKIKNIMKKMI  1  PY04996                  (  251) QKLREKIKNIMKKMI  1  PY05150                  (  251) QKLREKIKNIMKKMI  1  PY05586                  (  317) QKLREKLKNIKKRIN  1  PY07160                  (  259) QKLREKIKNIMKKMI  1  PY04755                  (  259) QKLREKIKNIMKKMI  1  PY02541                  (  259) QKLREKIKNIMKKMI  1  PY02614                  (  292) QKLREKLKNIKKRIN  1  PY02543                  (  294) QKLREKLKNIKKRIN  1  PY07849                  (  272) QKLREKIKNIMKKMI  1  PY06567                  (  607) QKLREKLKNIKKRIN  1  PY00177                  (  266) QHLREKIKKIKKKMN  1  PY05410                  (  283) QYLREKIKKIKKKMN  1  PY00580                  (  273) QYLREKIKKIKKKMN  1  PY03991                  (  314) QYLREKIKKIKKKMN  1  PY06796                  (  278) QYLREKIKKIKKKMN  1  PY04215                  (  280) QKXREKIKNIKKRMN  1  PY05719                  (  307) QQIREKIKNIKKKIN  1  PY00500                  (  293) QQIREKIKNIKKKIN  1  PY02278                  (  282) QKLREKIKTIKKKMN  1  PY07327                  (  280) QYIREKIKNIKKKMI  1  PY03973                  (  277) QYLREKIKIIKKKMN  1  PY03177                  (  282) QQIKEKIKNIKKRMN  1  PY02652                  (  289) QKLREKIKNXKKRIN  1  PY06334                  (  267) QCLREKIKNITKKMI  1  PY07653                  (  251) QYLRETIKNIKKKMI  1  PY04988                  (  293) QQIREKIKKIKKKIN  1  PY00297                  (  258) QKLREXLKNIKKRIN  1  PY05822                  (  277) QQIKEKIKNIKKRIN  1  PY06126                  (  272) QCLREKIKNIKNKMT  1  PY02943                  (  267) QCLRERIKNIKKKLI  1  PY04430                  (  269) QCLRERIKNIKKKLI  1  PY06220                  (  307) QYLREKIKNIKNKTD  1  PY07411                  (  278) QNLREKLKKIRRKWM  1  PY07516                  (  251) QHLREKLKNSDYSMN  1  //   
	f125:  log-odds matrix: alength= 20 w= 15 n= 55902 bayes= 10.3635 E= 1.6e-808    -869   -939   -969  -1020  -1031   -782   -780  -1161  -1111  -1012  -1043  -1089   -767    537   -815  -1033   -960   -974   -801  -1053    -457     83   -667   -513   -665   -559    206   -724    203   -623   -540   -295   -549    304   -154   -610   -530   -540   -503    168    -308   -439   -558   -469   -339   -477   -346    106   -537    314   -115   -568   -367   -340   -315   -501   -389   -187   -330   -491    -635   -787   -852   -752   -923   -689   -523   -899   -220   -804   -747   -836   -647   -537    557   -809   -733   -746   -650   -893    -516   -740   -408    418   -799   -576   -494   -744   -809   -757   -674   -691   -625   -454   -564   -729   -656   -607   -610   -820    -267   -444   -528   -447   -592   -417   -302   -485    300   -496   -395   -492   -355   -346     80   -498   -267   -399   -357   -576    -575   -698  -1016   -917   -525   -835   -711    308  -1016    167   -330  -1026   -730   -709   -731   -938   -674   -335   -561   -773    -835   -923   -958   -990  -1024   -775   -763  -1110    312   -993   -996  -1055   -757   -865   -667  -1013   -931   -944   -789  -1041    -322   -471   -338   -460   -534   -355    -90   -307    -74   -508   -404    310   -352   -279   -273   -320   -197   -372   -340   -544    -227   -402   -470   -426   -362   -407   -342    321   -490   -103    -95   -501   -363   -348   -309   -318   -293    182   -315   -441    -395   -624   -262   -495   -766   -527   -333   -648    289   -594    206   -596   -489   -305      8   -589   -201   -500   -496   -694    -275   -463   -558   -463   -639   -432   -309   -508    300   -520   -408   -307   -367   -351     59   -522   -404   -413   -369   -357    -451   -723   -713   -509   -827   -568   -343   -721    226   -621   -535   -631   -547   -300    437   -285   -527   -535   -557   -724    -583   -706  -1038   -914   -493   -843   -684    117  -1010   -136    524  -1028   -720   -681   -710   -935   -198   -379     72   -743    -148   -458   -230   -463   -524   -347    -83     14   -501   -497   -127    303   -346   -282   -301   -311   -197   -349   -333   -539   
	f128:  letter-probability matrix: alength= 20 w= 15 nsites= 84 E= 1.6e-808   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.047619  0.000000  0.000000  0.000000  0.000000  0.047619  0.000000  0.476190  0.000000  0.000000  0.011905  0.000000  0.202381  0.000000  0.000000  0.000000  0.000000  0.000000  0.214286   0.000344  0.000309  0.000793  0.000647  0.000719  0.000450  0.000135  0.227194  0.001372  0.762941  0.000234  0.001191  0.000235  0.000287  0.000243  0.001096  0.000565  0.000386  0.000085  0.000774   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.023810  0.000000  0.000000  0.000000  0.000000  0.000000  0.976190  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000344  0.000309  0.000793  0.000647  0.000719  0.000450  0.000135  0.001004  0.953753  0.001037  0.000234  0.001191  0.000235  0.000287  0.024052  0.001096  0.012470  0.000386  0.000085  0.000774   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.726190  0.000000  0.273810  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.011905  0.107143  0.000000  0.000000  0.869048  0.000000  0.000000  0.000000  0.000000  0.011905  0.000000  0.000000  0.000000   0.000344  0.000309  0.000793  0.000647  0.000719  0.000450  0.000135  0.893861  0.001372  0.001037  0.000234  0.001191  0.000235  0.000287  0.000243  0.013000  0.000565  0.083719  0.000085  0.000774   0.000000  0.000000  0.011905  0.000000  0.000000  0.000000  0.000000  0.000000  0.869048  0.000000  0.095238  0.000000  0.000000  0.000000  0.011905  0.000000  0.011905  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.952381  0.000000  0.000000  0.023810  0.000000  0.000000  0.011905  0.000000  0.000000  0.000000  0.000000  0.011905   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.559524  0.000000  0.000000  0.000000  0.000000  0.000000  0.428571  0.011905  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.190476  0.000000  0.023810  0.761905  0.000000  0.000000  0.000000  0.000000  0.000000  0.011905  0.000000  0.011905  0.000000   0.011905  0.000000  0.011905  0.000000  0.000000  0.000000  0.000000  0.154762  0.000000  0.000000  0.011905  0.797619  0.000000  0.000000  0.000000  0.000000  0.011905  0.000000  0.000000  0.000000   
	f131:  BL   MOTIF 9 width=15 seqs=144 PY02688                  (    6) CEKFDNVWEFFPDEL  1  PY03438                  (    7) CGEFDTLWRFFPDEL  1  PY06204                  (    6) CEKFENVWDKFPDEL  1  PY00297                  (    6) CKRFKNVWKDFPDEL  1  PY07422                  (    6) CEKFENIWEAFPDEL  1  PY07226                  (   28) CGEFDTFWRFFPDEL  1  PY07022                  (    7) CGEFDTFWRFFPDEL  1  PY02782                  (    6) CEKFKNIWKWLPDEL  1  PY03194                  (    6) CGQFDFVRKYLPDEL  1  PY02278                  (    6) CEKFENVWEDFPDTL  1  PY05822                  (    6) CKRFENVWKDFPDTL  1  PY07421                  (    7) CDQFDTIWKAFPDEL  1  PY02687                  (    6) CKRFKNVWDAFPDTL  1  PY07546                  (    6) CKRFKNVWEDFPDTL  1  PY05673                  (    6) CKRFKNVWNAFPDTL  1  PY03359                  (   48) CGEFGTIWKFFPDEL  1  PY03983                  (    6) CGRFDALRNYLPDDL  1  PY06851                  (    6) CGRFDTLRNYLPDES  1  PY00494                  (    6) CEKFENVWDKFPDKL  1  PY06763                  (    6) CEKFENVWDKFPDKL  1  PY02541                  (    7) CEEFDSLREKFPDEL  1  PY07080                  (    6) CGKFDSLREYLPDDL  1  PY01871                  (    6) CERFKNVREWISDEL  1  PY04327                  (    6) CGKFDFLREYLPDDL  1  PY04083                  (    6) CEKFENVWGKFPDKL  1  PY07327                  (    5) CEKFENVWGKFPDKL  1  PY02970                  (    6) CKRFKNIWDTFPDEL  1  PY07406                  (    6) CKRFKNIWDTFPDEL  1  PY07111                  (    7) CRDFDTFWRFFPDEL  1  PY07594                  (    6) CKKFQNVREWLPHEL  1  PY01184                  (    6) CGRFDTLKKYLPDEL  1  PY06796                  (    6) CSKFDLLRKYLPDEL  1  PY00493                  (   24) CKRFENVRKWISDEL  1  PY02298                  (    6) CEKFENVWDKFPDVL  1  PY07175                  (    6) CKRFKNVREWISDEL  1  PY06567                  (    6) CIRFGTLRNYFPDEL  1  PY03332                  (   36) CQKFDNFRRLFPDEL  1  PY04321                  (   37) CGEFESIWKIFPDDL  1  PY01834                  (   38) CGRFNTLRAFYPDEL  1  PY01595                  (    6) CEQFDTLRNYLPDDS  1  PY02940                  (   10) CEKFDNVWEVFSDTL  1  PY07477                  (   59) CGKFDLLRIYLPDEL  1  PY01111                  (    7) CGDFATFWKFFPDEL  1  PY05648                  (    6) CKRFENVRGWISDEL  1  PY05688                  (   21) CNNFDTLWKIFPDEL  1  PY05912                  (    7) CQKFENFRRLFPDEL  1  PY06220                  (    7) CGEFESIWKLFPDDL  1  PY04430                  (    6) CKRFNNVWEWISDGL  1  PY02827                  (   20) CIRFNTLRRYYPDEL  1  PY04466                  (    6) CKKFTSIWEFFPDTL  1  PY03636                  (    6) CRKFALLRTYLPDEL  1  PY00175                  (    7) CEEFDTFWKFFRDGL  1  PY00580                  (    5) CGKFVVLRNYLPDEL  1  PY02564                  (    6) CEKFENLWNGFPDKL  1  PY06760                  (    6) CEKFQEVRNSLPDQL  1  PY05769                  (    6) CEKFRSIWDKFPDTL  1  PY02652                  (    6) CEKFRSIWDKFPDTL  1  PY03729                  (    6) CKKFTSIWDFFPDTL  1  PY05820                  (    7) CGEFDTLLKFFPDEL  1  PY02660                  (   20) CSTFDTLRRFFPDKL  1  PY07160                  (    7) CKEFDSLREKIPDEL  1  PY02543                  (    6) CESFLSVWDAFPDKL  1  PY04554                  (    6) CQQFKSVLTYFPDEL  1  PY07198                  (    5) CEKFKSIWDFFSDTL  1  PY07342                  (    6) CSNFDILRKYLPDEL  1  PY01774                  (    6) CEKFENLWDKFSDKL  1  PY07027                  (    6) CEKFENLWDKFSDKL  1  PY07021                  (   16) CSNFLLVRNWFPDKL  1  PY07035                  (   42) CKRFKNVWDDFADKL  1  PY06020                  (    6) CNQFDTLRKIFRDEL  1  PY05244                  (    6) CARFDKLRSYLPDEL  1  PY02312                  (   28) CQKFDNFRKLFRDEL  1  PY02614                  (    6) SEKFENLWDKFPDEL  1  PY03177                  (    6) CPKFDLLRTYLPDNL  1  PY03042                  (    6) CKNFLLVREKFPDQL  1  PY07090                  (    6) CLRFDKLRNYLPDDL  1  PY06151                  (   13) CNKFFALRNWFPDQL  1  PY07624                  (    7) CEEFDSLRKDFSDEW  1  PY00997                  (    7) CDDFDTFRKFFRDEL  1  PY00924                  (  135) CGKIDLLRMCLPDEL  1  PY06029                  (   32) CGRFDKLSNYLPDEL  1  PY05410                  (    6) CGKIDLVRKYLPDNS  1  PY00284                  (   13) CEKFDELKKSLPDEL  1  PY07405                  (    6) CEKFQEVRNSISDEL  1  PY01110                  (    7) CSEFTTFWKLFPDGL  1  PY03010                  (   14) SQHFKSVWGYFPDEL  1  PY02973                  (    5) CSNFVVLRNYLPDEL  1  PY00578                  (    6) CGKLDLLRKYLSDEL  1  PY00500                  (    6) CSNFILVRTKFPDTL  1  PY04215                  (    6) SEKFENLWEFFSDEL  1  PY06339                  (    6) CKKFQDVRNAISDEL  1  PY05708                  (    6) CSNFDLLRLHLPDEL  1  PY06549                  (    6) CGHFDLLGKCLPDEL  1  PY02131                  (    7) CKEFDSLRGDFSDEW  1  PY06740                  (   29) CRRFGHLRSIYPDEL  1  PY00754                  (    6) CEAFKFVDQILPDGF  1  PY04914                  (    6) CEAFKFVDQILPDGF  1  PY05828                  (    6) CKRFKNVREWLSYDV  1  PY03760                  (    6) CNKFFFVRTSFPDRL  1  PY05871                  (   28) CQKFDYFRKVFRDGL  1  PY04773                  (    6) CEKFNVVIQHYPDES  1  PY02036                  (    6) CDAINTIDKFFDDDP  1  PY01981                  (    5) CDAFKEVEEYLPDNF  1  PY05560                  (    6) CESINSIDKYFDDDP  1  PY01331                  (    6) CKSINEIDNYFVDDL  1  PY06227                  (   32) CDAINFIDEYFDDDP  1  PY01873                  (    8) CEEFQKVRNSISDES  1  PY03948                  (   15) CDAINTVDTYFDDYL  1  PY07413                  (   15) CESINTIDKYFDDDS  1  PY07838                  (   32) CGIINEIDNYFVDDL  1  PY04795                  (    6) CRNFLLVKTDFPDKL  1  PY06499                  (   32) CESINLIDKFFDDDP  1  PY06334                  (    6) CKKFQDLRNSLSDNL  1  PY03987                  (   15) CGIINTVDKYVVDDP  1  PY07849                  (    6) CEKFKNVWTNFKYES  1  PY04084                  (   17) CKSINDIDKYFVDDP  1  PY06742                  (    7) CYQFKKLWKDFHDES  1  PY01773                  (    6) CEAFKFVDQILPDNY  1  PY06886                  (   17) CKLINEIDNYFVDDP  1  PY03403                  (   65) CKTLQEVKEWFFDEL  1  PY04786                  (    6) WESINTIDTYFVDDP  1  PY04733                  (   49) CEKFQDVEKWFRGEN  1  PY02943                  (    6) CEKFKNVWTNLEYDS  1  PY02572                  (    6) CKSINDIDTYFVDDS  1  PY03986                  (   17) CDAINTIDKYFDDNT  1  PY07516                  (   17) CESINLIEKSFDDGP  1  PY06619                  (   22) CNNFIYVTTNFPDKL  1  PY01963                  (    6) CKAFILFEDFLPDNF  1  PY02565                  (   17) CDIINLIDKSFDDDP  1  PY07826                  (    6) CDALKYVDQILPDGF  1  PY03091                  (   15) CDAINTIDQYFDEDT  1  PY06374                  (    6) CSKFTFVRTNFTYQP  1  PY05816                  (    6) CENFDIVIQNYPDKI  1  PY05781                  (    6) CKFFYSIRNSISDQL  1  PY04516                  (   32) CSLINAADNNFVDDP  1  PY03016                  (    6) CELINAAVNYIVDDP  1  PY00552                  (    6) CKNFSTVIENYPDKI  1  PY07187                  (    6) CKAFKEIDDYWDNGF  1  PY05923                  (   41) CKSINTIDEYYASDP  1  PY03973                  (    6) CEKFKNVTTNLKYDS  1  PY03331                  (    6) CDLINAADIYVVDDP  1  PY01872                  (   17) FYQIENIKKYCPDEN  1  PY04931                  (   28) CKTLHEVKEWFFNES  1  PY02971                  (   17) FYQIENINKYCPDEN  1  //   
	f140:  log-odds matrix: alength= 20 w= 15 n= 55902 bayes= 9.44662 E= 3.0e-736    -311    520   -631   -546   -304   -521   -409   -547   -705   -539   -431   -672   -478   -496   -415   -310   -435   -435   -114   -577    -138   -623     18    244   -626    208   -275   -255     91   -332   -428   -147   -131     85     56    -39   -378   -411   -485   -165     153   -616   -154     85   -303   -421     40   -201    151   -161   -421    -40   -380    124    299    -38   -103   -405   -478   -594    -660   -778  -1057   -972    371   -888   -622    104  -1059   -145   -423  -1027   -795   -758   -768   -966   -757   -440   -529   -610     -69   -616    203    140   -211    -80    -44   -201     51   -161   -421     74   -380    124    -26   -302    -67   -110   -478   -309      37   -561    -92     37    -16   -451    -51   -241   -163     41   -376    138   -412   -299   -287     34    204    -48   -456   -164     -44   -669   -968   -870     45   -800   -735    145   -969    173   -475   -966   -745   -765   -738   -851   -625    353   -687   -838    -306   -633    128    -79   -640   -220   -312   -199   -137   -251   -444   -342   -425   -294    410   -318   -157   -193    544   -630    -136   -618     87    153   -620    -11   -270   -255    119   -331   -137     63   -381    106    147   -236    101   -407   -480   -595      48   -101    -31   -415    117   -228     75    -77    -38   -131   -311   -106   -345   -357   -287    -70   -171   -103    342    236    -671    -91   -946   -886    328   -800   -441    -15   -953    151   -580   -883   -745   -687   -666   -844   -752   -118      4    -33     -80   -624      8   -281   -220   -500    -72   -660   -303   -577   -540   -682    500   -426     93     41   -255     99   -587   -759    -328   -556    376   -173   -611   -245    -83   -604   -609   -572   -488   -236   -458   -394   -381   -354   -473   -426   -442   -140    -430   -969    153    305   -948     70   -510   -835    -16   -759   -663   -105   -536     57   -147   -653     79   -216   -798   -324    -379   -528   -696   -565    -69   -577   -420   -218   -661    303   -178   -249    213   -414   -387    -40   -184   -151     72   -327   
	f143:  letter-probability matrix: alength= 20 w= 15 nsites= 144 E= 3.0e-736   0.000000  0.958333  0.000000  0.000000  0.013889  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.020833  0.000000  0.000000  0.006944  0.000000   0.006944  0.000000  0.076389  0.305556  0.000000  0.166667  0.000000  0.013889  0.222222  0.006944  0.000000  0.034722  0.006944  0.041667  0.027778  0.069444  0.000000  0.000000  0.000000  0.020833   0.083333  0.000000  0.020833  0.097222  0.006944  0.000000  0.013889  0.020833  0.340278  0.027778  0.000000  0.076389  0.000000  0.055556  0.166667  0.069444  0.020833  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.798611  0.000000  0.000000  0.173611  0.000000  0.027778  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.013889  0.000000  0.284722  0.145833  0.013889  0.020833  0.006944  0.020833  0.166667  0.027778  0.000000  0.173611  0.000000  0.055556  0.013889  0.006944  0.027778  0.013889  0.000000  0.006944   0.034722  0.000000  0.034722  0.069444  0.055556  0.000000  0.006944  0.013889  0.034722  0.118056  0.000000  0.270833  0.000000  0.000000  0.000000  0.118056  0.201389  0.020833  0.000000  0.020833   0.020833  0.000000  0.000000  0.000000  0.083333  0.000000  0.000000  0.229167  0.000000  0.291667  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.375000  0.000000  0.000000   0.000000  0.000000  0.166667  0.027778  0.000000  0.006944  0.000000  0.020833  0.041667  0.013889  0.000000  0.006944  0.000000  0.000000  0.361111  0.006944  0.013889  0.006944  0.326389  0.000000   0.006944  0.000000  0.125000  0.159722  0.000000  0.034722  0.000000  0.013889  0.270833  0.006944  0.006944  0.159722  0.000000  0.048611  0.055556  0.013889  0.097222  0.000000  0.000000  0.000000   0.041667  0.013889  0.062500  0.000000  0.131944  0.006944  0.013889  0.055556  0.104167  0.034722  0.000000  0.055556  0.000000  0.000000  0.000000  0.062500  0.013889  0.013889  0.090278  0.298611   0.000000  0.013889  0.000000  0.000000  0.590278  0.000000  0.000000  0.076389  0.000000  0.250000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.013889  0.006944  0.048611   0.013889  0.000000  0.076389  0.006944  0.013889  0.000000  0.006944  0.000000  0.013889  0.000000  0.000000  0.000000  0.618056  0.000000  0.041667  0.131944  0.006944  0.069444  0.000000  0.000000   0.000000  0.000000  0.923611  0.006944  0.000000  0.006944  0.006944  0.000000  0.000000  0.000000  0.000000  0.013889  0.000000  0.000000  0.000000  0.006944  0.000000  0.000000  0.000000  0.034722   0.000000  0.000000  0.194444  0.451389  0.000000  0.062500  0.000000  0.000000  0.104167  0.000000  0.000000  0.048611  0.000000  0.034722  0.006944  0.000000  0.083333  0.006944  0.000000  0.006944   0.000000  0.000000  0.000000  0.000000  0.041667  0.000000  0.000000  0.013889  0.000000  0.694444  0.000000  0.020833  0.104167  0.000000  0.000000  0.083333  0.013889  0.006944  0.013889  0.006944   
	f146:  BL   MOTIF 10 width=21 seqs=182 PY06754                  (   81) ETTTLNDFYTKHVKTNSHYNQ  1  PY06742                  (   96) GINTLKDFYSKHIENNEKYTK  1  PY06549                  (   97) NTTTINDFYTNHVKNNNKYNK  1  PY06732                  (  101) GITNLMDFYSKHIEHNTEYTN  1  PY03194                  (  102) NTTSLNDFYDTHVKNNDKYNS  1  PY03948                  (   95) ETTKLYDFYTEHIETNSCYKE  1  PY00284                  (  108) KITALKDFYTNHIENNTHYTN  1  PY03010                  (  106) EINKLNDFYTKHIEKNEHYNK  1  PY06126                  (   96) GITNLNDFYDKYIKDGEKYNK  1  PY07264                  (   87) RTTTLNDFYTKYIKTNSYYNQ  1  PY06227                  (  114) GTTRLNEFYTNHIETNSCYKD  1  PY07226                  (  118) GITTFNDFYSKHIQNAEEYKK  1  PY06499                  (  112) GTTRLDDFYTKHIETNNCYKG  1  PY05767                  (  100) GTTKLYDFYNNHIKTNSKYKE  1  PY06020                  (   95) NITTLKDFYSSHIKNNEEYTK  1  PY03332                  (  125) NITTLKDFYSNHIEKNTEYTS  1  PY05912                  (   96) NITTLKDFYSNHIEKNTEYTS  1  PY07533                  (   85) GTTTLNNFYTEHIKENSKYNE  1  PY00924                  (  226) TFTTINDFYTNHVKTGGKYSN  1  PY05244                  (  101) KIKNLNDFYEGHIKNNTHYTK  1  PY04084                  (   99) GTTKLDDFYTKHIKENSCYNE  1  PY06029                  (  127) KINNLNDFYTNYIKNNMHYTK  1  PY05688                  (  110) NITTLKDFYSNYIENNKEYTK  1  PY00177                  (   84) TFTSINDFYTNHVKNGGKYSN  1  PY07411                  (   65) GINTLKSFYSQHIQNNEKYTK  1  PY07516                  (   98) GTTILNDFHTGHIKGNDCYSE  1  PY02312                  (  117) GINTLNDFYSKHIINNTEYTD  1  PY02660                  (  110) GITKLNEFYSKYMENVDEYKK  1  PY04787                  (   91) GTTKLYDFYTKHIEKNSYYDK  1  PY04996                  (   88) GITKLMDFYTGHMQNVNEYQK  1  PY05150                  (   88) GITKLMDFYTGHMQNVNEYQK  1  PY03983                  (  101) KIKNLNDFYEGHIKNNTHYTS  1  PY00055                  (   84) DITTLNSFYSQHIQHNEKYTK  1  PY06782                  (   84) EITKFNDFYSKHMENVEEYKK  1  PY03091                  (  107) GTTTLNEFYTKDIERNSCYKE  1  PY07838                  (  114) GITKLYDFYTENIENNSCYKG  1  PY00997                  (   96) GINTINDFYSKHIQDNAEYSK  1  PY07342                  (   97) NFTKINEFYTKHVDNNNKYSK  1  PY02565                  (  109) EITTLNNFYTKNIKTNSCYNQ  1  PY05560                  (   86) GTTTLNDFYTNRIETNDFYKG  1  PY07421                  (   96) GITTFNDFYSNHMQNIEEYKN  1  PY04321                  (  127) EFPNLKDFYSKHIQNANEYNK  1  PY00500                  (   98) GITNVKHFYDTYIKTGEKYIN  1  PY07022                  (   96) EITNLKDFYSKNMQNVEEYKK  1  PY03438                  (   97) KFPNLNEFYNKHIENADEYNN  1  PY02827                  (  116) GITTLNEFYTKYIKNHTDSTN  1  PY07501                  (  102) EKGSLNEFYNKYIENGERYKK  1  PY06877                  (   87) EMTILNDFYTDNIKTNSCYKE  1  PY05923                  (  127) RTTRLNDFHTGNIKGNDCYNK  1  PY07198                  (   96) TITNLNNFYKVYIENHQRYKS  1  PY07413                  (  100) GTTKLDDFYIKNIETNSCYKE  1  PY01184                  (  104) DFKSLKDFYEDHIKNNSHYTN  1  PY07111                  (   99) NIKTLNDFYSNHIEKNTMYSE  1  PY05820                  (   97) EFSNINEFYNKHMKNTDEYNN  1  PY03991                  (  133) NTTKINDFYTQHVIDSNKYSN  1  PY05586                  (  124) GKTNLQYFYEMYINRGDKYKN  1  PY06220                  (   97) QFSNLNEFYSKHMQNTDEYKN  1  PY04066                  (  100) GTIKLYDFYTKHIEKNSYYDK  1  PY06886                  (   99) GTTKLYDFYIKDIETNNCYKE  1  PY05708                  (   97) KTSNINEFYTQHVIGNTKYSN  1  PY00578                  (   66) NTTKIYDFYNSHVKNNDKYEK  1  PY00552                  (  101) KITALKDFYTNHIENNPNYAN  1  PY01110                  (   96) GIKTINDFYSSHIKDNAEYSK  1  PY07653                  (   88) GITQFMDFYTGHVKNVKEYQN  1  PY04516                  (  117) GTTILNDFYTNNVETNSNYDE  1  PY01331                  (   88) GTTKLYDFYTEKIKTNSCYNG  1  PY07160                  (   97) EFSNINEFYDKHMKNYHKYTK  1  PY00175                  (   95) ATTKLSDFYTNYIQNSTEYAT  1  PY03636                  (  102) NTTKINDFYTEYVNNSNKYGS  1  PY01595                  (   96) GIKDLNEFYTKYIDNNMHYTD  1  PY02940                  (  103) SFTNLNNFYKANIENHNKYNS  1  PY05624                  (   89) GITNLRYFYNTYVQGGDRYKI  1  PY07017                  (   80) NITNLNNFYKVNIEKHEKYNS  1  PY03986                  (   98) GTTTLNEFYTNRVVKNNKYEE  1  PY03760                  (   96) NINNLKEFYDQYINNGDKYIK  1  PY03359                  (  138) EISXFTDFYSKHIQNAEEYNK  1  PY05871                  (  117) GITTLIDFYYKHIENDTSYTE  1  PY05648                  (  107) EKNNINDFYIAYMNDCDKYNT  1  PY07477                  (  155) NATTINDFFTEYVKNSGKYKK  1  PY06547                  (   96) NFTKIKDFYNAYVNDNTEYND  1  PY03016                  (   92) GTTKLYDFYTKNIESNSNYYE  1  PY07546                  (   97) NLTNQQHFYTAYIKSGNKYNN  1  PY07080                  (   95) GSTTINGFYNEHVKNSGKYPK  1  PY06567                  (   97) EFKNISEFYNKHIENNKYYIN  1  PY02036                  (   88) GTTKLYNFYTENIITNSCYIN  1  PY02140                  (   89) GEKSINEFYNKYIENSDWYKK  1  PY05816                  (   99) EKNNLNDLYTNHIENIENYTK  1  PY02671                  (   96) DYKNIHDFYEANIKTNDKYNE  1  PY01837                  (   95) EFNNINEFYDAHIKNITDYIN  1  PY05673                  (  107) KNNNINDFYNAYINNCDKYKV  1  PY04979                  (   89) TITNLNNFYKVNVNKHEKYNS  1  PY07090                  (  104) KNTEFKDFYNKYIENNTYYTN  1  PY00494                  (   98) TITNLNNFYIVNVNKHEKYNS  1  PY06763                  (   98) TITNLNNFYIVNVNKHEKYNS  1  PY06374                  (   96) NYKNIYDFYEKNIKNNNKYTA  1  PY01080                  (   88) GISNLQYFYNTTIDNDRYKKT  1  PY04083                  (   98) NDTNLQYFYSTTIDNDRYKNS  1  PY07327                  (   97) NDTNLQYFYSTTIDNDRYKNS  1  PY02782                  (  114) EKDNVTCFYIAYIYNCDKYKT  1  PY07406                  (  105) EKDNITCFYKEYIYDCDKYKT  1  PY02971                  (   86) NSTQISDFYTKRIKNSDKYSS  1  PY03177                  (   95) NFTTINDFFTNNVISNGKYSK  1  PY06514                  (   88) DKTNLQYFYEIYINGGNMYKK  1  PY06619                  (  112) GLTNLEHFYKIYIEGGNNYKQ  1  PY06334                  (   97) ENTSIEPFYKKYINNDNKYNQ  1  PY07594                  (   95) ENNSIDSFYKTYVKDGDKYTN  1  PY02572                  (   88) GTIKLDDFYTNRIETNSFYKG  1  PY05781                  (   96) DVNNLQYFYNMYMKSGDKYTN  1  PY03973                  (   95) KEDNRKHFYNTYIMDGDEYTN  1  PY06796                  (   97) KPTKIYDFYTKNVIGNSKYSK  1  PY06666                  (   96) QDDNRVHFYNTYIKEGEKYNK  1  PY02688                  (   98) SITNLNNFYKVNVDKHKKYNS  1  PY07187                  (  100) NYGSVADFYVTFIKGAEKYKE  1  PY01111                  (   95) GINKLSDYYSKHIKDNVEYSN  1  PY02298                  (   95) NISNLQYFYSTTINNDRYKSS  1  PY02278                  (   96) YKDSIKHFYTTFINNNAKYKS  1  PY00085                  (  112) EAGNRTSFYNKYINGDEKYNK  1  PY02973                  (   94) NFTTINEFYANSVINNGKYSK  1  PY04215                  (   97) ANNSLEFFYNTDIKNNQKYTN  1  PY06760                  (   96) KGDNIKSFYSAYINSCDKYKT  1  PY04795                  (   97) STTNLEYFYKLYINTGVKYNE  1  PY07849                  (   96) ENETIKHFYETYITKDDRYIK  1  PY03331                  (   92) RSTKLYDFYNNNIKTNSQYEK  1  PY02970                  (  115) EKDNTTCFYSTYIYYCDKYNT  1  PY06151                  (  103) SIKNLKEFYDQYISNDKEYTS  1  PY06740                  (  125) EFKNINAFYTKYTKNNIHYTN  1  PY07035                  (  142) EKDNTTCFYSTYIYYCDKYKT  1  PY02687                  (  106) EKDNTTCFYSTYIYYCDKYKT  1  PY04155                  (   89) GEKSINEFYNKYINSDESYKK  1  PY01981                  (   99) SYGSVGDFYVTFIDDNTRYNK  1  PY06339                  (  106) ESNIITCFYIAYMNDCDKYNK  1  PY01872                  (   86) KFTKINDLYTNYVKNSGKYEA  1  PY05822                  (   96) GSDSLKYFYTTTIDNDKYKTS  1  PY02614                  (   95) NKNSLKHFYTTYINSDLNYKN  1  PY01871                  (  107) EEDNITGFYIEYIHDCNKYNK  1  PY07405                  (   97) EKDNIGEFYSDYIYHYDKYKT  1  PY05719                  (  123) AKNSLNHFYTTFINNEGYKNT  1  PY04755                  (   88) ENDSIESFYEMYINKDNKYNK  1  PY02541                  (   97) QFSNINEFYNTHMKNYYGYAK  1  PY01963                  (  100) TYGAVSEFYVTFMKDNEHYQK  1  PY07331                  (   89) DETNPQYFYRMYILNHEKYKN  1  PY00308                  (  110) KLTDLNKFYTDHIEKNKYYNE  1  PY00493                  (  132) EKDNTTCFYSTCIYDCDKYNT  1  PY03729                  (   97) NDSNLKFFYSTTINNDRYKNS  1  PY06851                  (  100) DFKNINEFFTKYKESNTHYTK  1  PY05410                  (   97) KFATINDFFTEYVKKSGKYKR  1  PY02131                  (   97) QFPNINEFYDKHMKTIQDCKK  1  PY01774                  (   98) SDSNLQFFYSTTIDNDRYKNS  1  PY07027                  (   98) SDSNLQFFYSTTIDNDRYKNS  1  PY02943                  (   96) ESGSIELFYEIYIKDCDKYNN  1  PY00580                  (   94) NFTTIKDFFTNSVIDNVKYSK  1  PY07175                  (  106) DEDNITGFYSEYIFNCNKYNT  1  PY02543                  (   97) DKNSLKHFYTTFIKSDFKYIS  1  PY06204                  (   95) NGNILTTFYNVYINNQEKYKN  1  PY04988                  (   90) KGNILNNFYEIYIKKQDKYKN  1  PY07422                  (   97) SNDSLKYFYDKDIKIHQKYTN  1  PY05828                  (   95) ENATIDLFYETYINNDQKYNI  1  PY05146                  (  132) NMSNLQYFYKTYINNDMYTHT  1  PY04430                  (   95) ENDIIYSFYNTYINNDDKDNK  1  PY02652                  (   97) TMSNIHFFYKTTIDNDRYKNT  1  PY02564                  (   97) SNDSLQYFYDKGIKIHQKYTN  1  PY03987                  (  101) GTIILNDFYNNIVVTNSCYYQ  1  PY04327                  (  102) KFNTINDFFNEYVKSSGNYKS  1  PY07826                  (  100) SYGSIGDFYVTFIRNSKKYKL  1  PY00988                  (   95) LKESLGFFYKTYIIGGDKYKN  1  PY04786                  (   91) ETIISNEFYTDYIEANSCYDK  1  PY01773                  (   99) RYGSVADFYVTFIQNSKKYIL  1  PY05769                  (   97) TMSNIHFFYKTTIDNDRYKNP  1  PY07021                  (  109) TISHIKHFYDTTIDNDKYKKP  1  PY03042                  (   95) LKESLVFFYNIYIKGGERYTN  1  PY00297                  (   96) ENNSLKFFYSIYINSDNYKKS  1  PY07624                  (   97) QFSNINEFYDKDMKTIQDCKK  1  PY06829                  (   87) FNNGLKYFYTTNINTGKYKNS  1  PY00754                  (  100) SYGSVGDFHVTFIRNSKKYQL  1  PY04914                  (  100) SYGSVADFHVTFIRNSKKYQL  1  PY01834                  (  133) DFKNISEIYEANIKNNTDYIN  1  PY04773                  (  100) EGTNLNDFYTNIEKNENYTNC  1  PY03403                  (  155) KYNGIKYFYENYITQRSTYKE  1  PY04931                  (  118) NYDGIKYFYENYITKRSIYKD  1  PY04466                  (  106) NTTINNDRYQKTITGVENYYE  1  PY04733                  (  143) NYITQRSTYKEHISGLTGYGT  1  PY01873                  (  238) HGQTLVDSSEQDIYDLRQYSG  1  //   
	f155:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.62131 E= 5.1e-934     -56   -648    -27    187   -335    269    -76   -639    -21   -282   -454     77   -412     30     24    -46     22   -438   -511   -341    -110   -550   -102    -70    115    -46   -402    158    -24   -214     21    -51   -173   -418   -397   -144    190   -181   -467     -1    -129   -791     65   -160   -849     55   -422   -163    -49   -795   -701     46    -25   -193   -488     -6    324   -667   -714   -795     -55   -593   -231   -241   -595   -110    -75    -64     36   -527   -437    183   -400    -78    -11     67    198   -423   -486   -577    -394   -551   -731   -602    -95   -596   -451    173   -696    271   -225   -421   -184   -118    -40   -394   -119     41   -436   -621     -56   -648    -96    -59   -651    -44     60   -375     54   -560     15    195   -412    157    -59   -138     48    -90   -510     20    -199     54    273    149    -32   -112    240   -749   -389   -292   -570    -70   -172   -381   -380   -102   -277   -549   -613     49    -381   -462   -650   -594    395   -552   -429   -352   -717   -236   -346   -709   -448   -542   -208   -389   -319   -345   -260   -256    -778   -842   -988   -945    -79   -856     98   -865  -1006   -743   -718   -919   -800   -732   -711   -403   -845   -716   -400    384    -172   -658     -2     71   -663   -462   -312    -97    -46   -571   -465     48   -422   -151   -134    103    273     24   -522   -343     109   -647   -121     53   -650      3   -302   -137    119   -362     15     58   -413     74   -275   -223    217     24   -510   -626    -386   -221   -100   -516     -4   -253    472   -288   -415   -562   -496     23   -490   -466     10   -285     43   -468   -359    245    -398   -576   -685   -332   -557   -603   -540    310   -437   -301    200   -722   -559   -548   -508   -631   -287    233   -515   -650    -294   -648      9    191   -335   -453    -76    -80    140   -362   -169     58   -412    167    -11   -268    -99   -142   -510    -60    -186   -690     56   -149   -702     90     59   -290    -22   -616   -511    215   -456   -164    -68    -58    145   -494   -562   -197       5    141     95   -190   -628    143    239   -160   -475   -278   -435    191   -425    -83    -62    -25   -184     26   -502   -196     -56   -648    144    143   -335     52    -76   -375    -65   -363    -24     18   -163     74    145     61    111    -90   -510   -341    -294    170   -121    138   -243   -164    239   -375    179   -560    -79   -116   -412    -79     76   -268   -254   -437    -39     84    -444   -123   -328   -634   -841   -520   -503   -962    -59   -889   -807   -578   -621   -588   -601   -372   -203   -700   -732    376     -58   -657   -149   -110   -662   -164    -78    -80    122   -572   -466    141   -164     53   -285      2    185   -450   -521   -197    -102   -223   -121    102   -651    -19   -301   -287    130   -193   -453     98    -76     54   -129     61     87   -225   -510   -626   
	f158:  letter-probability matrix: alength= 20 w= 21 nsites= 182 E= 5.1e-934   0.016484  0.000000  0.054945  0.203297  0.005495  0.252747  0.005495  0.000000  0.098901  0.010989  0.000000  0.175824  0.000000  0.027473  0.021978  0.065934  0.054945  0.000000  0.000000  0.005495   0.010989  0.000000  0.032967  0.032967  0.137363  0.027473  0.000000  0.258242  0.098901  0.016484  0.021978  0.071429  0.005495  0.000000  0.000000  0.032967  0.181319  0.005495  0.000000  0.065934   0.010989  0.000000  0.104396  0.016484  0.000000  0.054945  0.000000  0.027473  0.082418  0.000000  0.000000  0.137363  0.016484  0.005495  0.000000  0.087912  0.456044  0.000000  0.000000  0.000000   0.016642  0.000143  0.011355  0.005793  0.000332  0.016691  0.005557  0.055408  0.148985  0.000478  0.000108  0.368682  0.000108  0.011122  0.016595  0.148857  0.192568  0.000178  0.000039  0.000357   0.000000  0.000000  0.000000  0.000000  0.032967  0.000000  0.000000  0.313187  0.000000  0.543956  0.000000  0.005495  0.005495  0.010989  0.016484  0.005495  0.021978  0.043956  0.000000  0.000000   0.016484  0.000000  0.032967  0.032967  0.000000  0.027473  0.016484  0.005495  0.170330  0.000000  0.021978  0.401099  0.000000  0.071429  0.010989  0.032967  0.065934  0.016484  0.000000  0.076923   0.005495  0.038462  0.450549  0.153846  0.049451  0.016484  0.060440  0.000000  0.005495  0.010989  0.000000  0.060440  0.005495  0.000000  0.000000  0.043956  0.005495  0.000000  0.000000  0.093407   0.000000  0.000000  0.000000  0.000000  0.961538  0.000000  0.000000  0.005495  0.000000  0.010989  0.000000  0.000000  0.000000  0.000000  0.005495  0.005495  0.005495  0.000000  0.000000  0.005495   0.000000  0.000000  0.000000  0.000000  0.032967  0.000000  0.021978  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005495  0.000000  0.000000  0.000000  0.939560   0.005495  0.000000  0.065934  0.087912  0.000000  0.000000  0.000000  0.043956  0.082418  0.000000  0.000000  0.142857  0.000000  0.005495  0.005495  0.192308  0.324176  0.038462  0.000000  0.005495   0.060440  0.000000  0.027473  0.076923  0.000000  0.038462  0.000000  0.032967  0.269231  0.005495  0.021978  0.153846  0.000000  0.038462  0.000000  0.016484  0.219780  0.038462  0.000000  0.000000   0.000000  0.005495  0.032967  0.000000  0.054945  0.005495  0.313187  0.010989  0.005495  0.000000  0.000000  0.120879  0.000000  0.000000  0.021978  0.010989  0.065934  0.000000  0.000000  0.351648   0.000000  0.000000  0.000000  0.005495  0.000000  0.000000  0.000000  0.730769  0.005495  0.000000  0.087912  0.000000  0.000000  0.000000  0.000000  0.000000  0.005495  0.164835  0.000000  0.000000   0.000000  0.000000  0.071429  0.208791  0.005495  0.000000  0.005495  0.049451  0.313187  0.005495  0.005495  0.153846  0.000000  0.076923  0.016484  0.010989  0.021978  0.010989  0.000000  0.043956   0.005495  0.000000  0.098901  0.016484  0.000000  0.071429  0.016484  0.010989  0.098901  0.000000  0.000000  0.456044  0.000000  0.005495  0.010989  0.060440  0.131868  0.000000  0.000000  0.016484   0.027473  0.071429  0.131868  0.010989  0.000000  0.104396  0.060440  0.027473  0.000000  0.010989  0.000000  0.390110  0.000000  0.010989  0.010989  0.076923  0.010989  0.038462  0.000000  0.016484   0.016484  0.000000  0.186813  0.148352  0.005495  0.054945  0.005495  0.005495  0.071429  0.005495  0.016484  0.115385  0.005495  0.038462  0.054945  0.142857  0.104396  0.016484  0.000000  0.005495   0.000000  0.087912  0.027473  0.142857  0.010989  0.010989  0.060440  0.005495  0.412088  0.000000  0.010989  0.043956  0.000000  0.010989  0.032967  0.010989  0.005495  0.000000  0.005495  0.120879   0.000000  0.010989  0.005495  0.000000  0.000000  0.000000  0.000000  0.000000  0.076923  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005495  0.010989  0.000000  0.000000  0.890110   0.016484  0.000000  0.021978  0.021978  0.000000  0.010989  0.005495  0.049451  0.274725  0.000000  0.000000  0.274725  0.005495  0.032967  0.000000  0.093407  0.175824  0.000000  0.000000  0.016484   0.010989  0.005495  0.027473  0.109890  0.000000  0.032967  0.000000  0.010989  0.291209  0.021978  0.000000  0.203297  0.010989  0.032967  0.005495  0.142857  0.087912  0.005495  0.000000  0.000000   
	f161:  BL   MOTIF 11 width=21 seqs=126 PY01774                  (  119) IADVTEYKHYKDLIDKKKEFM  1  PY07027                  (  119) IADVTEYKHYKDLIDKKKEFM  1  PY03760                  (  118) ITGVSDYKSYKDLIDKKQELM  1  PY02943                  (  118) IDGVTAYNSYKDLIDKKEDLI  1  PY06220                  (  119) IDDVTGYTNYIDLINQKKELM  1  PY03729                  (  118) INGVTEYKNYKDLIDKKTYFL  1  PY04083                  (  119) IADVKEYKNYKDLIDKKKEFM  1  PY07327                  (  118) IADVKEYKNYKDLIDKKKEFM  1  PY06126                  (  118) IDGVTAYESYKDLIDKKENLM  1  PY02140                  (  111) ITGVTAYKNYKDLIDRNNYFL  1  PY07849                  (  118) INNVSGYNSYKDLIDKKQNLM  1  PY01080                  (  109) INGVTKYSNYKDLIDQKKYLI  1  PY07226                  (  140) IDGVDDYSSYMDLINQKNELM  1  PY00085                  (  134) IDDVTAYKNYKDLIDKNNYIL  1  PY06334                  (  119) INDVTAYTSYKDLIYKKENLM  1  PY06619                  (  134) IKNVTEYTNYKDLIDTKKYYL  1  PY05828                  (  117) INGVTGYKTYNELVDKKEDLM  1  PY04931                  (  140) INGLTDYDNYKDLIDKRKGFL  1  PY06567                  (  429) ITGVTGYNSYKDLIDNKIDLI  1  PY04755                  (  110) IEGVSGYQNYKDLIDKKQNLM  1  PY02298                  (  116) VPDATEYKNYKDLIDKKKYFL  1  PY07331                  (  111) IIGVDGYTSYKDLIDQKKYLV  1  PY06666                  (  118) IDDVTTYKNYKDLIDRNKYIL  1  PY07501                  (  124) INDVTTYKNYKDLIDRNKYIL  1  PY04996                  (  110) IDDVGAYNSYDDLINKKNYLM  1  PY07653                  (  110) INDVGAYNSYDDLINKKNYLM  1  PY04155                  (  111) IEGVTAYKNYKDLIDRNDYFL  1  PY06374                  (  118) ISGVNDYNSYNDLIDKKKDLL  1  PY07546                  (  119) INHVSGYNSYKKLIDKNNYFL  1  PY06829                  (  108) IANFTEHKSYKDLIDQRNYFM  1  PY04430                  (  120) ITGVTGYETYNELVDKKEDLM  1  PY02782                  (  136) ISELTDYKNYKELIDKKNDVL  1  PY05769                  (  118) INGVPEYSNYKYLIDKKKYFL  1  PY02652                  (  118) INGVPEYSNYKYLIDKKKYFL  1  PY04988                  (  112) IDGVDGCSNYNDLIYKKKELM  1  PY06514                  (  110) ITGVKEYNSYKDLIDQKQNLI  1  PY06204                  (  117) INGVDGCSNYNELIYKKNELM  1  PY03438                  (  119) IDDVDDYSSYKDLINKKKEYI  1  PY02671                  (  118) ISGVNAYNSYNDLIDKKRDLL  1  PY05822                  (  117) IDKVGDCSNYKDLIDKKKYFL  1  PY02660                  (  132) IDGVTEYKNYIEFINKNNKLM  1  PY02131                  (  119) IDNVDGYSSYNDLINKKTYLL  1  PY04554                  (  113) LGDARGYNCYKEIIDQKKDLL  1  PY05624                  (  111) LTGVEGYTSYKNLIDQKTYLL  1  PY07022                  (  118) IDDDTEYTSYNDLINQKNKFM  1  PY06339                  (  128) INGCTGYKDYKELLDKKNDVL  1  PY05244                  (  137) LNDKTGYNNFKEFIEKNEYLM  1  PY04795                  (  119) INGDKPYNSYKDLIDKNNYFL  1  PY05146                  (  153) ITDVTDYKDYKELIDNNIDLI  1  PY07624                  (  119) IDGVDGYSSYNDLINKKNVFL  1  PY07175                  (  128) INELTDYKSYKGLIDTKMEVL  1  PY07160                  (  119) IYDVDGYSSYNDLIDTHNYVL  1  PY03359                  (  160) IGDITEYTSYNDLINQKNKLM  1  PY00500                  (  120) IANVSEYSSYKELVDKNDYFL  1  PY03983                  (  137) LKGITGHNNFKEFIEKNKYLM  1  PY07021                  (  130) IDNISEYKSYKDLIDKKHDLK  1  PY07421                  (  118) INDVDDYSSYIDLMNKKQKLM  1  PY06760                  (  118) ISELKDHDNYKDLIDKRKEFL  1  PY07090                  (  138) LKEATGYNNFKEFIEANKCLM  1  PY01871                  (  129) INELTDYDNYKKLLDKKNYVL  1  PY03403                  (  177) INDLTYYDTYKELIDTRKNFL  1  PY07594                  (  117) INYISGYNCYKDLIDRNDYFL  1  PY06851                  (  132) LKEKTEYNNFKEFIEKNEYLM  1  PY03010                  (  128) IQSVRDYECYKELINKKKDLL  1  PY00493                  (  154) INKLTDYKSYKGLIDTKIDVL  1  PY02541                  (  119) IDYVDDYNSYNDLINKHNYVF  1  PY05648                  (  129) INELTDYDNYKKLLDEKNYVL  1  PY05150                  (  110) IDDTGAYNSYYDLMNKKKYLM  1  PY05586                  (  146) KTDITGYNNYKDIIDNKIDLI  1  PY00988                  (  117) IADISEYNSYMELITKNHDLT  1  PY00578                  (   88) INDSGRYTGLNDFIDKQKDLL  1  PY01834                  (  165) LKEKTEYTDFKELIEKNECLM  1  PY00297                  (  117) ITSIEGCNNYKELIDKTQDLT  1  PY06029                  (  159) LNDKTGYNNFKKIIEENKCLM  1  PY07405                  (  119) INELTDYDNHKKLLDKKNDVL  1  PY05719                  (  144) INYIEGYNNYKGLIDKNHNLK  1  PY02278                  (  118) VDNVEGCRTFKDIIEKRHNLM  1  PY01595                  (  128) LSNNTGYSNYKEIINGRKGLL  1  PY04327                  (  124) ITDANRIGNLKEFMDKRDYLL  1  PY01873                  (  125) MYNDHDYDNYKGLIDKRKEFL  1  PY01837                  (  127) LKNNLGYNNFKEIIDKKKDLL  1  PY06740                  (  157) LKNKTGYNNFKEFIEANECLM  1  PY03042                  (  117) ISGINEYSSYMELISKKHDLT  1  PY06547                  (  118) ITNAQKCTNLKEIIDQKSDLL  1  PY07406                  (  127) INEFTDYDDYIGLIDTKMGVL  1  PY07477                  (  177) ISDAYTIGDLGEFIDKRNDFM  1  PY01872                  (  108) ITDAYRIGDLKGFMDERNDLL  1  PY05673                  (  131) ELNDYDYGNYKELIDTKKYLF  1  PY02614                  (  117) VDYVEGCNNFKDIIVKRHTLT  1  PY02973                  (  116) TNDAYRVGGLKEFMDKKNDLL  1  PY02827                  (  148) LKDKTGYKNFKEFIEGNEYFT  1  PY04773                  (  131) LKKKTGYNNFKEIIVKNMDLL  1  PY04321                  (  149) IDDVEGYISYIDLINKNDNVI  1  PY06796                  (  119) IEDSSRFTDIKGFIDKQKDFM  1  PY05410                  (  119) ISDAFKFGNFEEFMNERNDFM  1  PY05688                  (  132) KLNDETYSSYKEIIDEIKEYM  1  PY02543                  (  119) VDHVKGCSNFKDIIENRHTLT  1  PY00055                  (  106) KVNDGTYGSYKEIIDVIKEYM  1  PY02970                  (  137) INGFTDYKNYKELIDNKIAMY  1  PY07411                  (   87) EVNDETYDNYKKIIDEIKEYM  1  PY03636                  (  124) KSHAYRYTDLKEFIAEQKDLL  1  PY00997                  (  118) KIDDKTYTDYKKIIDKVEEYM  1  PY01184                  (  140) LNAKTGYNNFMEFIKGNECFM  1  PY07342                  (  119) IKHSSTFTNLEEFINKEKYLM  1  PY06151                  (  126) SGVEAYYSSYKDLMDKKNGLM  1  PY06020                  (  117) DAGNSGYESHKKIIDEIEEYM  1  PY03973                  (  117) INYIIDFDGYKDLIDKNYYIL  1  PY01111                  (  117) KIVDDKYDNYKKIIDETKEYM  1  PY05912                  (  118) NVNDQTYGSYKSIIDTIKEYM  1  PY01110                  (  118) KIGDKKYTDYKKIIEETKEYM  1  PY03332                  (  147) NVNDRTYGSYQNIIDKIKEYM  1  PY00284                  (  140) LKGKMRYNNFKEIIFKNMDFS  1  PY00552                  (  133) LKDNLGYNNFKEIIFKNMDFS  1  PY06549                  (  119) IKEAYTISGIEEFINKQKDLF  1  PY06732                  (  123) KVNDEKYGSYKNVIDQVKEYI  1  PY02971                  (  108) TNDAYKFTDIKEVLNKKSDLL  1  PY06742                  (  118) EIYNKKFKGYKEIIDEIKEYL  1  PY03991                  (  155) KDSAYKFSGLEEFINKQKELF  1  PY05708                  (  119) TGDSNKFTFLEEFINKQKDLL  1  PY00177                  (  106) NSDSFRFTSIDEFIEGHKDLL  1  PY07080                  (  117) TNAANTFTNLEDVLNTKSDLL  1  PY03194                  (  124) TDPAYKISELKKFMDDRNDFL  1  PY03177                  (  117) TNEAFKISDLDEFMKERTDLL  1  PY05560                  (  108) ISNVSNGHINMDLIGEKIRLM  1  PY07533                  (  107) IGTDSGSKIKKEVIDTKIKSM  1  PY03016                  (  113) EDIFADNNIRKDVIDKKIGSM  1  //   
	f170:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.74299 E= 4.7e-688    -268   -452   -333   -128   -417   -463   -386    295   -125     34    -71   -254   -417   -401   -361   -347    -43    111   -363   -502     117   -597    145    -91   -600      7   -251   -112    -15   -232   -402    136   -112    -98   -224     -8     98     28   -459   -201     -60   -637    216     82   -647    269    149   -330   -206   -559   -454     63   -117   -275   -272   -177   -216    -96   -507    -49     212   -160     68   -267    -89   -511   -407     -5    -73    -22   -300   -136   -478   -465   -426   -120   -216    360   -404   -562     -51   -598     36     44   -138     32    -26   -325    -64   -232   -119   -104    -26    -29     39     15    287   -387   -460      7     145   -762    144    158   -778    292   -384   -749    -28   -672   -571   -331   -123   -337    162   -532     98   -537   -637   -205    -214    103   -478   -403     64   -212    128    -99   -520   -365   -299   -348   -333   -344   -275   -295   -382   -153   -151    344    -371   -700     40    -68   -732    106    -36   -336     76   -659   -560    128   -469   -131   -112     90    164   -538   -594   -690    -497    -15     54   -255   -293     36     53   -185   -670   -857   -795    206   -556   -484   -516    180    -56   -737   -735   -786    -225   -417   -489   -414    120   -417     87   -150   -361      7   -309   -349   -343   -354   -112   -417   -393   -287   -159    333    -436   -838    -94      0   -882   -210   -434   -112    260   -760     98      4   -529   -135   -454   -579   -558   -617   -734   -303    -451   -850    271    274   -906     55   -440   -872    -41   -795   -709   -196   -538   -399   -513   -329   -568   -645   -768   -205    -588   -718   -995   -874    157   -839   -689    104   -972    279   -351  -1001   -719   -689   -691   -904   -684     34   -576   -773    -601   -729  -1036   -939   -578   -876   -758    333  -1036    -72    186  -1045   -774   -754   -771   -954   -698    -30   -614   -816    -173   -651    327     71   -209   -211   -338   -714   -292   -672   -590     71   -502   -422   -439   -327   -252   -116   -550   -162     -67   -725   -254    100   -729    -25   -356   -696    228   -617   -514   -132   -447    197     98   -514     72   -189   -583   -695    -490   -770   -731   -260   -864   -610    109    -63    208   -668   -580    107   -588    101    257   -653    -98   -101   -605   -768    -246   -600    -70     93   -603   -404    226    -47    163   -512     97     98   -364    104    -80   -173    -49   -390   -462   -291    -162     58    212    186   -796      9   -377   -799   -151   -721   -627    -45   -505   -388   -121   -520   -149   -197   -660    206    -377   -548   -775   -655    193   -588   -451   -129   -741    256   -100   -749   -536   -517   -485   -249   -475    144   -424     62    -300   -479   -714   -592    -90   -513   -410    -19   -283    221    425   -682   -479   -467   -428   -241      3   -118   -404   -287   
	f173:  letter-probability matrix: alength= 20 w= 21 nsites= 126 E= 4.7e-688   0.000000  0.000000  0.007937  0.031746  0.000000  0.000000  0.000000  0.642857  0.071429  0.126984  0.007937  0.023810  0.000000  0.000000  0.000000  0.007937  0.047619  0.031746  0.000000  0.000000   0.063492  0.000000  0.190476  0.023810  0.000000  0.039683  0.000000  0.039683  0.103175  0.015873  0.000000  0.269841  0.007937  0.007937  0.000000  0.087302  0.095238  0.039683  0.000000  0.015873   0.015873  0.000000  0.309524  0.095238  0.000000  0.253968  0.031746  0.007937  0.023810  0.000000  0.000000  0.158730  0.007937  0.000000  0.000000  0.023810  0.007937  0.015873  0.000000  0.047619   0.126984  0.007937  0.111111  0.007937  0.031746  0.000000  0.000000  0.079365  0.071429  0.071429  0.000000  0.039683  0.000000  0.000000  0.000000  0.039683  0.007937  0.404762  0.000000  0.000000   0.015873  0.000000  0.087302  0.071429  0.023810  0.047619  0.007937  0.007937  0.071429  0.015873  0.007937  0.047619  0.015873  0.015873  0.023810  0.103175  0.365079  0.000000  0.000000  0.071429   0.079365  0.000000  0.182540  0.158730  0.000000  0.293651  0.000000  0.000000  0.095238  0.000000  0.000000  0.007937  0.007937  0.000000  0.063492  0.000000  0.095238  0.000000  0.000000  0.015873   0.000000  0.063492  0.000000  0.000000  0.079365  0.007937  0.023810  0.047619  0.000000  0.000000  0.000000  0.007937  0.000000  0.000000  0.000000  0.007937  0.000000  0.007937  0.000000  0.753968   0.000000  0.000000  0.087302  0.031746  0.000000  0.079365  0.007937  0.007937  0.198413  0.000000  0.000000  0.246032  0.000000  0.007937  0.007937  0.174603  0.150794  0.000000  0.000000  0.000000   0.000000  0.023810  0.095238  0.007937  0.007937  0.047619  0.015873  0.023810  0.000000  0.000000  0.000000  0.420635  0.000000  0.000000  0.000000  0.325397  0.031746  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.134921  0.000000  0.015873  0.031746  0.007937  0.103175  0.000000  0.007937  0.000000  0.000000  0.007937  0.000000  0.000000  0.000000  0.000000  0.690476   0.000000  0.000000  0.031746  0.047619  0.000000  0.007937  0.000000  0.039683  0.714286  0.000000  0.039683  0.103175  0.000000  0.007937  0.000000  0.000000  0.000000  0.000000  0.000000  0.007937   0.000000  0.000000  0.444444  0.365079  0.000000  0.055556  0.000000  0.000000  0.087302  0.000000  0.000000  0.023810  0.000000  0.000000  0.000000  0.007937  0.000000  0.000000  0.000000  0.015873   0.000000  0.000000  0.000000  0.000000  0.182540  0.000000  0.000000  0.174603  0.000000  0.603175  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.039683  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.857143  0.000000  0.047619  0.071429  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.023810  0.000000  0.000000   0.007937  0.000000  0.619048  0.095238  0.015873  0.007937  0.000000  0.000000  0.015873  0.000000  0.000000  0.182540  0.000000  0.000000  0.000000  0.007937  0.007937  0.015873  0.000000  0.023810   0.015873  0.000000  0.007937  0.103175  0.000000  0.031746  0.000000  0.000000  0.579365  0.000000  0.000000  0.039683  0.000000  0.095238  0.039683  0.000000  0.079365  0.007937  0.000000  0.000000   0.000000  0.000000  0.000000  0.007937  0.000000  0.000000  0.023810  0.055556  0.492063  0.000000  0.000000  0.214286  0.000000  0.047619  0.119048  0.000000  0.023810  0.015873  0.000000  0.000000   0.000000  0.000000  0.039683  0.103175  0.000000  0.000000  0.055556  0.063492  0.373016  0.000000  0.039683  0.206349  0.000000  0.047619  0.007937  0.023810  0.031746  0.000000  0.000000  0.007937   0.007937  0.039683  0.293651  0.198413  0.000000  0.039683  0.000000  0.000000  0.039683  0.000000  0.000000  0.071429  0.000000  0.000000  0.007937  0.000000  0.015873  0.007937  0.000000  0.277778   0.000000  0.000000  0.000000  0.000000  0.238095  0.000000  0.000000  0.031746  0.000000  0.515873  0.007937  0.000000  0.000000  0.000000  0.000000  0.015873  0.000000  0.087302  0.000000  0.103175   0.000000  0.000000  0.000000  0.000000  0.031746  0.000000  0.000000  0.071429  0.015873  0.412698  0.388889  0.000000  0.000000  0.000000  0.000000  0.015873  0.047619  0.007937  0.000000  0.007937   
	f176:  BL   MOTIF 12 width=11 seqs=157 PY03332                  (   60) NGTFKRYCPNN  1  PY02312                  (   52) NGAFKKYCPNN  1  PY00175                  (   30) NGTFKKYCPSN  1  PY05719                  (   57) DTHFKKYCTGG  1  PY03331                  (   29) MGMFNSYCPDN  1  PY03983                  (   31) NDNLKKYCPNG  1  PY01110                  (   31) PGSFKKYCPDG  1  PY03010                  (   40) GQHFKQYCTNN  1  PY04321                  (   61) GGTIKNYCPNR  1  PY07546                  (   30) DRHFKTYCTNN  1  PY06877                  (   28) MNILNTYCPDG  1  PY06619                  (   46) DEHLKNYCTSG  1  PY06732                  (   36) STFFNGYCPNN  1  PY03438                  (   31) GGTIKKYCPNK  1  PY06020                  (   30) RGIFKKYCPNK  1  PY05708                  (   31) ITNFDKYCPNN  1  PY06547                  (   18) SSSLKKYCPNG  1  PY03359                  (   72) VGSLNSYCPNR  1  PY02131                  (   31) SGTLKQYCPDK  1  PY03729                  (   30) NNFLDSYCDGN  1  PY07421                  (   30) GGSLNRYCPKN  1  PY07080                  (   30) NNNFKNYCPDK  1  PY04084                  (   40) MDLLKMYCPDY  1  PY01111                  (   30) STFFKDYCPNK  1  PY02564                  (   31) NNFLNGYCDGN  1  PY02940                  (   35) GNFLDSYCGDN  1  PY04155                  (   24) GNNFDKYCTNN  1  PY03986                  (   39) VNILHMYCPGN  1  PY01080                  (   22) GNFLDSYCDGK  1  PY04066                  (   37) ISHFDYYCPNS  1  PY00297                  (   31) DQHFKKYCNSN  1  PY04466                  (   30) NNFLDSYCGGN  1  PY01873                  (   33) DHFLNKYCDSN  1  PY04786                  (   29) MDILKLYCPGN  1  PY03016                  (   29) GSLFNSYCPDD  1  PY05767                  (   37) ISHFDYYCPDS  1  PY03760                  (   30) SNHFKEYCDNE  1  PY05912                  (   31) NGTFKSYCSNN  1  PY07021                  (   41) AEHLQKYCDDG  1  PY00284                  (   38) NENIKYYCPNG  1  PY04215                  (   31) GNFLDSYCGSN  1  PY02827                  (   45) NGSISDYCPNG  1  PY05560                  (   29) VDSLNDYCPDN  1  PY05822                  (   30) DNFLNKYCDGS  1  PY07226                  (   52) VGSINNYCPNR  1  PY02543                  (   32) GNFLNSYCFNN  1  PY06204                  (   30) NNFLDSYCNGN  1  PY00500                  (   31) DEHFKKYCDKE  1  PY06220                  (   31) GGTIKNYCPKK  1  PY03042                  (   30) DEYFKDYCTGG  1  PY00578                  (   31) ITDYKNYCPGN  1  PY00924                  (  160) IQNYKRYCPSG  1  PY07022                  (   31) KGLFTKYCPNN  1  PY04787                  (   28) ISYFKYYCPDN  1  PY07624                  (   31) SGTLKQHCPDK  1  PY02541                  (   31) SGTLKQHCPDK  1  PY01184                  (   31) LGSIRNYCPNG  1  PY00988                  (   30) DEHLKNYCISG  1  PY00997                  (   31) SRTFKKYCPKE  1  PY02278                  (   31) TTFLNSYCDGN  1  PY01331                  (   29) MDLLSMYCPDS  1  PY04795                  (   30) DEHSKKYCDNG  1  PY00055                  (   19) RGILGKYCPNE  1  PY07594                  (   30) DDRLKKYCTNN  1  PY01774                  (   31) ENFLDGYCGSN  1  PY07027                  (   31) ENFLDGYCGSN  1  PY04430                  (   29) NKNLKKYCDNG  1  PY00552                  (   31) IPDIDEYCPDG  1  PY04554                  (   32) DQNFKKYCTNS  1  PY02973                  (   30) IKDFDKYCPND  1  PY02140                  (   24) GRNFDKYCTND  1  PY06334                  (   31) EDDFKDYCTGN  1  PY05828                  (   29) NEKLKNYCDNG  1  PY07111                  (   34) SRMLKKYCPKE  1  PY04083                  (   31) ENFLDGYCDSY  1  PY07331                  (   22) ENFLNNYCSSN  1  PY07327                  (   30) ENFLDGYCDSY  1  PY01595                  (   31) NKDIKYYCPNG  1  PY06760                  (   31) EEFLNNYCNSN  1  PY02036                  (   29) ESYLSAYCPDG  1  PY00580                  (   30) ITNFKDYCPKE  1  PY06829                  (   22) DNFLDSYCGSY  1  PY07849                  (   30) DKYFKEYCTDG  1  PY06499                  (   55) LDLLKLYCPDN  1  PY07160                  (   31) SGTLTLYCPDN  1  PY05244                  (   31) LGNAKNYCPNR  1  PY05769                  (   31) KNFLDSYCDDK  1  PY02652                  (   31) KNFLDSYCDDK  1  PY02943                  (   30) DNDFKEYCTDV  1  PY06754                  (   18) GSHTEMHCPDN  1  PY07422                  (   31) TNFLNSHCDGN  1  PY04979                  (   22) ENFLDSYCNDY  1  PY01837                  (   25) IGGVVKYCPNG  1  PY02688                  (   31) KNFLDSYCYNG  1  PY05146                  (   65) GDILNSYCAGN  1  PY06567                  (  341) ESTLNRYCSGN  1  PY05688                  (   45) NGLFKKYCSSE  1  PY06374                  (   30) DSLFKDYCDNK  1  PY07405                  (   31) DDILNNYCDNK  1  PY05624                  (   25) KHILNNYCTGN  1  PY02572                  (   29) MNILSTYCHNN  1  PY07017                  (   12) ENFLDSYCFND  1  PY04516                  (   55) TGLFNSYCPYN  1  PY00494                  (   31) ENFLEGYCDDY  1  PY06763                  (   31) ENFLEGYCDDY  1  PY00085                  (   46) DEDYKNYCTNE  1  PY07090                  (   31) LGNIKKYCSNG  1  PY06666                  (   30) DVDFKEYCTNE  1  PY07516                  (   39) MNILNTYCPES  1  PY05820                  (   31) KRFFKTYCSSN  1  PY03991                  (   67) YQGFKNYCPSS  1  PY07198                  (   29) KNFLDSYCNNY  1  PY06549                  (   31) IKNYKNYCPSE  1  PY02614                  (   30) NNFLDSYCYKN  1  PY03973                  (   30) NEYFQEYCTGD  1  PY07342                  (   31) ISNYSNYCPGK  1  PY06796                  (   31) ISNYSNYCPGK  1  PY05586                  (   58) GNILSNYCNSN  1  PY06227                  (   55) GDLLSMYFPNN  1  PY06782                  (   18) GGSLNIYCSNR  1  PY04327                  (   31) NSEIKKYCPEN  1  PY03194                  (   31) NESFKKYCPIT  1  PY07264                  (   23) GSYTNIYCPDN  1  PY01834                  (   63) NGKIKNYCPIE  1  PY05816                  (   30) IDGIEEYCPHG  1  PY05781                  (   31) DQPIKEYCAGN  1  PY04733                  (   68) PEYLQKYCING  1  PY07477                  (   84) HTDFKNYCPVT  1  PY06742                  (   31) DIVFRKYCPND  1  PY02298                  (   30) NNFLDSYCFKY  1  PY06339                  (   31) DDFLSNYCDNI  1  PY06851                  (   30) LKNFNNYCSNG  1  PY06740                  (   54) NRGIKSYCHNV  1  PY06126                  (   30) DVLFKEYCNNK  1  PY03403                  (   90) VEHLKKHCISK  1  PY06029                  (   57) LGSIRDYCSNG  1  PY05871                  (   52) NSLFKKYCLNE  1  PY00177                  (   18) IKDFQKYCSNK  1  PY03177                  (   31) IKEYKDYCPDD  1  PY06514                  (   21) KSILDNYCTSS  1  PY07501                  (   36) VEDFIDYCTDG  1  PY03636                  (   31) NPNFKKYCYNQ  1  PY07533                  (   23) GGLLSFNCPNN  1  PY00308                  (   44) HKSINDYCNNG  1  PY01871                  (   30) DNFLNNSCNNN  1  PY07413                  (   38) IGFLNMFFPGS  1  PY04988                  (   23) SSFLNGYCFKD  1  PY01773                  (   28) STAIQTYCRSN  1  PY01981                  (   28) NQKYNTYCQNN  1  PY04755                  (   22) DEVSQKYCTDV  1  PY05410                  (   31) NKNFLEYCPQK  1  PY02671                  (   30) DSLFKENCTNQ  1  PY04773                  (   31) ITNVARYCRDE  1  PY06886                  (   40) MNKLNTFFPDS  1  PY03987                  (   38) THLLKVAFPKN  1  PY07838                  (   55) RDALSTFFDDS  1  PY07454                  (  247) YSFIDIFCNTN  1  //   
	f185:  log-odds matrix: alength= 20 w= 11 n= 56638 bayes= 8.30434 E= 5.0e-262    -148   -625    127     63   -627    163     28     39   -109   -118    133     74    -56   -264      9    -26    -79     24   -489   -231    -276   -630     40     91   -633    233     81   -355    -80   -542   -435    118    -56     94     97     30     43   -122   -492   -607     -38   -575      5   -177    190    -54    294    -16   -202      2    -55     24   -147   -308   -123    -27     68   -109   -469    -58    -168   -513   -749   -628    236   -548   -442     53   -712    238   -333   -716   -514   -502   -464   -272   -170    -88   -435    -37    -148   -628    137    -88   -631   -225    -56   -355    181   -342   -434     93   -392     74      9    -37   -162   -205   -490   -606    -148   -628      6     40   -315     58   -280   -213     99   -211     92     68   -392     22     73     76     28   -205   -490   -106    -215   -812   -879   -881   -112   -786    150   -845   -963   -725   -699   -296   -763   -700   -683   -381   -798   -693   -384    381    -748    522  -1008  -1001    -92   -823   -692  -1016  -1108   -928   -886  -1058   -811   -875   -813   -959   -888   -860   -657   -715     -87   -624    107   -397   -129     -1     21   -214   -498   -345   -460    -69    449   -149    -51    -54    137   -421   -521   -180    -480   -782    169   -195   -844    188    -71   -273    -85   -802   -716    192   -557   -174   -485     60   -270   -231   -711   -332    -288   -641    -37     63   -646    224   -292   -357      7   -556   -450    175   -405    -62     72    -38   -164    -71   -505    -23   
	f188:  letter-probability matrix: alength= 20 w= 11 nsites= 157 E= 5.0e-262   0.006369  0.000000  0.165605  0.082803  0.000000  0.121019  0.012739  0.114650  0.050955  0.038217  0.050955  0.171975  0.012739  0.000000  0.019108  0.076433  0.025478  0.038217  0.000000  0.012739   0.000000  0.000000  0.089172  0.101911  0.000000  0.197452  0.019108  0.006369  0.063694  0.000000  0.000000  0.235669  0.012739  0.044586  0.038217  0.114650  0.063694  0.012739  0.000000  0.000000   0.019108  0.000000  0.070064  0.012739  0.235669  0.025478  0.089172  0.076433  0.025478  0.089172  0.012739  0.121019  0.006369  0.000000  0.006369  0.076433  0.076433  0.012739  0.000000  0.044586   0.006369  0.000000  0.000000  0.000000  0.318471  0.000000  0.000000  0.121019  0.000000  0.464968  0.000000  0.000000  0.000000  0.000000  0.000000  0.012739  0.012739  0.012739  0.000000  0.050955   0.006369  0.000000  0.178344  0.025478  0.000000  0.006369  0.006369  0.006369  0.420382  0.006369  0.000000  0.197452  0.000000  0.038217  0.019108  0.070064  0.012739  0.006369  0.000000  0.000000   0.006369  0.000000  0.070064  0.070064  0.006369  0.057325  0.000000  0.019108  0.235669  0.019108  0.038217  0.165605  0.000000  0.025478  0.031847  0.159236  0.057325  0.006369  0.000000  0.031847   0.006369  0.000000  0.000000  0.000000  0.025478  0.000000  0.031847  0.000000  0.000000  0.000000  0.000000  0.012739  0.000000  0.000000  0.000000  0.006369  0.000000  0.000000  0.000000  0.917197   0.000000  0.968153  0.000000  0.000000  0.031847  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.012739  0.000000  0.146497  0.000000  0.025478  0.038217  0.012739  0.019108  0.000000  0.006369  0.000000  0.063694  0.445860  0.006369  0.012739  0.063694  0.127389  0.000000  0.000000  0.019108   0.000000  0.000000  0.216561  0.012739  0.000000  0.140127  0.006369  0.012739  0.063694  0.000000  0.000000  0.382166  0.000000  0.006369  0.000000  0.140127  0.006369  0.006369  0.000000  0.006369   0.000000  0.000000  0.050955  0.082803  0.000000  0.184713  0.000000  0.006369  0.121019  0.000000  0.000000  0.350318  0.000000  0.012739  0.031847  0.070064  0.012739  0.019108  0.000000  0.057325   
	f191:  BL   MOTIF 13 width=15 seqs
	f200:  log-odds matrix: alength= 20 w= 15 n= 55902 bayes= 8.35853 E= 5.4e-264    -134   -668    229    -21   -690     24     70   -690    -87   -611   -509    159    140    -29   -318    -20   -426    -84   -552   -282    -283     74    -96   -577    176   -106   -394    142   -661     71    -82   -193   -464   -135    192     39   -383      1   -389    -58    -288   -622   -135   -488   -681   -197   -389   -665   -355   -176   -543   -331    490     79   -113    103     79   -466   -583   -735     -98   -367   -493   -275    -87   -376   -333   -335   -362   -164   -379   -307    229    -75   -283    276    143   -195   -398   -557    -337   -469   -591   -502    132   -222   -378     25   -570    296   -151   -600   -127   -375   -349   -331   -152   -218   -363   -522    -256   -595   -558     25   -652   -470   -399   -325   -356   -231   -510   -653    527      5    -25    -18   -442   -431   -558   -730    -141   -813    -50    270   -809    -51   -415   -323   -255   -668   -115   -332    197   -311   -404     40    270   -524   -664   -768    -386   -803   -236    110   -794   -571   -477    300    -71   -171   -558   -673   -501     22   -468   -323   -230   -492   -683    -60      37   -702    -51    173   -702   -471   -336   -225    174   -592   -488   -147     42    117   -314    -22    144   -460   -559   -671     155   -542   -502    -99   -640   -478   -342    -53    -20   -566   -421   -150    -20   -329    154    -90    355   -377   -497   -658     114   -582   -170     97   -178   -180    -11    -98     72   -297   -104    -90    257   -218     89     19    176     13   -445   -561     114   -157    -85    127    -83   -389   -237     47     84   -128   -386    -51   -348    259      6    -73    -34    -25   -444   -561      94   -567   -172   -301   -122   -395     72    -71     27   -292   -375    147    -11    186   -219     58     -5     45   -439    -35     264     37     84    -46   -121    -47    163    -30   -153   -125    -12   -230    112     65   -226      7     -5    188   -435   -276     217   -581    -56     26   -584     -9    -11     13    -82     54   -386    -69     43    199   -210   -124     19    214   -444   -561   
	f203:  letter-probability matrix: alength= 20 w= 15 nsites= 113 E= 5.4e-264   0.008850  0.000000  0.336283  0.044248  0.000000  0.044248  0.017699  0.000000  0.061947  0.000000  0.000000  0.309735  0.053097  0.017699  0.000000  0.079646  0.000000  0.017699  0.000000  0.008850   0.000000  0.044248  0.035398  0.000000  0.212389  0.017699  0.000000  0.230088  0.000000  0.141593  0.008850  0.026549  0.000000  0.008850  0.079646  0.123894  0.000000  0.026549  0.000000  0.044248   0.000000  0.000000  0.026549  0.000000  0.000000  0.008850  0.000000  0.000000  0.008850  0.026549  0.000000  0.008850  0.575221  0.044248  0.008850  0.203540  0.088496  0.000000  0.000000  0.000000   0.008850  0.000000  0.000000  0.008850  0.044248  0.000000  0.000000  0.008850  0.008850  0.035398  0.000000  0.008850  0.132743  0.017699  0.000000  0.592920  0.123894  0.008850  0.000000  0.000000   0.000255  0.000230  0.000590  0.000481  0.186375  0.009184  0.000100  0.115790  0.001020  0.646788  0.000174  0.000885  0.009024  0.000213  0.000180  0.009664  0.018119  0.000287  0.000064  0.000575   0.000000  0.000000  0.000000  0.070796  0.000000  0.000000  0.000000  0.008850  0.008850  0.017699  0.000000  0.000000  0.761062  0.026549  0.017699  0.088496  0.000000  0.000000  0.000000  0.000000   0.008850  0.000000  0.044248  0.353982  0.000000  0.026549  0.000000  0.008850  0.017699  0.000000  0.008850  0.008850  0.079646  0.000000  0.000000  0.123894  0.318584  0.000000  0.000000  0.000000   0.000000  0.000000  0.008850  0.106195  0.000000  0.000000  0.000000  0.699115  0.070796  0.026549  0.000000  0.000000  0.000000  0.026549  0.000000  0.008850  0.008850  0.000000  0.000000  0.044248   0.035398  0.000000  0.044248  0.176991  0.000000  0.000000  0.000000  0.017699  0.398230  0.000000  0.000000  0.035398  0.026549  0.053097  0.000000  0.079646  0.132743  0.000000  0.000000  0.000000   0.088496  0.000000  0.000000  0.026549  0.000000  0.000000  0.000000  0.061947  0.106195  0.000000  0.000000  0.035398  0.017699  0.000000  0.061947  0.044248  0.557522  0.000000  0.000000  0.000000   0.061947  0.000000  0.017699  0.106195  0.017699  0.008850  0.008850  0.044248  0.194690  0.008850  0.008850  0.053097  0.123894  0.000000  0.035398  0.106195  0.168142  0.035398  0.000000  0.000000   0.061947  0.008850  0.035398  0.132743  0.035398  0.000000  0.000000  0.123894  0.212389  0.035398  0.000000  0.070796  0.000000  0.150442  0.017699  0.053097  0.035398  0.026549  0.000000  0.000000   0.053097  0.000000  0.017699  0.000000  0.026549  0.000000  0.017699  0.053097  0.141593  0.008850  0.000000  0.292035  0.017699  0.088496  0.000000  0.141593  0.044248  0.044248  0.000000  0.053097   0.185841  0.035398  0.123894  0.035398  0.026549  0.026549  0.035398  0.070796  0.035398  0.035398  0.017699  0.017699  0.044248  0.035398  0.000000  0.097345  0.044248  0.123894  0.000000  0.008850   0.132743  0.000000  0.044248  0.061947  0.000000  0.035398  0.008850  0.097345  0.061947  0.132743  0.000000  0.061947  0.026549  0.097345  0.000000  0.035398  0.053097  0.150442  0.000000  0.000000   
	f206:  BL   MOTIF 14 width=8 seqs=65 PY03331                  (  268) HLREKLKK  1  PY04786                  (  268) HLREMLKK  1  PY03016                  (  268) HLREMLKK  1  PY06029                  (  333) HLREKLKK  1  PY06020                  (  309) HLREKLKK  1  PY06499                  (  284) HLREMLKK  1  PY04733                  (  336) HLREKLKK  1  PY01110                  (  312) HLREKLKK  1  PY05688                  (  323) HLREKLKK  1  PY07111                  (  312) HLREKLKK  1  PY06732                  (  315) HLREKLKK  1  PY00997                  (  293) HLREKLKK  1  PY06754                  (  294) HLREKLKK  1  PY05560                  (  262) HLREMLKK  1  PY03986                  (  274) HLREKLKK  1  PY06877                  (  264) HLREMLKK  1  PY02660                  (  339) HLREKLKK  1  PY07264                  (  304) HLREKLKK  1  PY06886                  (  279) HLREKLKK  1  PY01184                  (  316) HLREKLKK  1  PY05923                  (  306) HLREMLKK  1  PY04516                  (  295) HLREKLKK  1  PY03948                  (  270) HLREKLKK  1  PY02312                  (  331) HLREKLKK  1  PY02671                  (  272) HLREKLKK  1  PY06374                  (  272) HLREKLKK  1  PY07022                  (  316) HLREKLKK  1  PY04084                  (  276) HLREMLKK  1  PY03983                  (  317) HLREKIKK  1  PY00055                  (  308) HLREKIKK  1  PY02827                  (  337) HIREKLKK  1  PY04554                  (  292) HIREKLKK  1  PY01834                  (  340) HLRENLKK  1  PY05244                  (  310) HLRKKLKK  1  PY01331                  (  267) HLREKLKT  1  PY07226                  (  331) YLREKLKK  1  PY05871                  (  332) QLREKLKK  1  PY07838                  (  285) YLREMLKK  1  PY01595                  (  300) YLREKLKK  1  PY03091                  (  284) KLREKLKK  1  PY06760                  (  314) KLREKLKK  1  PY00175                  (  309) KLREKLKK  1  PY03987                  (  278) KLREKLKK  1  PY06851                  (  305) KLREKLKK  1  PY01873                  (  314) KLREKLKK  1  PY03760                  (  272) HLRKRLKK  1  PY02036                  (  265) HLKEMLKK  1  PY06742                  (  310) HLKEKLKK  1  PY03403                  (  363) NLREKLKK  1  PY06666                  (  255) HLREIVKK  1  PY06204                  (  290) KLREKIKK  1  PY02565                  (  289) KLREKIKK  1  PY05820                  (  323) QIREKLKK  1  PY02140                  (  276) YLRKKLKK  1  PY04155                  (  276) YLRKKLKK  1  PY05912                  (  310) YLRENLKK  1  PY07090                  (  315) HLKEKIKK  1  PY06227                  (  293) KLRENLKK  1  PY05648                  (  311) HLRKKLIK  1  PY03359                  (  352) HLRKKIKT  1  PY04787                  (  267) RLRRKLKS  1  PY05767                  (  273) RLRRKLKS  1  PY04066                  (  277) RLRRKLKS  1  PY00308                  (  305) YIRKKLKK  1  PY03010                  (  309) HLREKVDV  1  //   
	f215:  log-odds matrix: alength= 20 w= 8 n= 57190 bayes= 9.79735 E= 1.2e-226    -351   -510   -472   -422   -480   -444    586   -607      7   -473   -377   -236   -388     50    120   -453   -400   -407   -326     52    -532   -657   -939   -819   -458   -770   -618    -40   -915    341   -260   -946   -647   -614   -624   -851   -628   -335   -488   -703    -509   -674   -749   -623   -823   -594   -394   -769   -126   -681   -615   -708   -543   -401    553   -684   -607   -621   -537   -779    -365   -772   -391    391   -833   -525   -363   -715     -7   -625   -535   -609   -468   -264    126   -577   -503   -504   -599   -744    -411   -682   -672   -469   -786   -529   -303   -245    273   -581    275   -113   -507   -260     29   -576   -486   -494   -516   -683    -469   -602   -861   -741   -462   -718   -580     15   -839    330   -255   -874   -598   -573   -565   -775   -564     10   -488   -689    -266   -453   -331   -455   -629   -422   -301   -342    301   -511   -399   -506   -357   -345     44   -513   -395   -404   -360   -608    -266   -479   -581   -477   -664   -428   -322   -541    296   -541   -432   -536   -389   -343     -1   -171   -128   -167   -402   -639   
	f218:  letter-probability matrix: alength= 20 w= 8 nsites= 65 E= 1.2e-226   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.661538  0.000000  0.138462  0.000000  0.000000  0.015385  0.000000  0.030769  0.046154  0.000000  0.000000  0.000000  0.000000  0.107692   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.061538  0.000000  0.938462  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.046154  0.000000  0.000000  0.000000  0.000000  0.000000  0.953846  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.846154  0.000000  0.000000  0.000000  0.000000  0.107692  0.000000  0.000000  0.000000  0.000000  0.000000  0.046154  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.015385  0.784615  0.000000  0.138462  0.046154  0.000000  0.000000  0.015385  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.092308  0.000000  0.876923  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.030769  0.000000  0.000000   0.000000  0.000000  0.015385  0.000000  0.000000  0.000000  0.000000  0.015385  0.969231  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.907692  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.046154  0.030769  0.015385  0.000000  0.000000   
	f221:  BL   MOTIF 15 width=50 seqs=7 PY01963                  (  496) QTKHFINSIYWEKYPLLNIYKLMKADPVPFIILFLLFIFYVYKRKGDSLE  1  PY00754                  (  537) QTKDFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE  1  PY04914                  (  537) QTKDFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE  1  PY01773                  (  535) QTKDFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE  1  PY01981                  (  604) QAKHFINSIYWEKYPLLNIYKLMKADPVPFIILFLLFIFYVYKRKGDSLE  1  PY07826                  (  546) QTNHFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE  1  PY07187                  (  604) QDKNFINFIYWEKYPLLNIYKLMKADPIPFIILFLLFIFYVYKRKDDSLE  1  //   
	f230:  log-odds matrix: alength= 20 w= 50 n= 49462 bayes= 12.6303 E= 1.5e-186    -147   -371   -400   -127   -475   -338     65   -438   -383   -293   -158   -373   -207    516    -91   -349   -287   -271   -224   -492     166   -248     23   -208   -400   -197   -139   -313   -337   -337   -180   -247   -192   -140   -129    -66    376   -115   -260   -445    -202   -401   -436   -354   -565   -340   -210   -444    293   -442   -334   -222   -293   -232     99   -422   -322   -336   -302   -532    -116   -391    241   -122   -444    -87    487   -522   -288   -435   -357     57   -180    -83   -113   -163   -173   -321   -311   -360    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432     -21   -230   -351   -349     -2   -207   -169   -391   -395   -338   -239   -289   -189   -233   -155    299     83   -227   -201   -299     -82   -258   -455   -395   -316   -308   -255    196   -459   -164   -116   -410   -280   -269   -233   -203    338     76   -274   -431    -332   -448   -538   -514   -136   -395   -109   -489   -594   -380   -352   -545   -360   -362   -317   -493   -443   -335    -76    384    -265   -377   -441   -398   -190   -330   -240   -456   -495   -253   -257   -495   -314   -282   -220   -447   -368   -257    697   -254     -75   -410   -154    253   -522    387   -157   -503   -331   -443   -344   -283   -220   -117   -163   -266   -257   -279   -341   -496    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -332   -448   -538   -514   -136   -395   -109   -489   -594   -380   -352   -545   -360   -362   -317   -493   -443   -335    -76    384     -93   -410   -392   -330   -474   -281   -225   -466   -427   -380   -346   -483    553   -233   -210   -315   -277   -266   -355   -541    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -332   -448   -538   -514   -136   -395   -109   -489   -594   -380   -352   -545   -360   -362   -317   -493   -443   -335    -76    384    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -306   -405   -555   -516   -442   -430   -353   -318   -585   -206    556   -602   -371   -402   -392   -503   -400   -221   -229   -433    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554     491   -192   -439   -365   -420   -129   -265   -391   -486   -344   -248   -473   -268   -292   -238   -168   -201    -97   -285   -499    -195   -419    373    -89   -475   -283   -153   -469   -482   -435   -354   -205   -321   -265   -248   -363   -346   -291   -303   -470     -93   -410   -392   -330   -474   -281   -225   -466   -427   -380   -346   -483    553   -233   -210   -315   -277   -266   -355   -541       0   -223   -421   -342   -330   -326   -217     47   -466   -174   -140   -491   -230   -294   -204   -380   -151    453   -305   -490     -93   -410   -392   -330   -474   -281   -225   -466   -427   -380   -346   -483    553   -233   -210   -315   -277   -266   -355   -541    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -332   -448   -538   -514   -136   -395   -109   -489   -594   -380   -352   -545   -360   -362   -317   -493   -443   -335    -76    384    -159   -304   -581   -472   -225   -414   -316    -73   -566    258    -25   -583   -338   -330   -313   -468   -261    344   -241   -419    -332   -448   -538   -514   -136   -395   -109   -489   -594   -380   -352   -545   -360   -362   -317   -493   -443   -335    -76    384    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -253   -379   -492   -438   -540   -339   -139   -508   -266   -434   -382   -472   -269   -196    551   -439   -378   -394   -252   -525    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554     -62   -376    -73   -298   -491    451   -196   -494   -403   -472   -337   -323   -251   -270   -167   -275   -312   -288   -268   -485    -195   -419    373    -89   -475   -283   -153   -469   -482   -435   -354   -205   -321   -265   -248   -363   -346   -291   -303   -470     -68   -292   -408   -415   -468   -238   -258   -494   -474   -441   -336   -366   -243   -305   -230    325     -7   -302   -323   -492    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -350   -599   -243    415   -651   -430   -339   -584   -635   -603   -513   -529   -484   -285   -408   -567   -496   -445   -470   -671   
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	f236:  BL   MOTIF 16 width=50 seqs=7 PY00754                  (  438) AINMFDTNETTEEVINPTDRKKQMKITINLSSQNKQDKKLTNSSTPKKQD  1  PY07826                  (  460) AINMFDTNETTEEVINPTDRKKQMKITINLSSQNKQDKKLTNSSTPKKQD  1  PY01773                  (  449) AINMFDTNETTEEVINPTDRKKQMKITINLSSQNKQDKKLTNSSTPKKQD  1  PY04914                  (  438) AINMFDTNETTEEVINPTDRKKQMKITINLSNQNKQDKKLTNSSTPKKQD  1  PY01963                  (  409) AINMFDTNETTEEVINPTDRKKQMQIIINLSSQNKQGKKLTNSSIQKKQD  1  PY01981                  (  465) AINMFGTNETTESVINPTDRKKQMQIIINLSTQNKQGKKFINSSTPKKQD  1  PY07187                  (  491) AINMFDTNETTKRVINSTDRKKPMQIIINLSTQNKQGKKFINSSTPKKQD  1  //   
	f245:  log-odds matrix: alength= 20 w= 50 n= 49462 bayes= 11.7658 E= 1.4e-178     491   -192   -439   -365   -420   -129   -265   -391   -486   -344   -248   -473   -268   -292   -238   -168   -201    -97   -285   -499    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432    -306   -405   -555   -516   -442   -430   -353   -318   -585   -206    556   -602   -371   -402   -392   -503   -400   -221   -229   -433    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -177   -407    367    -78   -466    -43   -135   -460   -457   -426   -343   -187   -305   -243   -232   -334   -322   -281   -296   -459    -128   -318   -426   -417   -462   -302   -253   -375   -462   -408   -255   -368   -275   -262   -229   -141    422   -183   -314   -520    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432    -350   -599   -243    415   -651   -430   -339   -584   -635   -603   -513   -529   -484   -285   -408   -567   -496   -445   -470   -671    -128   -318   -426   -417   -462   -302   -253   -375   -462   -408   -255   -368   -275   -262   -229   -141    422   -183   -314   -520    -128   -318   -426   -417   -462   -302   -253   -375   -462   -408   -255   -368   -275   -262   -229   -141    422   -183   -314   -520    -224   -591   -176    406   -628   -359   -260   -543   -195   -516   -422   -452   -340   -155   -248   -446   -382   -362   -450   -614     -85   -468   -116    370   -497   -229   -111   -441   -230   -374   -276   -301   -199    -37    180    -37   -221   -237   -337   -461     -29   -255   -443   -371   -360   -327   -239    -79   -492   -212   -178   -514   -251   -318   -230   -394   -184    470   -319   -502    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432      -2   -335   -314   -245   -403   -212   -151   -383   -343   -301   -262   -400    532   -150   -132    -38   -190   -181   -307   -479    -128   -318   -426   -417   -462   -302   -253   -375   -462   -408   -255   -368   -275   -262   -229   -141    422   -183   -314   -520    -195   -419    373    -89   -475   -283   -153   -469   -482   -435   -354   -205   -321   -265   -248   -363   -346   -291   -303   -470    -253   -379   -492   -438   -540   -339   -139   -508   -266   -434   -382   -472   -269   -196    551   -439   -378   -394   -252   -525    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -116   -346   -370    -95   -456   -320     95   -410   -353   -265   -128   -342     49    507    -62   -318   -258   -243   -201   -474    -306   -405   -555   -516   -442   -430   -353   -318   -585   -206    556   -602   -371   -402   -392   -503   -400   -221   -229   -433    -119   -405   -316   -148   -488   -238    -32   -404    207   -309   -221   -299   -218    374    156   -282   -204   -216   -245   -402    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433     -82   -258   -455   -395   -316   -308   -255    196   -459   -164   -116   -410   -280   -269   -233   -203    338     76   -274   -431    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414     -68   -292   -408   -415   -468   -238   -258   -494   -474   -441   -336   -366   -243   -305   -230    325     -7   -302   -323   -492     -22   -215   -307   -315   -379   -208   -165   -387   -359   -347   -225   -121   -169   -204   -125    283    193   -235   -246   -405    -147   -371   -400   -127   -475   -338     65   -438   -383   -293   -158   -373   -207    516    -91   -349   -287   -271   -224   -492    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -147   -371   -400   -127   -475   -338     65   -438   -383   -293   -158   -373   -207    516    -91   -349   -287   -271   -224   -492    -143   -419    292   -175   -530    332   -117   -578   -380   -505   -434   -193   -244   -187   -210   -244   -253   -361   -372   -485    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -216   -353   -579   -457    165   -431   -245   -137   -550    298     21   -580   -314   -280   -269   -483   -311    -57   -165   -307     -78   -253   -406   -369   -341   -297   -218    112   -417   -213   -132   -338   -250   -221   -189   -113    373     24   -262   -442    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432     -68   -292   -408   -415   -468   -238   -258   -494   -474   -441   -336   -366   -243   -305   -230    325     -7   -302   -323   -492     -68   -292   -408   -415   -468   -238   -258   -494   -474   -441   -336   -366   -243   -305   -230    325     -7   -302   -323   -492     -77   -248   -375   -352   -369   -291   -194     -9   -390   -273   -147   -296   -229   -190   -162    -64    395    -39   -254   -453      -8   -344   -312   -239   -402   -219   -149   -382   -338   -300   -262   -401    532    130   -127   -231   -193   -183   -306   -477    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -147   -371   -400   -127   -475   -338     65   -438   -383   -293   -158   -373   -207    516    -91   -349   -287   -271   -224   -492    -195   -419    373    -89   -475   -283   -153   -469   -482   -435   -354   -205   -321   -265   -248   -363   -346   -291   -303   -470   
	f248:  letter-probability matrix: alength= 20 w= 50 nsites= 7 E= 1.4e-178   1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.857143  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.857143  0.000000  0.000000  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.714286  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.142857  0.142857  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.857143  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000   0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.142857  0.857143  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.571429  0.000000  0.000000  0.000000  0.000000  0.428571  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.428571  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.571429  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.571429  0.285714  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.571429  0.000000  0.000000  0.428571  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.285714  0.000000  0.000000  0.000000  0.000000  0.714286  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.285714  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.714286  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.857143  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.857143  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   
	f251:  BL   MOTIF 17 width=29 seqs=32 PY02782                  (  181) DENTSKCTKCLEKAKEFVKIYEELNDPNN  1  PY07035                  (  208) DENASNCTKCSEKANEFVKAYEKLNDPNN  1  PY03983                  (  182) DANDTDNKKYLENAEEFVKKYERLNDPNH  1  PY02970                  (  182) DENTPNCATCSEKADNFVKIYKELNDPDN  1  PY00580                  (  160) VATNKDDNTLLDNANRFVQKYTELTNYNI  1  PY02687                  (  172) DENASNCTKCSEKANEFVKIHKELNDSNN  1  PY02973                  (  160) DATNKDDNTLSDNATRFVQKYIELTNYNI  1  PY05244                  (  182) NANDASDKRYLKNAKEFVKKYDELNNPNN  1  PY00493                  (  199) DEKKNDCTKCLGKSEEFVKIYKELNDPDN  1  PY07090                  (  183) SANNPQNKKYLENAREFVEKYEKLNVSAI  1  PY00578                  (  132) VAQSQTGEILSNNVKEFVKKYTELKNTYN  1  PY07477                  (  221) AEKHTKDSTLPNEAKDFVIKYKDLNEGYN  1  PY05410                  (  163) VEKNANDTTLSNDAKDFAKKYTGLNEGYN  1  PY05708                  (  163) KATNTDNKKLLNDATSFVIKYKKLKDGSN  1  PY04327                  (  168) AEKHTKESTVPNDAKNFVIKYTDLNESYN  1  PY03636                  (  167) NFETNKHEQLPDNATSFVNKYTELKDDSN  1  PY00924                  (  292) KSMNTDGNKLLNDATMFVKTYAELKDGSN  1  PY02971                  (  152) VTTRKDNNTLSNSATSFVNKYTELNNDSK  1  PY06851                  (  177) NANESKCEECLKNAKKFVEKYNELNASDI  1  PY07342                  (  163) GVQNKKGETLSNDATSFVQKYTNLNNKYK  1  PY07160                  (  164) DDSESDYNSYLEKTQEFVKKYEQLKDLDI  1  PY03438                  (  163) ADKKDDGKTYLEKANEFVIEYQKLLNDND  1  PY05146                  (  198) NQESPDCGKYLKNAQNFAEKYKKLNNVSD  1  PY02541                  (  164) DNIESDYNSYLEKTQEFVKKYEQLKDLDI  1  PY03177                  (  161) YSTNKDNKTLLNSANDFVKVYASLNNDRN  1  PY00177                  (  150) AAQNQTGNILSNNVNDFASQYTELNNKYK  1  PY02131                  (  164) DDSDSNYYSYLEKTQEFVNKYEQLKEDFD  1  PY01595                  (  173) DGSKTISEKSLENANKFVEKYNELNVSDI  1  PY06567                  (  474) DEESRNCSKNSGRAKEFVEKYEYLKKNYS  1  PY07080                  (  160) NVETNSRDKLPNNANAFIEKYRELSNNCN  1  PY06547                  (  161) SVATSKHDTLLDNAINFFNEYTEINDYYN  1  PY05820                  (  162) ADKKDGGETCLKYADQFVDAYQKFINDTD  1  //   
	f260:  log-odds matrix: alength= 20 w= 29 n= 53326 bayes= 9.853 E= 1.1e-171     233   -488    234   -207   -511    -15   -133   -507    -79   -431   -329     58   -260   -144   -142    -46   -251    179   -373   -114     307   -427     75    219   -111    -21    -80   -417   -235   -339   -233   -141   -191     76    -54    -44    -31    134   -290   -406      56   -424   -244    116   -427   -230    -77   -151     58   -336     55    108   -189    191    -50      1    154   -214   -286   -402     122   -431     40     83   -436   -231    233   -424      9   -345   -239    126   -195    -67     93      1    155   -223   -295   -410     122   -427    -10   -134   -430   -230    -79   -418     36   -339   -233    -19    202    145     94    124    178   -217   -289   -405    -171   -503    236   -219   -530    -14   -142   -152     82   -454   -353     84   -273     56   -156    -46     39   -332   -392   -491    -257    314    122    -60   -619    223    241   -654   -424   -575   -488     66   -335   -244     65   -127   -325   -454   -486     42      50   -443     -7    167   -449    -19    -92   -439     59   -360   -255     94   -207    -80    -73      2    156   -238   -309   -116    -203   -513   -400    -59   -562   -348   -163    -56    161   -429   -329   -410   -314     62    114     -3    285   -316   -372   -514    -147    291   -559   -448   -300   -355   -242   -249   -532    221   -158   -174   -331   -320   -283   -145   -256     48   -226    179    -195   -473   -701   -682   -606   -379   -518   -587   -793    265   -441   -697    263   -544   -519    174   -429   -400   -533   -712    -281   -620     94    261   -692     73   -225   -708      5   -629   -551    171   -357   -243   -320   -362   -367   -491   -558   -617    -235   -547    120    -57   -597   -259   -175   -613    119   -533   -440    193   -321   -214     71    -47   -312   -413   -456   -113     475   -235   -500   -414   -468   -181   -324   -438   -534   -388   -286   -535   -354   -347   -290   -112     60     78   -339   -556     -87   -439    -10     39   -445   -242    -90   -151     97   -351   -245    110   -204    227     96   -250    179   -230   -301   -418      53   -439     77    270   -442   -240    -90   -427    -68   -349     55     17   -199     74    164     35   -193   -226   -301   -416    -680   -758   -818   -853    404   -637   -543   -860   -940   -726   -731   -904   -616   -718   -648   -844   -781   -711   -507   -584     107   -237   -409   -331   -202   -323   -200    -55   -457   -231   -184   -488   -220   -285   -189   -376   -154    458   -306   -519    -139   -509    -76    179   -517   -283   -148     37    165   -416   -312     21   -252    192   -119   -129   -255   -289   -373   -485     113   -471   -339     31   -492   -315   -148     40    236   -376   -281   -388   -277     63    -40   -332    -46      0   -340   -475    -564   -629   -759   -730   -272   -618    150   -661   -793   -539   -516   -710   -571   -525   -498   -691   -633   -512   -199    386     122   -429    -84    204   -432   -233    -81   -151     58   -340   -234    -68   -192    145     94   -240    233   -218   -291   -407     -91   -447     -7    299   -452    -22    -97   -438     59   -359   -253   -142   -207    191     90   -116   -202   -236   -311   -117    -329   -470   -669   -539    -97   -539   -380   -117   -635    335    -98   -683   -407   -375   -356   -580   -420   -179   -324   -523    -224   -482   -334   -305   -530   -315   -140   -157     93   -155   -339    252   -323   -177    -81   -144     25   -304   -362   -514      21   -659    240    140   -698   -325   -251   -652   -176   -576   -484    179   -339   -193   -298   -392   -371     84   -557   -633     -75   -426    129   -137   -429    151    -81   -414    -67    -58   -233    -67    298    -65    -56     63    -31      0   -290     28      41      9    136   -188   -105   -243   -117   -457   -295   -388   -287    117   -240   -121     81     67    -39   -263   -334    173    -297   -581     94   -318   -660   -259    149    126    -34   -639   -567    225   -361   -280   -295   -129   -350   -519   -528   -589   
	f263:  letter-probability matrix: alength= 20 w= 29 nsites= 32 E= 1.1e-171   0.156250  0.000000  0.375000  0.000000  0.000000  0.031250  0.000000  0.000000  0.062500  0.000000  0.000000  0.156250  0.000000  0.000000  0.000000  0.062500  0.000000  0.125000  0.000000  0.031250   0.281250  0.000000  0.125000  0.281250  0.031250  0.031250  0.000000  0.000000  0.000000  0.000000  0.000000  0.031250  0.000000  0.031250  0.000000  0.062500  0.031250  0.093750  0.000000  0.000000   0.031250  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.031250  0.187500  0.000000  0.031250  0.250000  0.000000  0.093750  0.000000  0.093750  0.156250  0.000000  0.000000  0.000000   0.062500  0.000000  0.093750  0.093750  0.000000  0.000000  0.062500  0.000000  0.125000  0.000000  0.000000  0.281250  0.000000  0.000000  0.031250  0.093750  0.156250  0.000000  0.000000  0.000000   0.062500  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.000000  0.156250  0.000000  0.000000  0.093750  0.093750  0.062500  0.031250  0.250000  0.187500  0.000000  0.000000  0.000000   0.000000  0.000000  0.375000  0.000000  0.000000  0.031250  0.000000  0.031250  0.218750  0.000000  0.000000  0.187500  0.000000  0.031250  0.000000  0.062500  0.062500  0.000000  0.000000  0.000000   0.000000  0.250000  0.156250  0.031250  0.000000  0.187500  0.062500  0.000000  0.000000  0.000000  0.000000  0.156250  0.000000  0.000000  0.031250  0.031250  0.000000  0.000000  0.000000  0.093750   0.031250  0.000000  0.062500  0.187500  0.000000  0.031250  0.000000  0.000000  0.187500  0.000000  0.000000  0.218750  0.000000  0.000000  0.000000  0.093750  0.156250  0.000000  0.000000  0.031250   0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.000000  0.062500  0.375000  0.000000  0.000000  0.000000  0.000000  0.031250  0.031250  0.093750  0.375000  0.000000  0.000000  0.000000   0.000000  0.218750  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.437500  0.000000  0.031250  0.000000  0.000000  0.000000  0.031250  0.000000  0.031250  0.000000  0.250000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.562500  0.000000  0.000000  0.125000  0.000000  0.000000  0.312500  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.125000  0.343750  0.000000  0.062500  0.000000  0.000000  0.125000  0.000000  0.000000  0.343750  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.156250  0.031250  0.000000  0.000000  0.000000  0.000000  0.281250  0.000000  0.000000  0.406250  0.000000  0.000000  0.031250  0.062500  0.000000  0.000000  0.000000  0.031250   0.812500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.031250  0.093750  0.062500  0.000000  0.000000   0.000000  0.000000  0.062500  0.062500  0.000000  0.000000  0.000000  0.031250  0.250000  0.000000  0.000000  0.250000  0.000000  0.125000  0.031250  0.000000  0.187500  0.000000  0.000000  0.000000   0.031250  0.000000  0.125000  0.406250  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.031250  0.125000  0.000000  0.031250  0.062500  0.125000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.093750  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.031250  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.843750  0.000000  0.000000   0.000000  0.000000  0.031250  0.187500  0.000000  0.000000  0.000000  0.125000  0.406250  0.000000  0.000000  0.125000  0.000000  0.093750  0.000000  0.031250  0.000000  0.000000  0.000000  0.000000   0.062500  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.125000  0.656250  0.000000  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.031250  0.031250  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.968750   0.062500  0.000000  0.031250  0.250000  0.000000  0.000000  0.000000  0.031250  0.187500  0.000000  0.000000  0.062500  0.000000  0.062500  0.031250  0.000000  0.281250  0.000000  0.000000  0.000000   0.000000  0.000000  0.062500  0.500000  0.000000  0.031250  0.000000  0.000000  0.187500  0.000000  0.000000  0.031250  0.000000  0.093750  0.031250  0.031250  0.000000  0.000000  0.000000  0.031250   0.000000  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.031250  0.000000  0.937500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.031250  0.250000  0.031250  0.000000  0.593750  0.000000  0.000000  0.000000  0.031250  0.062500  0.000000  0.000000  0.000000   0.031250  0.000000  0.375000  0.125000  0.000000  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.375000  0.000000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000   0.000000  0.000000  0.187500  0.000000  0.000000  0.125000  0.000000  0.000000  0.062500  0.062500  0.000000  0.062500  0.187500  0.000000  0.000000  0.156250  0.031250  0.031250  0.000000  0.093750   0.031250  0.031250  0.187500  0.000000  0.031250  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.250000  0.000000  0.000000  0.031250  0.156250  0.031250  0.000000  0.000000  0.250000   0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.031250  0.218750  0.093750  0.000000  0.000000  0.500000  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.000000  0.000000   
	f266:  BL   MOTIF 18 width=15 seqs=25 PY01331                  (  118) DKINKDVIENKIKSM  1  PY03986                  (  124) NNINKDVIENKIKSM  1  PY04066                  (  129) NKINKAVIEKKIKSM  1  PY04787                  (  120) NKINKAVIDKKIKSM  1  PY07413                  (  130) GKINMGVIDKKIKSM  1  PY04084                  (  127) DKIKKDVIENKIKSM  1  PY06227                  (  144) SNINMTVIEKKIRSM  1  PY06877                  (  114) ENINKDVIEKKMKSM  1  PY02036                  (  116) DNINKSVIENKIKSM  1  PY06886                  (  131) SKINKNVICKKIKSM  1  PY05923                  (  157) KKIHMDVIDTKIESM  1  PY04786                  (  119) ENINKSVIEKKIKSM  1  PY02572                  (  116) DHINMEVISAKIKSM  1  PY05767                  (  126) DKINNDVIKNKIKSM  1  PY03987                  (  131) NKISKDVIKKKIESM  1  PY07264                  (  115) NKIKIDVIDAKIKSM  1  PY07516                  (  128) NKIYMGVIDEKIESM  1  PY03948                  (  121) SKIKKDDICKKIKSM  1  PY03331                  (  120) IKINMGFIDTKIESM  1  PY07838                  (  138) NDINMDDIGNKIKLM  1  PY02565                  (  141) NKISKDVIETKIRSI  1  PY06499                  (  136) NNINMDDIGNKIKSI  1  PY03091                  (  135) DKITKDVIKKQISSM  1  PY06754                  (  109) NKIKKNDIENKINSM  1  PY04516                  (  147) SKIKKDVIYKKIKST  1  //   
	f275:  log-odds matrix: alength= 20 w= 15 n= 55902 bayes= 11.6163 E= 1.2e-097    -220   -529    178     59   -586     20   -152   -120   -141   -537   -448    190   -300   -205   -224     74   -292   -415   -452   -528    -275   -555    -41   -295   -641   -240    181   -676    244   -589   -516    123   -339   -233   -181   -319   -327   -480   -486   -561    -525   -646   -788   -806   -684   -604   -603    355   -900   -524   -517   -881   -585   -698   -629   -800   -630   -288   -600   -793    -237   -415   -241   -333   -475   -258    126   -437    -24   -447   -345    284   -277   -198   -198    -81    -86   -314   -288   -167    -273   -533   -523   -342   -586   -396   -182   -113    229   -411    386   -133   -378   -142     13   -443   -353   -311   -381   -539     119   -511    312    -35   -580    137   -165   -606   -440   -550   -470    -31   -326   -249   -268    -38    -43   -416   -432   -534     -93   -324     71   -428    -98   -402   -287   -151   -555   -285   -248   -564   -318   -378   -292   -460   -249    456   -351   -479    -525   -646   -788   -806   -684   -604   -603    355   -900   -524   -517   -881   -585   -698   -629   -800   -630   -288   -600   -793    -130    139    170    271   -496     99   -114   -491      1   -412   -310   -263   -236   -113   -120    -93   -231   -288   -357    -84     142   -510   -254    -23   -565   -257   -146   -549    180   -465   -371    155   -294   -152    -82   -311    123   -351   -399   -510    -239   -429   -519   -417   -602   -392   -262   -474    298   -480   -370   -475   -330    -93     71   -481   -365   -374   -333   -576    -331   -471   -723   -655   -416   -593   -535    341   -747   -214    102   -750   -529   -541   -524   -656   -427    -38   -444   -606    -260   -542   -442    141   -635   -371   -172   -545    248   -453   -364   -134   -357   -135    217   -122   -343   -361   -386   -547    -229   -479   -646   -649   -643   -400   -472   -663   -719   -116   -526   -619   -436   -522   -460    334   -273   -451   -510   -675    -320   -417   -572   -531   -455   -451   -370   -194   -601   -216    554   -618   -388   -417   -410   -519   -237   -219   -244   -449   
	f278:  letter-probability matrix: alength= 20 w= 15 nsites= 25 E= 1.2e-097   0.000000  0.000000  0.240000  0.080000  0.000000  0.040000  0.000000  0.040000  0.040000  0.000000  0.000000  0.400000  0.000000  0.000000  0.000000  0.160000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.040000  0.000000  0.680000  0.000000  0.000000  0.240000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.040000  0.000000  0.200000  0.000000  0.000000  0.600000  0.000000  0.000000  0.000000  0.080000  0.040000  0.000000  0.000000  0.040000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.040000  0.600000  0.000000  0.320000  0.040000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.080000  0.000000  0.560000  0.040000  0.000000  0.120000  0.000000  0.000000  0.000000  0.000000  0.000000  0.080000  0.000000  0.000000  0.000000  0.080000  0.040000  0.000000  0.000000  0.000000   0.000000  0.000000  0.160000  0.000000  0.040000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.800000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.080000  0.240000  0.400000  0.000000  0.080000  0.000000  0.000000  0.120000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.040000   0.080000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.000000  0.440000  0.000000  0.000000  0.320000  0.000000  0.000000  0.000000  0.000000  0.120000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.960000  0.000000  0.000000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.960000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.160000  0.000000  0.000000  0.000000  0.000000  0.680000  0.000000  0.000000  0.040000  0.000000  0.000000  0.080000  0.040000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.000000  0.000000  0.960000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.080000  0.000000  0.000000  0.880000  0.000000  0.000000  0.000000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000   
	f281:  BL   MOTIF 19 width=11 seqs=31 PY01774                  (   64) TSELFKSVANS  1  PY05769                  (   64) TSELFKSVANS  1  PY07027                  (   64) TSELFKSVANS  1  PY02652                  (   64) TSELFKSVANS  1  PY00500                  (   64) SSDLFKSVAKS  1  PY04083                  (   64) TSQLFKSVANS  1  PY07327                  (   63) TSQLFKSVANS  1  PY01080                  (   55) SSELFKSVANS  1  PY00988                  (   62) SSDLFQSVAKS  1  PY07546                  (   63) DADLFKSVAKS  1  PY07021                  (   74) DASVFRSVAKS  1  PY05719                  (   90) SSDLFNSVAKG  1  PY03729                  (   63) TSEFFKSVANS  1  PY07331                  (   55) SSELFKTVANS  1  PY05822                  (   63) NSSVFQSVAKN  1  PY04466                  (   63) TSELFTSVANN  1  PY02943                  (   63) SSDSFNSVAKG  1  PY04755                  (   55) SSDSFNSVAKG  1  PY06334                  (   64) DNSVFNSVAKS  1  PY06567                  (  374) DSSVFRSYAKS  1  PY06514                  (   54) NSSVFKSDAKS  1  PY05586                  (   91) NSSVFKSYAKS  1  PY04795                  (   63) NSSVFESVSKS  1  PY05146                  (   98) NSSVFMSDAKG  1  PY02140                  (   57) DSDNFKSNAKS  1  PY04155                  (   57) DSDNFKSNAKS  1  PY03042                  (   62) DSSLFEKVAKN  1  PY05828                  (   62) DYEKFNSVAKR  1  PY04430                  (   62) GFTQFNSVAKR  1  PY07017                  (   45) VSGLFKSCETS  1  PY02940                  (   68) VSGLFNSRETS  1  //   
	f290:  log-odds matrix: alength= 20 w= 11 n= 56638 bayes= 10.7977 E= 1.9e-067    -278   -555    190   -322   -655     -7   -202   -701   -472   -637   -555     71   -358   -286   -313    124    237     89   -525   -590      69   -277   -396   -401   -171   -278   -237   -460   -435   -412   -295   -195   -235   -284   -195    305     62   -313   -296   -182    -236   -665    189    244   -698     71   -254   -643   -423   -567   -474   -369   -333    142   -296    153    -54   -418   -557   -635    -128   -310   -499   -381    -86   -335   -221   -212   -193    249   -103    -88   -291     29   -221    -66   -227    280   -229   -389    -673   -751   -813   -847    404   -632   -536   -849   -934   -715   -720   -898   -611   -711   -642   -837   -774   -701   -498   -574    -234   -543   -440     25   -601   -371   -173   -537    208   -446     63    104   -341    147    191   -398    -50   -346   -386   -534     -87   -287   -404   -410   -459   -278   -253   -476   -237   -429   -310   -335   -245   -293   -204    316     80   -321   -325   -485       9    -77   -144   -325   -358   -315   -193    -84   -450   -229   -181   -205   -217   -278    -36   -368   -151    451   -300   -155     489   -276   -520     -3   -517   -213   -361   -491   -577   -440   -337   -555   -362   -377   -332   -114   -283   -185   -386   -602    -303   -579   -339   -355   -682   -326   -213   -646    233   -552   -470    161   -391   -221    -94   -398     41   -453   -471   -596    -228   -505   -272   -354   -663    172   -229   -713   -487   -641   -559      3   -363   -310    160    286   -311   -478   -529   -610   
	f293:  letter-probability matrix: alength= 20 w= 11 nsites= 31 E= 1.9e-067   0.000000  0.000000  0.258065  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.000000  0.000000  0.161290  0.000000  0.000000  0.000000  0.225806  0.258065  0.064516  0.000000  0.000000   0.064516  0.000000  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.838710  0.000000  0.000000  0.000000  0.032258   0.000000  0.000000  0.258065  0.290323  0.000000  0.064516  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.064516  0.000000  0.290323  0.032258  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.032258  0.516129  0.000000  0.064516  0.000000  0.032258  0.000000  0.064516  0.000000  0.258065  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.064516  0.000000  0.000000  0.000000  0.000000  0.516129  0.000000  0.032258  0.225806  0.000000  0.064516  0.064516  0.000000  0.032258  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.935484  0.032258  0.000000  0.000000  0.000000   0.000000  0.032258  0.064516  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.064516  0.000000  0.000000  0.032258  0.000000  0.000000  0.741935  0.000000  0.064516   0.903226  0.000000  0.000000  0.064516  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.612903  0.000000  0.000000  0.322581  0.000000  0.000000  0.000000  0.000000  0.064516  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.129032  0.000000  0.000000  0.000000  0.000000  0.000000  0.096774  0.000000  0.000000  0.064516  0.709677  0.000000  0.000000  0.000000  0.000000   
	f296:  BL   MOTIF 20 width=21 seqs=16 PY07111                  (  244) VTKTIESSSETGQSNIVTTTF  1  PY05912                  (  242) ETKIGESSSETGQSDHETTIP  1  PY01110                  (  244) VTKATGSSSEPDRSNIATTPQ  1  PY06742                  (  242) ETKTTGSSSETGNQDIETITL  1  PY02312                  (  263) RTKTDESSSETDQTINVMTPL  1  PY01111                  (  240) VTKATDISSETDNSDIATATP  1  PY05688                  (  256) ETKTTESSNEAGKSDIATITL  1  PY05871                  (  264) ATQTVGSSSGPDKSNIETATP  1  PY03332                  (  272) GNKTVESSSETSQSIHVSTTP  1  PY06732                  (  247) GTKTPESSIKTDQSNLVTTTT  1  PY00055                  (  240) ETKIDNSSSETYQSINVTETM  1  PY00997                  (  226) ATKGTEISSEEDKSDIETIQS  1  PY00175                  (  242) EIKTTETSSGSDKLDTETTLS  1  PY06020                  (  241) EIKTTETSSESDKLDTEMTNL  1  PY07411                  (  211) ETKIDDSSIGIYQSNLVTTPL  1  PY07022                  (  248) LGETSESSFETDVSRSETEVS  1  //   
	f305:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 10.8931 E= 4.5e-065     198   -327   -202    270   -336    140    -67   -273   -223    -48   -143   -292   -164    -42    157   -218   -147    223   -224   -356    -124   -298   -394   -387   -444      5   -228    -10   -427   -387   -213   -112   -269   -226   -200    -97    392   -150   -303   -513    -220   -426   -464   -130   -589   -368   -216   -464    292   -451   -345   -444   -313    -14     84   -445   -338   -347   -321   -548     207   -295   -502   -463   -478     60   -309     89   -534   -398   -278   -442   -283   -313   -288   -190    365   -174   -359   -554     -84   -288     84   -262   -370     19   -156    -77   -343   -286   -163   -312    108   -154   -135    -25    334    149   -252   -424    -173   -575     96    339   -628    211   -165   -592   -360   -515   -428    -54   -262   -121   -235   -304   -292   -366   -490   -555     -42   -238   -368   -369   -406   -238   -210    -90   -401   -372   -256   -291   -198   -250   -160    296    150   -258   -275   -435    -290   -524   -644   -668   -700   -423   -477   -759   -751   -676   -611   -658   -447   -549   -482    341   -345   -525   -517   -725     -52   -246   -355   -357   -110   -242   -194    -66   -399   -341   -238   -145   -204   -243   -162    294     83   -223   -251   -384    -153   -652   -139    367   -668    204   -222   -558    -89   -482   -388   -385   -260    -88   -203   -368   -318   -327   -507   -603      71   -296   -387    -46   -434   -324   -212    -98   -401   -373   -204   -321    188   -204   -181     35    368   -145   -294   -498    -194   -474    295   -233   -552    257   -121   -637   -397   -561   -492   -187   -279   -209   -239    -42   -268   -427   -429     74    -193   -484   -419   -249   -563   -320   -108   -479    141   -384   -294     14   -294    396    209   -357   -277     78   -322   -479     -43   -237   -358   -354   -401   -238   -200   -413   -387    -98   -250   -284   -194     -5   -149    296    128   -264   -269   -428    -197   -483    259   -204   -553   -177   -112     91   -346   -511   -434    153   -269   -179    152   -253   -260   -384   -419   -492     -38   -232   -372   -270   -235   -238    309    208   -358     54    -53     -2   -209   -166   -135    -61    122     21   -155   -309     259   -415   -213    294   -556   -287   -285   -358   -406   -404   -333   -474   -279   -151   -272   -338   -291    334   -461   -596    -124   -296   -412   -397   -446   -336   -234   -342   -430   -391    190   -327   -269   -227   -201    -15    399   -151   -303   -518     186   -300   -364     85   -401   -280   -224     77   -413   -305   -197   -375   -263   -211   -201   -167    351   -100   -295   -471     -73   -261   -377   -294   -305   -277   -160    -53   -368    -54   -111   -103    264     95   -148   -149    335     97   -209   -376     -34   -236   -363   -247     -9   -236   -120   -151   -340    161    157   -373    330    115   -122     71     42     12   -157   -310   
	f308:  letter-probability matrix: alength= 20 w= 21 nsites= 16 E= 4.5e-065   0.125000  0.000000  0.000000  0.437500  0.000000  0.125000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.187500  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.125000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.750000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.875000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.125000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.187500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.625000  0.000000  0.000000  0.000000   0.000000  0.000000  0.187500  0.000000  0.000000  0.062500  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.062500  0.437500  0.125000  0.000000  0.000000   0.000000  0.000000  0.125000  0.625000  0.000000  0.187500  0.000000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.750000  0.125000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.750000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.750000  0.000000  0.187500  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.062500  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.125000  0.000000  0.000000  0.125000  0.562500  0.000000  0.000000  0.000000   0.000000  0.000000  0.562500  0.000000  0.000000  0.250000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.125000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.312500  0.000000  0.000000  0.125000  0.000000  0.437500  0.062500  0.000000  0.000000  0.062500  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.062500  0.000000  0.750000  0.062500  0.000000  0.000000  0.000000   0.000000  0.000000  0.437500  0.000000  0.000000  0.000000  0.000000  0.187500  0.000000  0.000000  0.000000  0.312500  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.125000  0.437500  0.000000  0.125000  0.000000  0.125000  0.000000  0.000000  0.000000  0.062500  0.125000  0.000000  0.000000  0.000000   0.187500  0.000000  0.000000  0.437500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.375000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.000000  0.062500  0.812500  0.000000  0.000000  0.000000   0.125000  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.187500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.562500  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.062500  0.000000  0.062500  0.187500  0.062500  0.000000  0.000000  0.500000  0.062500  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.312500  0.062500  0.000000  0.250000  0.062500  0.000000  0.187500  0.062500  0.000000  0.000000  0.000000   
	f311:  PY02940 5.20e-147 12 292  9 9 3.48e-13  12 34 2.33e-08  4 46 4.45e-17  19 67 1.67e-07  3 78 2.07e-20  10 102 1.45e-12  2 135 3.83e-15  7 163 6.69e-16  6 192 4.00e-20  5 232 4.82e-21  1 253 1.57e-26  8 276 1.96e-17 PY04215 1.64e-134 12 295  9 5 5.33e-11  12 30 5.65e-08  4 42 8.65e-17  19 63 7.34e-05  3 74 6.13e-17  10 96 1.55e-10  2 138 7.13e-19  7 166 1.94e-19  6 195 2.05e-17  5 235 2.84e-15  1 256 9.62e-28  8 279 4.64e-16 PY01080 7.84e-164 13 295  12 21 3.15e-08  4 33 4.07e-20  19 54 8.64e-12  3 65 2.73e-22  10 87 2.50e-11  11 108 3.27e-17  2 129 1.07e-20  7 157 8.21e-19  6 186 2.94e-18  13 216 4.88e-08  5 235 4.82e-21  1 256 5.98e-25  8 279 5.25e-18 PY00578 8.93e-89 11 265  9 5 4.26e-11  12 30 8.58e-08  3 43 1.20e-05  10 65 5.33e-13  11 87 1.88e-12  2 108 1.52e-17  17 131 5.40e-19  6 163 4.49e-17  13 185 1.36e-07  5 203 3.65e-19  1 224 1.93e-09 PY04066 5.31e-116 11 293  12 36 3.66e-08  4 48 6.25e-12  3 77 4.71e-17  10 99 4.68e-13  18 128 1.28e-15  2 143 3.20e-19  7 171 5.72e-18  6 200 3.94e-17  5 232 1.00e-16  1 253 4.77e-22  14 276 1.10e-07 PY05822 7.70e-153 14 292  9 5 5.49e-15  12 29 6.50e-08  4 41 2.26e-18  19 62 2.31e-10  3 73 1.40e-21  10 95 3.63e-10  11 116 1.05e-14  2 137 1.75e-18  7 165 4.58e-18  6 194 5.46e-15  13 216 8.56e-09  5 232 1.25e-16  1 253 6.74e-25  8 276 2.19e-14 PY04084 4.44e-132 12 283  9 16 2.54e-09  12 39 1.99e-08  4 51 2.76e-12  3 76 9.58e-19  10 98 1.75e-15  18 126 5.24e-15  2 141 4.19e-19  7 169 1.40e-24  6 198 1.59e-12  5 230 7.29e-16  1 251 1.36e-24  14 275 1.70e-10 PY05820 5.21e-109 13 330  9 6 1.58e-12  12 30 9.20e-07  4 42 9.08e-19  3 74 1.93e-16  10 96 3.61e-13  2 138 2.40e-15  17 161 4.66e-13  6 193 7.87e-13  13 221 3.20e-06  20 247 3.10e-05  5 277 1.76e-15  1 298 5.29e-24  14 322 2.78e-08 PY07022 4.10e-141 15 323  9 6 1.49e-15  12 30 9.83e-08  4 41 1.85e-19  19 62 4.04e-05  3 73 1.12e-18  10 95 2.56e-14  11 117 1.77e-14  2 138 5.20e-17  7 165 2.91e-17  6 194 2.87e-14  13 222 6.69e-05  20 247 1.73e-12  5 270 1.83e-12  1 291 3.30e-25  14 315 1.70e-10 PY01595 3.74e-111 12 307  9 5 3.48e-13  12 30 2.79e-07  4 47 5.69e-19  3 73 7.89e-18  10 95 1.45e-12  11 127 4.33e-12  2 148 1.50e-15  17 172 3.57e-15  6 204 2.34e-17  5 254 9.59e-11  1 275 3.70e-19  14 299 3.27e-09 PY04430 7.88e-133 13 288  9 5 4.62e-13  12 28 1.47e-07  4 40 1.12e-17  19 61 8.27e-08  3 72 2.46e-16  10 94 2.13e-09  11 119 1.35e-15  2 140 3.49e-15  7 168 5.72e-18  6 197 8.48e-17  5 224 5.36e-10  1 245 1.93e-24  8 268 6.75e-14 PY07516 5.13e-111 11 269  9 16 2.30e-08  12 38 8.21e-07  4 50 2.29e-13  3 75 4.13e-17  10 97 2.44e-15  18 127 4.55e-13  2 142 3.07e-22  6 175 2.28e-08  5 206 2.62e-16  1 227 3.67e-26  8 250 1.96e-11 PY01873 2.07e-121 13 321  9 7 9.83e-10  12 32 4.24e-08  4 44 1.12e-17  3 76 4.71e-17  10 98 6.86e-10  11 124 5.31e-12  2 145 4.17e-17  7 173 8.26e-17  6 202 2.29e-15  13 225 7.52e-05  5 268 1.09e-19  1 289 1.67e-27  14 313 5.32e-09 PY07501 1.55e-79 11 271  9 11 9.90e-05  12 35 6.32e-06  4 47 9.47e-16  19 68 8.36e-06  3 79 5.35e-14  10 101 1.62e-13  11 123 6.50e-16  2 144 5.52e-15  7 172 1.74e-15  6 201 1.28e-11  5 234 2.14e-11 PY06567 6.85e-184 25 622  9 5 2.25e-13  12 30 9.83e-08  4 48 8.18e-21  3 74 5.27e-13  10 96 5.34e-12  11 128 1.88e-10  2 149 6.78e-20  7 177 3.32e-22  6 206 1.06e-22  13 233 1.43e-12  5 258 8.83e-14  1 279 1.30e-07  12 340 5.15e-07  4 352 2.18e-19  19 373 7.82e-10  3 384 2.73e-22  10 406 1.45e-12  11 428 3.57e-16  2 449 2.53e-16  7 477 3.66e-15  6 506 1.33e-19  13 533 4.09e-08  5 562 1.29e-18  1 583 1.50e-28  8 606 2.27e-16 PY00308 8.55e-73 10 338  12 43 9.81e-06  4 61 9.87e-05  3 87 3.65e-13  10 109 7.50e-10  2 149 3.52e-10  7 177 4.77e-14  6 206 7.51e-15  13 234 3.20e-06  1 280 2.81e-21  14 304 2.43e-07 PY06374 1.06e-121 13 279  9 5 6.11e-08  12 29 5.80e-07  4 41 5.82e-16  19 62 4.04e-05  3 73 1.55e-19  10 95 2.50e-11  11 117 1.01e-15  2 138 7.61e-16  7 166 2.51e-16  6 195 3.40e-18  5 227 1.87e-11  1 248 5.98e-25  14 271 1.70e-10 PY07849 1.58e-138 13 287  9 5 2.11e-09  12 29 3.58e-07  4 41 5.14e-16  19 62 4.27e-05  3 73 4.27e-19  10 95 1.70e-10  11 117 2.76e-17  2 138 5.52e-15  7 166 2.30e-15  6 195 1.94e-20  5 227 1.44e-13  1 248 6.74e-25  8 271 2.27e-16 PY03760 4.68e-141 13 279  9 5 2.96e-10  12 29 4.90e-08  4 41 1.21e-15  19 62 4.27e-05  3 73 6.96e-19  10 95 1.85e-12  11 117 2.24e-18  2 138 7.61e-16  7 166 3.32e-22  6 195 9.30e-16  5 227 2.09e-14  1 248 5.32e-25  14 271 5.98e-09 PY07653 1.91e-127 10 266  4 33 5.49e-15  19 54 8.36e-06  3 65 9.58e-19  10 87 7.80e-13  11 109 8.72e-16  2 130 7.78e-21  7 158 1.32e-20  6 187 3.25e-16  1 227 1.57e-26  8 250 7.63e-15 PY03042 5.76e-148 13 287  9 5 1.05e-11  12 29 8.58e-08  4 40 1.71e-17  19 61 1.53e-08  3 72 1.30e-19  10 94 7.27e-09  11 116 7.94e-12  2 139 3.68e-18  7 166 8.08e-22  6 195 3.95e-15  5 227 5.36e-14  1 248 8.28e-26  8 271 1.19e-16 PY06126 2.32e-143 12 290  9 5 6.92e-06  12 29 4.36e-06  4 41 3.05e-18  3 73 9.12e-20  10 95 1.75e-16  11 117 5.68e-18  2 138 1.36e-15  7 166 4.88e-20  6 195 1.05e-18  5 227 2.12e-12  1 248 7.57e-25  8 271 4.66e-14 PY02671 9.51e-121 12 279  12 29 3.01e-05  4 41 2.14e-16  19 62 3.05e-06  3 73 8.17e-19  10 95 8.41e-12  11 117 9.24e-15  2 138 3.80e-16  7 166 2.48e-19  6 195 6.00e-18  5 227 3.31e-10  1 248 2.91e-25  14 271 1.70e-10 PY06514 2.33e-156 13 299  12 20 6.32e-06  4 32 8.43e-18  19 53 1.51e-09  3 64 2.14e-22  10 87 6.36e-11  11 109 4.73e-15  2 130 1.61e-14  7 158 7.70e-21  6 187 2.94e-18  13 214 5.44e-10  5 239 5.61e-19  1 260 8.95e-27  8 283 1.96e-17 PY00284 9.32e-105 11 362  9 12 1.69e-11  12 37 5.65e-08  4 54 1.66e-16  3 85 4.01e-16  10 107 6.75e-17  11 139 2.04e-09  2 160 1.40e-21  7 188 2.06e-16  6 217 1.57e-19  13 244 1.55e-13  5 278 1.04e-13 PY06763 1.43e-104 11 307  9 5 2.58e-14  12 30 6.52e-07  4 42 8.39e-16  3 73 6.27e-21  10 97 1.82e-11  2 130 2.64e-15  7 158 8.26e-17  6 188 8.48e-17  13 210 2.91e-09  5 239 2.92e-17  1 260 3.76e-07 PY00494 1.75e-141 12 299  9 5 2.58e-14  12 30 6.52e-07  4 42 8.39e-16  3 73 6.27e-21  10 97 1.82e-11  2 130 2.64e-15  7 158 8.26e-17  6 188 8.48e-17  13 210 2.91e-09  5 239 2.92e-17  1 260 9.62e-28  8 283 7.80e-18 PY02564 7.33e-146 13 299  9 5 9.22e-13  12 30 2.33e-08  4 42 2.14e-16  19 63 4.77e-06  3 74 5.91e-18  10 96 2.31e-09  2 138 6.78e-20  7 166 4.53e-19  6 195 6.00e-18  13 217 2.38e-09  5 239 6.46e-19  1 260 8.95e-27  8 283 3.77e-17 PY02312 3.69e-127 14 338  9 27 9.30e-12  12 51 5.99e-10  4 63 1.06e-18  3 94 1.42e-13  10 116 2.88e-15  11 138 6.34e-09  2 159 2.06e-16  7 185 2.49e-11  6 214 2.25e-12  13 242 8.56e-09  20 262 6.30e-19  5 285 1.83e-13  1 306 1.57e-26  14 330 1.70e-10 PY06851 3.76e-133 13 312  9 5 2.18e-14  12 29 3.97e-06  4 46 6.64e-17  3 77 3.55e-15  10 99 8.96e-10  11 131 7.11e-13  2 152 1.84e-19  17 176 5.81e-18  6 208 9.27e-22  13 237 1.81e-08  5 259 1.29e-18  1 280 4.74e-24  14 304 5.32e-09 PY03948 7.99e-126 11 277  9 14 1.08e-09  4 49 2.11e-09  3 72 4.41e-18  10 94 5.55e-17  18 120 6.78e-13  2 135 1.69e-22  7 163 7.06e-23  6 192 2.05e-15  5 224 2.91e-16  1 245 1.84e-26  14 269 1.70e-10 PY07838 2.34e-123 11 292  9 31 1.19e-09  4 66 7.88e-08  3 91 3.16e-17  10 113 1.03e-14  18 137 2.89e-12  2 152 3.07e-22  7 180 4.37e-23  6 209 5.21e-16  5 239 1.29e-18  1 260 3.67e-26  14 284 3.27e-09 PY06829 8.56e-147 12 295  12 21 3.58e-07  4 33 5.74e-20  3 64 1.09e-19  10 86 2.14e-08  11 107 1.35e-15  2 128 2.55e-18  7 155 4.10e-18  6 184 1.17e-15  13 213 1.51e-08  5 235 2.02e-19  1 256 1.50e-28  8 279 1.81e-18 PY02565 7.11e-123 11 296  9 16 3.47e-08  4 51 3.44e-10  3 86 1.93e-16  10 108 1.40e-14  18 140 3.47e-12  2 155 1.69e-22  7 183 4.37e-23  6 212 7.92e-18  5 243 1.44e-17  1 264 1.53e-24  14 288 2.40e-08 PY05708 1.05e-131 13 295  9 5 6.65e-11  12 30 7.53e-09  4 42 3.89e-17  3 74 1.43e-14  10 96 5.33e-13  11 118 2.63e-08  2 139 1.22e-16  17 162 1.71e-18  6 194 1.46e-15  13 216 4.79e-09  5 235 1.12e-16  1 256 6.85e-28  8 279 1.10e-16 PY03636 1.17e-136 13 297  9 5 7.01e-13  12 30 6.91e-06  4 47 9.72e-18  3 79 2.03e-12  10 101 1.45e-12  11 123 1.32e-10  2 144 6.25e-19  17 166 3.17e-18  6 198 4.12e-16  13 220 7.06e-09  5 237 6.13e-18  1 258 2.59e-27  8 281 9.61e-17 PY04516 3.03e-119 12 302  9 31 1.14e-07  12 54 6.52e-07  4 66 2.53e-11  3 94 4.01e-16  10 116 8.85e-13  18 146 3.42e-11  2 161 3.99e-21  7 189 6.98e-22  6 218 1.83e-15  5 249 4.87e-16  1 270 7.57e-25  14 294 1.70e-10 PY00988 8.17e-126 13 345  9 5 2.06e-05  12 29 1.12e-07  4 40 1.23e-18  19 61 1.47e-11  3 72 6.83e-18  10 94 3.81e-09  11 116 1.88e-12  2 139 3.66e-19  7 167 1.15e-20  6 196 1.10e-20  13 218 8.75e-11  5 244 3.70e-18  1 265 1.68e-10 PY07327 4.49e-160 14 295  9 4 6.74e-14  12 29 2.79e-07  4 41 2.02e-20  19 62 7.18e-12  3 73 1.80e-25  10 96 4.22e-11  11 117 4.73e-18  2 138 5.04e-15  7 166 5.76e-19  6 195 2.27e-16  13 217 3.42e-08  5 235 3.23e-16  1 256 3.25e-23  8 279 7.61e-16 PY05781 2.52e-138 12 297  9 5 1.14e-07  12 30 2.96e-06  4 42 1.06e-18  3 72 5.91e-18  10 95 8.59e-11  2 137 1.20e-18  7 165 3.27e-18  6 194 2.05e-17  13 216 5.28e-09  5 237 1.94e-15  1 258 6.69e-27  8 281 3.77e-17 PY03177 4.03e-120 13 297  9 5 1.05e-11  12 30 6.32e-06  4 42 7.45e-14  3 72 1.70e-12  10 94 6.36e-11  11 116 1.36e-07  2 137 3.78e-22  17 160 6.65e-16  6 192 7.20e-13  13 221 1.90e-07  5 237 2.86e-18  1 258 8.95e-27  8 281 1.99e-15 PY07331 4.85e-155 13 297  12 21 2.79e-07  4 33 6.80e-21  19 54 8.17e-11  3 65 7.62e-20  10 88 7.50e-10  11 110 4.16e-16  2 131 1.07e-20  7 159 8.21e-19  6 188 4.12e-16  13 218 8.56e-09  5 237 1.76e-20  1 258 2.79e-26  8 281 3.77e-17 PY07421 5.60e-119 13 327  9 6 7.84e-15  12 29 1.45e-08  4 41 8.43e-18  19 62 3.06e-05  3 73 1.53e-18  10 95 1.90e-14  11 117 1.14e-13  2 138 2.80e-16  7 165 7.92e-14  6 195 1.83e-15  13 222 1.52e-11  5 264 2.71e-14  1 285 1.93e-09 PY02278 1.66e-155 13 297  9 5 3.82e-15  12 30 1.29e-07  4 42 1.71e-17  3 73 7.94e-17  10 95 1.27e-10  11 117 3.53e-12  2 140 1.51e-16  7 168 2.55e-25  6 197 6.58e-16  13 219 6.92e-08  5 237 4.21e-19  1 258 9.62e-28  8 281 6.88e-16 PY05923 1.48e-120 11 313  9 40 2.63e-07  4 75 8.64e-10  3 104 7.58e-15  10 126 2.43e-13  18 156 5.18e-14  2 171 1.69e-22  7 200 1.25e-21  6 229 2.27e-16  5 260 8.88e-18  1 281 3.67e-26  14 305 1.70e-10 PY05871 7.80e-120 14 339  9 27 3.28e-10  12 51 5.77e-06  4 63 2.41e-20  3 94 7.20e-14  10 116 2.99e-12  11 138 3.96e-08  2 159 1.10e-16  7 185 2.14e-13  6 215 1.22e-12  13 243 2.24e-07  20 263 4.97e-18  5 286 3.82e-14  1 307 3.67e-26  14 331 3.27e-09 PY07021 9.61e-155 14 307  9 15 6.44e-12  12 40 5.65e-08  4 52 3.39e-17  19 73 5.23e-11  3 84 2.71e-21  10 108 6.71e-09  11 129 1.14e-13  2 152 2.88e-18  7 180 2.48e-19  6 209 1.56e-14  13 231 1.28e-09  5 247 5.46e-15  1 268 3.60e-27  8 291 7.80e-18 PY01184 9.49e-129 13 323  9 5 1.07e-13  12 30 1.12e-07  4 47 1.66e-16  3 81 9.16e-16  10 103 2.77e-13  11 139 2.23e-10  2 160 4.80e-19  7 188 9.15e-17  6 217 1.23e-16  13 244 1.55e-06  5 271 7.06e-21  1 292 2.14e-23  14 315 1.70e-10 PY03403 6.51e-119 13 370  9 64 5.28e-09  12 89 4.79e-06  4 100 4.73e-18  3 132 7.58e-15  10 154 9.78e-08  11 176 5.70e-13  2 197 8.10e-14  7 225 1.85e-18  6 254 6.75e-15  13 276 2.98e-06  5 318 3.15e-19  1 339 7.99e-28  14 362 1.60e-08 PY06204 2.11e-149 14 301  9 5 6.69e-16  12 29 7.47e-08  4 41 1.36e-15  19 62 2.43e-05  3 73 2.18e-19  10 94 1.39e-09  11 116 6.19e-15  2 137 1.98e-13  7 165 2.85e-22  6 194 2.79e-20  13 216 6.79e-07  5 244 2.02e-19  1 265 1.50e-28  14 289 2.40e-08 PY02652 1.39e-166 14 304  9 5 1.06e-12  12 30 4.04e-07  4 42 4.45e-17  19 63 1.22e-12  3 74 8.94e-22  10 96 2.31e-09  11 117 2.37e-15  2 138 1.07e-20  7 166 3.37e-21  6 195 5.80e-17  13 225 8.56e-09  5 244 7.95e-20  1 265 1.50e-28  8 288 4.63e-15 PY03729 6.86e-169 14 304  9 5 1.38e-12  12 29 1.45e-08  4 41 3.54e-16  19 62 6.58e-11  3 73 2.73e-22  10 96 8.20e-10  11 117 3.93e-18  2 138 1.48e-20  7 166 6.30e-20  6 195 4.49e-17  13 225 4.79e-09  5 244 4.21e-19  1 265 9.62e-28  8 288 2.02e-16 PY07027 3.49e-166 14 304  9 5 6.44e-12  12 30 1.47e-07  4 42 2.56e-19  19 63 1.22e-12  3 74 1.80e-25  10 97 1.17e-09  11 118 3.03e-19  2 139 3.49e-15  7 167 4.29e-20  6 196 5.46e-15  13 218 4.47e-08  5 244 1.09e-19  1 265 8.95e-27  8 288 3.77e-17 PY02298 2.88e-156 13 304  9 5 1.68e-13  12 29 3.60e-06  4 41 7.77e-19  3 72 2.59e-19  10 94 1.27e-10  11 115 4.16e-16  2 136 4.17e-17  7 164 1.85e-18  6 193 5.10e-17  13 222 1.51e-08  5 244 2.02e-19  1 265 1.50e-28  8 288 8.99e-17 PY05769 7.59e-168 14 304  9 5 1.06e-12  12 30 4.04e-07  4 42 4.45e-17  19 63 1.22e-12  3 74 8.94e-22  10 96 5.72e-09  11 117 2.37e-15  2 138 1.07e-20  7 166 3.37e-21  6 195 5.80e-17  13 225 8.56e-09  5 244 7.95e-20  1 265 1.50e-28  8 288 8.99e-17 PY01774 3.49e-166 14 304  9 5 6.44e-12  12 30 1.47e-07  4 42 2.56e-19  19 63 1.22e-12  3 74 1.80e-25  10 97 1.17e-09  11 118 3.03e-19  2 139 3.49e-15  7 167 4.29e-20  6 196 5.46e-15  13 218 4.47e-08  5 244 1.09e-19  1 265 8.95e-27  8 288 3.77e-17 PY06666 5.74e-97 13 262  9 5 2.32e-05  12 29 8.21e-07  4 41 2.29e-13  19 62 2.89e-05  3 73 1.03e-15  10 95 9.49e-11  11 117 5.61e-16  2 138 1.92e-14  6 169 2.45e-12  13 191 1.26e-07  5 209 2.20e-18  1 230 3.47e-28  14 254 1.88e-08 PY04083 2.32e-163 14 296  9 5 6.74e-14  12 30 2.79e-07  4 42 2.02e-20  19 63 7.18e-12  3 74 1.80e-25  10 97 4.22e-11  11 118 4.73e-18  2 139 7.19e-17  7 167 1.01e-16  6 196 2.05e-17  13 218 2.61e-08  5 236 3.23e-16  1 257 1.84e-26  8 280 8.99e-17 PY07413 4.61e-109 11 304  9 14 1.19e-09  12 37 1.07e-05  4 49 5.22e-12  3 77 1.03e-16  10 99 2.77e-13  18 129 3.96e-15  2 144 2.14e-17  7 172 6.98e-22  6 201 1.46e-15  5 233 1.29e-18  1 254 6.69e-11 PY06227 7.84e-128 12 300  9 31 9.83e-10  12 54 1.77e-06  4 66 8.92e-12  3 91 2.10e-17  10 113 3.05e-16  18 143 1.99e-14  2 158 1.39e-19  7 186 3.32e-22  6 215 9.35e-14  5 247 1.44e-17  1 268 1.84e-26  14 292 4.57e-08 PY06886 1.23e-122 11 286  9 16 3.35e-09  4 51 4.97e-11  3 76 1.84e-19  10 98 5.33e-13  18 130 5.18e-14  2 145 3.07e-22  7 173 2.48e-19  6 202 3.95e-15  5 233 7.22e-17  1 254 3.67e-26  14 278 1.70e-10 PY04931 3.49e-94 12 331  9 27 1.26e-06  12 52 4.34e-05  4 63 5.09e-17  3 95 2.39e-14  10 117 1.48e-07  11 139 2.26e-16  2 160 4.64e-16  7 188 5.00e-16  6 217 7.51e-15  13 239 8.40e-06  5 281 9.81e-19  1 302 5.26e-10 PY01111 6.71e-110 13 316  9 6 4.01e-13  12 29 2.33e-08  4 41 1.23e-18  3 72 2.03e-12  10 94 1.27e-10  11 116 1.38e-09  2 137 1.99e-18  7 163 1.02e-13  6 192 1.49e-10  13 220 4.51e-12  20 239 1.46e-18  5 262 1.69e-13  1 283 1.45e-08 PY07533 9.86e-119 11 288  12 22 8.25e-06  4 34 3.26e-09  3 62 6.98e-17  10 84 1.05e-15  18 112 5.56e-13  2 127 3.07e-22  7 156 3.32e-22  6 185 3.18e-15  5 217 1.32e-15  1 238 3.67e-26  14 262 2.38e-05 PY02543 1.72e-160 13 309  9 5 2.66e-12  12 31 7.47e-08  4 43 3.01e-19  3 74 2.41e-17  10 96 1.39e-09  11 118 6.46e-11  2 141 4.16e-18  7 169 2.85e-22  6 198 7.73e-19  13 227 2.55e-11  5 249 1.14e-21  1 270 9.62e-28  8 293 2.27e-16 PY04979 4.30e-131 11 293  12 21 4.57e-07  4 33 3.20e-14  3 64 2.18e-19  10 88 1.17e-11  2 121 4.60e-15  7 149 4.92e-17  6 178 6.62e-19  13 200 1.04e-09  5 233 3.50e-20  1 254 8.95e-27  8 277 1.65e-16 PY06796 9.92e-144 13 293  9 5 1.24e-13  12 30 1.59e-06  4 42 5.81e-17  3 74 3.18e-15  10 96 9.49e-11  11 118 4.47e-11  2 139 1.60e-19  7 166 1.12e-16  6 195 2.34e-14  13 217 7.78e-09  5 233 2.20e-18  1 254 6.85e-28  8 277 3.89e-16 PY06220 1.22e-132 14 322  9 6 4.62e-13  12 30 8.58e-08  4 42 3.01e-19  3 74 5.38e-17  10 96 4.68e-13  11 118 3.93e-18  2 139 2.68e-17  7 166 2.62e-12  6 195 3.74e-12  13 219 1.55e-06  20 239 6.09e-05  5 262 8.06e-16  1 283 3.30e-25  8 306 1.34e-12 PY03987 2.31e-114 11 285  9 14 2.11e-09  4 49 1.24e-08  3 78 5.11e-18  10 100 2.52e-09  18 130 1.58e-13  2 145 3.07e-22  7 173 7.29e-19  6 202 2.27e-16  5 232 1.44e-17  1 253 5.91e-24  14 277 5.32e-09 PY07594 7.14e-147 14 292  9 5 1.07e-13  12 29 1.47e-07  4 40 9.86e-17  19 61 7.86e-06  3 72 1.31e-18  10 94 7.03e-11  11 116 6.37e-13  2 137 2.68e-17  7 165 1.01e-20  6 194 1.14e-14  13 216 3.09e-07  5 232 4.53e-14  1 253 7.99e-28  8 276 2.68e-18 PY07342 2.52e-136 13 292  9 5 6.44e-12  12 30 1.59e-06  4 42 2.62e-18  3 74 3.18e-15  10 96 1.40e-14  11 118 4.05e-10  2 139 6.72e-18  17 162 1.05e-17  6 194 2.19e-13  13 216 5.82e-09  5 232 1.29e-18  1 253 6.85e-28  8 276 2.62e-17 PY03973 8.86e-130 13 292  9 5 4.08e-07  12 29 1.59e-06  4 41 3.88e-21  3 73 8.17e-19  10 94 9.49e-11  11 116 1.38e-09  2 137 2.53e-16  7 165 4.02e-19  6 194 2.15e-10  13 216 4.97e-07  5 232 5.97e-16  1 253 8.95e-27  8 276 1.81e-15 PY05912 8.37e-134 14 317  9 6 4.62e-13  12 30 5.65e-08  4 42 1.23e-18  3 73 1.95e-14  10 95 8.84e-16  11 117 1.49e-09  2 138 2.55e-18  7 164 2.32e-13  6 193 8.90e-11  13 221 1.43e-12  20 241 1.01e-20  5 264 1.35e-14  1 285 1.22e-22  14 309 3.29e-08 PY07422 4.30e-143 13 294  9 5 1.22e-15  12 30 4.57e-07  4 42 1.66e-16  19 63 4.77e-06  3 74 5.38e-17  10 96 1.79e-09  2 137 2.12e-19  7 165 2.61e-18  6 194 1.58e-16  13 216 8.45e-05  5 234 3.65e-19  1 255 2.79e-26  8 278 1.65e-16 PY05146 9.46e-149 13 351  12 64 5.15e-07  4 76 6.32e-18  19 97 8.27e-09  3 108 6.27e-21  10 131 2.13e-09  11 152 2.95e-14  2 173 4.69e-18  17 197 1.25e-16  6 229 2.05e-17  13 254 1.04e-08  5 291 4.21e-19  1 312 1.50e-28  8 335 7.80e-18 PY00055 7.71e-122 13 315  12 18 1.47e-07  4 30 1.66e-16  3 61 4.93e-15  10 83 3.99e-15  11 105 7.07e-11  2 126 1.86e-16  7 152 1.84e-14  6 182 2.34e-14  13 210 2.61e-08  20 239 1.05e-16  5 262 1.47e-14  1 283 4.71e-25  14 307 4.84e-10 PY07264 1.41e-107 11 311  12 22 2.68e-06  4 35 2.71e-05  3 64 3.15e-16  10 86 3.05e-16  18 114 2.18e-13  2 129 7.85e-20  7 157 7.15e-20  6 186 1.46e-15  5 258 2.93e-10  1 279 3.03e-24  14 303 1.70e-10 PY04795 1.01e-150 14 308  9 5 1.31e-09  12 29 1.47e-07  4 41 1.46e-16  19 62 5.79e-09  3 73 3.28e-18  10 96 1.70e-10  11 118 2.60e-14  2 139 1.47e-14  7 167 6.06e-17  6 196 1.10e-20  13 223 4.47e-08  5 248 9.81e-19  1 269 1.50e-28  8 292 7.80e-18 PY04155 8.53e-102 12 292  12 23 2.71e-08  4 35 1.06e-18  19 56 9.87e-09  3 67 5.09e-16  10 88 2.74e-10  11 110 1.01e-15  2 131 8.00e-17  7 159 5.00e-16  6 191 1.49e-10  13 213 5.82e-09  1 251 1.75e-17  14 275 3.29e-08 PY02140 2.04e-102 12 292  12 23 1.90e-07  4 35 1.06e-18  19 56 9.87e-09  3 67 5.09e-16  10 88 7.51e-12  11 110 1.96e-17  2 131 2.19e-15  7 159 6.92e-15  6 191 9.59e-11  13 213 5.82e-09  1 251 9.64e-18  14 275 3.29e-08 PY06742 3.62e-138 14 317  9 6 2.79e-09  12 30 3.27e-06  4 42 8.06e-20  3 73 1.83e-17  10 95 8.71e-18  11 117 2.00e-08  2 138 3.00e-17  7 164 2.19e-14  6 193 4.81e-12  13 221 4.79e-09  20 241 5.08e-19  5 264 2.13e-16  1 285 3.47e-28  14 309 7.22e-09 PY02660 1.59e-98 14 346  9 19 2.05e-12  12 43 2.40e-05  4 55 4.20e-11  3 87 4.39e-14  10 109 3.39e-15  11 131 1.20e-14  2 152 4.20e-16  7 181 1.64e-07  6 211 4.62e-08  13 239 6.34e-08  20 264 8.00e-08  5 294 9.58e-14  1 315 2.93e-23  14 338 1.70e-10 PY06877 3.69e-135 12 271  9 5 1.35e-06  12 27 3.71e-09  4 39 2.07e-13  3 64 1.60e-17  10 86 2.12e-13  18 113 2.28e-14  2 128 1.99e-21  7 157 1.68e-24  6 186 1.59e-12  5 218 1.29e-18  1 239 3.67e-26  14 263 1.70e-10 PY06151 6.03e-140 12 290  9 12 1.33e-11  4 48 1.95e-18  19 69 7.39e-06  3 80 1.31e-18  10 102 2.06e-10  11 125 9.99e-10  2 146 1.21e-17  7 174 1.32e-20  6 203 2.79e-20  5 230 2.15e-13  1 251 5.54e-26  8 274 3.33e-17 PY03983 4.57e-153 13 324  9 5 1.85e-14  12 30 1.71e-09  4 47 1.06e-18  3 78 6.45e-16  10 100 3.99e-15  11 136 1.01e-13  2 157 5.59e-21  17 181 5.31e-23  6 213 2.27e-16  13 242 1.25e-10  5 271 1.09e-19  1 292 5.44e-27  14 316 4.84e-10 PY05244 3.89e-151 13 317  9 5 9.30e-12  12 30 4.04e-07  4 47 3.42e-20  3 78 4.42e-15  10 100 1.75e-15  11 136 2.60e-14  2 157 1.67e-21  17 181 2.44e-19  6 213 1.22e-18  13 242 4.51e-12  5 264 3.50e-20  1 285 5.54e-26  14 309 1.20e-09 PY03991 1.83e-132 12 329  12 66 1.15e-06  4 78 1.12e-16  3 110 1.43e-14  10 132 4.11e-13  11 154 2.14e-08  2 175 5.20e-17  7 202 4.92e-17  6 231 9.61e-17  13 253 9.32e-10  5 269 2.20e-18  1 290 6.85e-28  8 313 3.89e-16 PY04554 4.84e-146 12 299  9 5 4.43e-12  12 31 1.67e-07  4 42 6.65e-19  10 90 2.54e-16  11 112 1.37e-14  2 133 2.43e-19  7 161 1.04e-19  6 190 2.94e-18  13 217 5.19e-12  5 246 7.86e-18  1 267 3.47e-28  14 291 7.12e-10 PY06549 4.29e-96 11 266  9 5 9.24e-11  12 30 1.28e-06  4 42 1.95e-18  3 74 2.28e-13  10 96 1.33e-17  11 118 3.76e-09  2 139 1.86e-16  7 166 1.31e-13  6 195 8.49e-14  13 217 1.94e-09  5 234 8.55e-19 PY05767 4.22e-119 11 289  12 36 4.90e-08  4 48 9.74e-12  3 77 1.60e-17  10 99 6.23e-16  18 125 9.02e-14  2 140 1.73e-20  7 167 1.94e-19  6 196 3.94e-17  5 228 1.00e-16  1 249 8.43e-22  14 272 1.10e-07 PY02973 1.16e-129 13 288  9 4 2.40e-11  12 29 1.90e-07  4 41 2.32e-14  3 71 1.85e-12  10 93 1.55e-10  11 115 2.80e-11  2 136 2.83e-21  17 159 9.38e-20  6 190 2.67e-17  13 212 1.94e-06  5 228 5.78e-17  1 249 2.27e-25  8 272 2.62e-17 PY00580 6.32e-132 13 288  9 4 9.22e-13  12 29 3.58e-07  4 41 1.34e-14  3 71 9.95e-13  10 93 1.27e-09  11 115 5.40e-06  2 136 3.07e-22  17 159 2.67e-21  6 190 2.67e-17  13 212 3.44e-06  5 228 3.25e-18  1 249 6.85e-28  8 272 3.89e-16 PY03986 1.52e-127 12 281  9 16 1.51e-08  12 38 3.15e-08  4 50 1.91e-12  3 75 3.81e-18  10 97 1.85e-12  18 123 8.03e-16  2 138 7.78e-21  7 167 1.80e-22  6 196 3.17e-14  5 228 2.06e-17  1 249 7.37e-23  14 273 1.70e-10 PY07017 4.88e-128 10 263  12 11 6.52e-07  4 23 4.73e-18  19 44 1.23e-07  3 55 1.53e-18  10 79 1.64e-12  2 112 4.60e-15  6 163 6.89e-18  5 203 4.82e-21  1 224 8.95e-27  8 247 1.65e-16 PY07090 1.49e-136 13 322  9 5 1.18e-11  12 30 8.21e-07  4 47 5.47e-18  3 81 8.75e-14  10 103 1.63e-11  11 137 4.55e-13  2 158 3.20e-19  17 182 3.64e-19  6 214 4.77e-20  13 243 2.15e-09  5 269 4.14e-20  1 290 8.56e-25  14 314 4.57e-08 PY04988 4.86e-132 12 308  12 22 1.37e-05  4 36 2.88e-14  3 68 3.28e-18  10 89 1.51e-09  11 111 3.13e-15  2 132 1.04e-13  7 160 2.21e-21  6 189 2.89e-16  13 215 5.99e-06  5 248 3.70e-18  1 269 8.95e-27  8 292 8.41e-15 PY00175 3.46e-134 14 316  9 6 9.22e-13  12 29 9.23e-10  4 41 1.12e-17  3 72 1.63e-15  10 94 1.45e-12  11 116 1.62e-08  2 137 5.96e-18  7 163 1.42e-13  6 193 5.21e-14  13 221 3.01e-13  20 241 3.34e-15  5 263 3.12e-15  1 284 8.95e-27  14 308 5.32e-09 PY02614 3.43e-152 13 307  9 5 1.05e-11  12 29 1.43e-06  4 41 3.01e-19  3 72 2.79e-16  10 94 4.36e-10  11 116 2.80e-11  2 139 4.16e-18  7 167 2.48e-19  6 196 7.73e-19  13 225 3.77e-14  5 247 1.27e-19  1 268 1.23e-25  8 291 2.27e-16 PY02572 7.61e-104 11 283  9 5 1.07e-08  12 28 6.52e-07  4 40 3.03e-12  3 65 2.09e-18  10 87 7.77e-11  18 115 9.02e-14  2 130 1.69e-22  7 158 5.11e-21  6 187 3.95e-15  5 218 8.88e-18  1 239 9.72e-08 PY02131 2.74e-106 10 288  9 6 1.03e-10  12 30 1.45e-08  4 42 6.11e-13  3 74 5.73e-16  10 96 1.07e-09  11 118 1.37e-14  2 139 5.96e-18  17 163 3.57e-15  6 195 1.41e-14  1 235 8.74e-29 PY07546 3.82e-142 12 274  9 5 9.35e-15  12 29 3.08e-09  4 41 2.43e-16  19 62 4.24e-11  3 73 5.03e-19  10 96 4.76e-12  11 118 1.17e-15  2 139 1.68e-16  7 166 1.34e-19  6 195 2.85e-15  1 235 3.20e-26  8 258 1.96e-17 PY02541 2.81e-120 11 274  9 6 3.04e-14  12 30 1.12e-07  4 42 7.41e-13  3 74 3.15e-16  10 96 6.86e-10  11 118 1.37e-12  2 139 9.57e-18  17 163 2.91e-16  6 195 3.54e-15  1 235 8.74e-29  8 258 2.27e-16 PY04755 1.95e-139 12 274  12 21 2.40e-05  4 33 2.58e-17  19 54 6.26e-10  3 65 6.81e-15  10 87 6.27e-10  11 109 4.16e-16  2 130 6.46e-17  7 158 1.47e-18  6 187 3.35e-20  5 214 4.37e-13  1 235 7.50e-27  8 258 2.27e-16 PY07160 6.90e-126 11 274  9 6 2.34e-12  12 30 4.04e-07  4 42 1.02e-13  3 74 1.83e-17  10 96 1.45e-12  11 118 5.50e-14  2 139 1.52e-17  17 163 1.67e-17  6 195 1.09e-16  1 235 8.74e-29  8 258 2.27e-16 PY05560 3.01e-128 12 269  9 5 8.09e-10  12 28 6.50e-08  4 40 5.71e-12  3 63 4.71e-17  10 85 1.63e-14  18 113 7.20e-11  2 128 1.84e-23  7 155 1.32e-20  6 184 3.87e-14  5 216 3.58e-16  1 237 3.67e-26  14 261 1.70e-10 PY05624 1.10e-142 12 298  12 24 6.52e-07  4 36 2.14e-16  3 66 5.90e-23  10 88 1.64e-12  11 110 1.56e-14  2 131 9.57e-18  7 159 2.51e-16  6 188 1.39e-16  13 217 1.52e-11  5 238 3.28e-17  1 259 1.50e-28  8 282 5.73e-17 PY03438 2.41e-128 11 323  9 6 2.92e-16  12 30 4.45e-09  4 42 1.00e-21  3 74 7.94e-17  10 96 7.05e-14  11 118 9.24e-15  2 139 4.19e-19  17 162 2.36e-17  20 242 5.38e-08  5 272 5.83e-14  1 293 1.40e-17 PY04327 1.95e-135 13 298  9 5 5.76e-14  12 30 2.18e-06  4 47 1.71e-17  3 79 6.76e-12  10 101 2.97e-09  11 123 4.80e-12  2 144 5.20e-17  17 167 2.48e-18  6 199 1.37e-13  13 221 1.28e-09  5 238 1.27e-19  1 259 1.11e-27  8 282 9.61e-17 PY05410 1.65e-137 13 298  9 5 1.69e-11  12 30 3.01e-05  4 42 1.34e-14  3 74 1.82e-15  10 96 9.78e-10  11 118 5.38e-11  2 139 1.39e-19  17 162 1.17e-18  6 194 3.51e-14  13 221 3.92e-12  5 238 2.86e-18  1 259 6.85e-28  8 282 3.89e-16 PY03194 1.70e-136 13 298  9 5 3.82e-15  12 30 2.68e-06  4 47 8.26e-14  3 79 4.84e-11  10 101 3.73e-17  11 123 1.20e-07  2 144 1.21e-17  17 167 6.01e-16  6 200 5.86e-16  13 222 2.79e-10  5 238 1.28e-17  1 259 1.50e-28  8 282 1.96e-17 PY07406 4.10e-148 13 324  9 5 7.87e-14  12 30 4.36e-06  4 51 6.05e-14  3 83 4.13e-17  10 104 5.19e-11  11 126 1.18e-11  2 147 4.20e-16  7 175 6.02e-22  6 204 1.34e-20  13 226 3.22e-09  5 264 8.55e-19  1 285 1.23e-25  8 308 2.62e-17 PY06754 1.36e-113 11 301  12 17 4.57e-07  4 29 8.18e-09  3 58 6.98e-17  10 80 4.31e-19  18 108 1.34e-11  2 123 5.20e-17  7 152 1.13e-22  6 181 1.31e-15  5 248 5.03e-12  1 269 3.67e-26  14 293 1.70e-10 PY06782 1.52e-115 11 303  12 17 1.97e-06  4 29 2.62e-18  19 50 4.04e-05  3 61 1.12e-18  10 83 8.82e-15  2 125 9.91e-17  7 152 5.00e-16  6 181 6.02e-13  13 208 4.77e-11  5 250 7.18e-15  1 271 3.30e-25 PY05828 4.67e-109 12 274  9 5 2.96e-10  12 28 2.46e-07  4 40 1.53e-15  19 61 1.82e-08  3 72 5.38e-17  10 94 2.13e-09  11 116 2.26e-16  2 137 3.35e-17  7 165 6.30e-20  6 194 6.58e-16  5 221 1.31e-10  1 242 6.40e-10 PY05586 1.38e-153 14 332  9 31 6.43e-05  12 57 1.77e-06  4 69 7.30e-18  19 90 1.67e-09  3 101 1.65e-22  10 123 4.68e-13  11 145 1.52e-12  2 166 1.36e-16  7 194 1.04e-18  6 223 1.90e-18  13 250 2.91e-09  5 272 1.13e-17  1 293 1.50e-28  8 316 2.27e-16 PY07477 3.75e-134 13 350  9 58 4.01e-13  12 83 3.27e-06  4 100 8.65e-17  3 132 8.71e-12  10 154 3.36e-12  11 176 1.58e-11  2 197 9.25e-19  17 220 7.00e-19  6 252 1.66e-13  13 274 6.88e-11  5 290 5.16e-17  1 311 1.11e-27  8 334 2.62e-17 PY02036 5.33e-125 12 272  9 5 7.33e-10  12 28 3.58e-07  4 40 2.78e-08  3 65 3.61e-17  10 87 6.71e-12  18 115 2.59e-14  2 130 1.84e-23  7 158 1.55e-22  6 187 3.51e-14  5 219 8.88e-18  1 240 3.67e-26  14 264 7.22e-09 PY01773 4.74e-154 14 584  9 5 3.35e-09  12 27 1.49e-05  4 45 2.32e-11  3 76 2.16e-11  10 98 5.28e-09  2 131 2.77e-11  6 189 4.36e-08  5 233 7.45e-05  6 288 7.13e-10  13 342 3.05e-05  5 374 2.89e-07  1 419 4.35e-19  16 448 2.81e-61  15 534 2.63e-61 PY07411 7.15e-133 12 295  4 11 1.22e-21  3 42 7.94e-17  10 64 2.44e-15  11 86 1.01e-10  2 107 1.51e-16  7 133 5.46e-17  6 162 5.75e-14  13 190 8.22e-08  20 210 4.64e-15  5 233 1.04e-13  1 254 2.19e-27  8 277 1.57e-11 PY00997 1.11e-115 13 300  9 6 1.50e-11  12 30 1.29e-07  4 42 9.72e-18  3 73 7.59e-13  10 95 1.20e-14  11 117 1.72e-10  2 138 2.06e-16  7 164 2.49e-11  13 202 3.50e-10  20 225 7.35e-16  5 247 1.13e-13  1 268 5.54e-26  14 292 1.70e-10 PY01331 3.73e-124 12 274  9 5 8.92e-10  12 28 1.47e-07  4 40 2.76e-12  3 65 9.58e-19  10 87 1.14e-12  18 117 2.02e-16  2 132 6.25e-16  7 160 1.72e-20  6 189 2.64e-13  5 221 1.00e-17  1 242 3.67e-26  14 266 1.27e-09 PY02688 1.30e-135 10 281  9 5 1.02e-17  12 30 5.15e-07  4 42 1.71e-17  3 73 7.62e-20  10 97 1.16e-10  2 130 2.90e-15  6 181 6.89e-18  5 221 2.34e-19  1 242 1.57e-26  8 265 1.96e-17 PY00177 3.92e-126 12 281  12 17 6.32e-06  4 29 1.36e-15  3 61 9.16e-16  10 83 2.44e-15  11 105 4.23e-08  2 126 1.91e-17  17 149 1.81e-15  6 181 3.17e-14  13 203 3.93e-07  5 221 4.61e-22  1 242 6.85e-28  8 265 2.43e-16 PY02971 4.12e-126 12 281  12 19 1.29e-07  4 31 3.53e-19  3 63 3.97e-14  10 85 5.74e-11  11 107 7.90e-09  2 128 9.07e-20  17 151 5.15e-18  6 183 3.51e-14  13 205 4.97e-07  5 221 3.97e-16  1 242 3.60e-27  8 265 1.96e-17 PY06732 7.74e-123 13 322  12 35 4.45e-09  4 47 8.39e-16  3 78 7.94e-14  10 100 1.64e-17  11 122 4.71e-09  2 143 5.20e-17  7 169 4.78e-13  6 198 4.59e-13  13 226 1.73e-11  20 246 1.33e-17  5 269 5.83e-14  1 290 1.23e-25  14 314 1.70e-10 PY07111 2.07e-127 13 319  9 6 9.18e-14  12 33 2.79e-07  4 45 4.09e-18  3 76 4.85e-14  10 98 3.61e-13  2 140 1.10e-16  7 166 3.05e-12  6 195 1.49e-10  13 223 4.37e-10  20 243 8.95e-21  5 266 5.41e-18  1 287 1.08e-25  14 311 1.70e-10 PY07080 1.81e-91 11 301  9 5 3.57e-14  12 29 1.99e-08  4 41 9.72e-18  3 72 4.81e-13  10 94 5.34e-12  11 116 4.84e-08  2 137 5.81e-14  17 159 1.75e-14  6 191 1.78e-16  13 220 5.39e-11  5 236 2.51e-18 PY05816 1.86e-115 11 306  9 5 7.75e-08  12 29 2.96e-06  4 46 1.88e-16  3 77 2.18e-16  10 98 8.41e-12  2 146 1.75e-18  7 174 1.90e-17  6 203 6.16e-21  13 230 5.71e-13  5 248 5.97e-16  1 269 9.64e-18 PY02970 1.04e-148 12 329  9 5 7.87e-14  4 61 1.07e-15  3 93 2.43e-18  10 114 2.06e-10  11 136 1.01e-10  2 157 4.69e-18  17 181 1.86e-22  6 213 1.20e-17  13 235 6.41e-09  5 269 6.77e-20  1 290 8.74e-29  8 313 3.33e-17 PY07454 3.22e-01 0 285 PY04321 5.84e-113 12 361  9 36 3.01e-13  12 60 3.08e-09  4 72 9.82e-21  3 104 9.03e-17  10 126 2.20e-14  11 148 4.47e-11  2 169 9.25e-16  7 197 3.33e-15  6 227 1.39e-11  13 255 2.98e-06  5 303 1.92e-14  1 324 3.60e-23 PY02827 2.48e-148 13 344  9 19 6.11e-13  12 44 6.50e-08  4 62 2.58e-17  3 93 2.04e-15  10 115 1.62e-13  11 147 3.08e-11  2 168 1.26e-20  7 196 3.37e-21  6 225 4.15e-19  13 252 6.76e-10  5 291 6.46e-19  1 312 5.54e-26  14 336 7.12e-10 PY04466 4.41e-144 13 293  9 5 7.01e-13  12 29 4.24e-08  4 41 2.45e-15  19 62 3.19e-10  3 73 2.73e-22  10 96 9.96e-09  11 118 3.23e-09  7 155 1.15e-20  6 184 2.34e-17  13 211 2.61e-08  5 233 1.32e-15  1 254 3.67e-26  8 277 1.96e-17 PY02687 1.61e-144 11 323  9 5 9.35e-15  4 52 1.72e-15  3 84 3.62e-19  10 105 2.50e-10  2 147 2.03e-20  17 171 4.27e-21  6 203 1.46e-15  13 225 8.56e-09  5 263 1.72e-16  1 284 8.74e-29  8 307 3.33e-17 PY05150 1.29e-126 10 266  4 33 1.19e-12  19 54 7.39e-06  3 65 1.53e-18  10 87 3.99e-15  11 109 1.52e-12  2 130 2.43e-19  7 158 1.72e-20  6 187 2.27e-16  1 227 8.74e-29  8 250 2.27e-16 PY06760 1.64e-130 13 321  9 5 1.06e-12  12 30 3.58e-07  4 42 2.58e-17  3 74 4.71e-17  10 95 1.70e-10  11 117 1.28e-13  2 138 1.70e-17  7 166 8.90e-18  6 195 4.52e-18  13 217 1.67e-06  5 268 8.55e-19  1 289 8.74e-29  14 313 5.32e-09 PY04996 5.69e-133 10 266  4 33 4.41e-14  19 54 4.48e-06  3 65 1.53e-18  10 87 3.99e-15  11 109 7.53e-16  2 130 3.99e-21  7 158 2.48e-19  6 187 3.94e-17  1 227 8.74e-29  8 250 2.27e-16 PY06547 8.21e-79 10 298  12 17 8.91e-09  4 29 4.90e-15  3 73 4.85e-14  10 95 4.24e-12  11 117 9.68e-12  2 138 7.78e-21  17 160 3.02e-14  6 192 3.82e-13  13 221 8.95e-08  1 253 2.83e-07 PY07187 1.03e-134 13 653  9 5 2.27e-07  4 46 5.36e-08  3 77 6.21e-12  10 99 1.27e-10  2 132 1.45e-10  6 196 2.39e-09  5 240 8.44e-08  6 296 2.57e-08  20 368 5.45e-05  1 461 4.35e-19  16 490 1.82e-52  16 542 8.48e-16  15 603 1.52e-53 PY03359 1.22e-133 13 359  9 47 1.85e-14  12 71 1.05e-08  4 83 1.49e-21  3 115 3.15e-16  10 137 2.36e-12  11 159 6.21e-14  2 180 5.52e-15  7 207 3.69e-14  6 237 9.27e-15  13 264 6.88e-11  5 306 7.18e-15  1 327 3.30e-25  14 351 8.98e-08 PY05688 7.73e-137 14 330  9 20 4.62e-13  12 44 5.80e-07  4 56 2.62e-18  3 87 1.76e-14  10 109 2.44e-15  11 131 5.89e-11  2 152 4.60e-15  7 178 5.27e-15  6 207 1.51e-13  13 235 2.63e-09  20 255 3.32e-18  5 278 1.20e-15  1 299 3.47e-28  14 322 1.70e-10 PY07035 8.22e-139 11 359  9 41 8.23e-12  4 88 1.72e-15  3 120 4.13e-17  10 141 2.50e-10  2 183 2.03e-20  17 207 2.09e-23  6 239 4.90e-15  13 261 2.58e-06  5 299 1.72e-16  1 320 8.74e-29  8 343 3.33e-17 PY01110 1.12e-129 14 319  9 6 1.90e-11  12 30 2.09e-09  4 42 1.67e-14  3 73 9.10e-13  10 95 7.80e-13  11 117 1.61e-09  2 140 6.78e-20  7 166 1.42e-13  6 195 2.00e-10  13 223 3.41e-12  20 243 9.66e-20  5 266 1.83e-13  1 287 1.38e-26  14 311 1.70e-10 PY00493 1.13e-146 13 346  9 23 1.45e-13  12 57 3.01e-05  4 78 4.41e-14  3 110 7.70e-21  10 131 8.20e-10  11 153 9.88e-13  2 174 2.03e-20  17 198 2.79e-19  6 230 2.89e-16  13 252 6.41e-09  5 286 5.41e-18  1 307 8.74e-29  8 330 3.33e-17 PY00085 1.89e-138 12 298  12 45 8.21e-07  4 57 2.32e-14  19 78 6.25e-05  3 89 1.15e-15  10 111 1.40e-10  11 133 1.65e-16  2 154 4.20e-16  7 182 7.06e-23  6 211 3.35e-20  5 238 2.33e-13  1 259 7.50e-27  8 282 2.27e-16 PY07826 5.82e-134 12 595  9 5 3.77e-08  4 35 8.85e-07  3 77 3.41e-12  10 99 3.23e-09  2 132 6.89e-12  6 190 1.32e-08  6 236 3.56e-06  6 289 9.73e-09  13 340 1.80e-06  5 393 6.95e-05  16 459 2.81e-61  15 545 3.99e-60 PY02943 5.21e-140 13 286  9 5 1.07e-08  12 29 4.57e-07  4 41 5.82e-16  19 62 6.26e-10  3 73 4.27e-19  10 95 1.27e-09  11 117 3.93e-18  2 138 9.48e-15  7 166 1.04e-19  6 195 1.94e-20  5 222 1.80e-10  1 243 2.42e-24  8 266 6.75e-14 PY00500 8.02e-165 14 308  9 5 4.76e-11  12 30 8.58e-08  4 42 1.23e-18  19 63 7.18e-12  3 74 2.59e-19  10 97 2.56e-14  11 119 1.01e-13  2 140 3.43e-16  7 168 1.92e-21  6 197 9.12e-21  13 224 1.99e-08  5 248 6.94e-18  1 269 2.91e-25  8 292 6.88e-16 PY06334 6.17e-131 13 282  9 5 1.92e-09  12 30 2.16e-07  4 42 1.12e-17  19 63 7.02e-10  3 74 2.46e-16  10 96 7.03e-11  11 118 1.93e-16  2 139 1.04e-14  7 166 5.46e-17  6 195 1.94e-20  5 222 3.74e-10  1 243 1.40e-20  8 266 7.63e-15 PY04914 8.48e-149 12 586  9 5 2.41e-10  4 46 2.94e-10  3 77 2.41e-12  10 99 4.17e-08  2 132 6.89e-12  6 190 4.87e-09  13 215 1.97e-05  2 264 5.30e-05  6 288 2.55e-09  1 408 4.35e-19  16 437 1.74e-59  15 536 2.63e-61 PY00754 9.81e-151 11 586  9 5 2.41e-10  4 46 2.94e-10  3 77 6.76e-12  10 99 3.88e-08  2 132 6.89e-12  6 190 4.87e-09  6 288 1.41e-08  20 362 7.05e-05  1 408 4.35e-19  16 437 2.81e-61  15 536 2.63e-61 PY01963 3.26e-143 12 545  9 5 3.20e-08  4 46 1.99e-08  3 77 3.13e-12  10 99 7.50e-10  2 132 2.26e-10  17 156 7.17e-05  6 190 7.12e-09  5 228 1.06e-05  6 289 1.00e-06  1 379 4.35e-19  16 408 4.99e-58  15 495 1.47e-61 PY00552 6.15e-124 13 325  9 5 1.68e-07  12 30 1.67e-07  4 47 9.64e-15  3 78 1.29e-14  10 100 7.80e-13  11 132 3.23e-09  2 153 8.12e-19  7 181 9.36e-14  6 210 1.13e-19  13 236 8.75e-11  5 265 1.35e-14  1 286 6.33e-21  8 309 6.41e-18 PY04773 7.95e-120 13 325  9 5 4.02e-10  9 27 2.93e-05  4 47 2.25e-17  3 78 1.43e-14  10 99 5.56e-08  11 130 4.08e-11  2 151 1.51e-16  7 179 1.54e-14  6 208 2.05e-17  13 235 2.89e-11  5 265 1.35e-14  1 286 7.77e-20  8 309 6.41e-18 PY06619 5.22e-146 14 323  9 21 2.95e-08  12 45 4.45e-09  4 56 3.53e-18  19 77 4.77e-06  3 88 6.36e-20  10 111 7.03e-11  11 133 2.26e-16  2 154 1.70e-17  7 182 4.02e-19  6 211 3.49e-13  13 237 1.51e-08  5 263 1.00e-16  1 284 1.23e-25  8 307 2.68e-18 PY05719 1.48e-158 14 322  9 32 1.45e-05  12 56 1.40e-09  4 68 1.94e-22  19 89 5.88e-11  3 100 2.09e-18  10 122 5.73e-10  11 143 3.53e-12  2 166 1.60e-19  7 194 6.48e-19  6 223 2.57e-19  13 245 1.51e-08  5 262 1.02e-20  1 283 8.28e-26  8 306 6.88e-16 PY04733 4.94e-110 13 343  9 48 8.22e-09  12 67 3.27e-06  4 78 5.81e-17  3 110 1.17e-16  10 132 4.26e-07  11 154 1.14e-13  2 175 6.04e-15  7 203 1.58e-15  6 232 1.03e-12  13 254 3.90e-05  5 291 1.08e-15  1 312 7.99e-28  14 335 1.70e-10 PY06499 5.90e-127 12 291  9 31 1.59e-09  12 54 4.04e-07  4 66 8.98e-13  3 89 4.71e-17  10 111 5.22e-16  18 135 6.60e-12  2 150 3.07e-22  7 177 2.55e-20  6 206 7.51e-15  5 238 7.86e-18  1 259 3.67e-26  14 283 1.70e-10 PY01981 3.29e-146 14 653  9 4 8.09e-10  12 27 1.90e-05  4 45 2.11e-09  3 76 1.55e-12  10 98 3.30e-10  2 131 1.60e-11  6 189 4.87e-09  13 214 1.97e-05  6 287 5.90e-09  20 382 4.70e-05  1 435 6.49e-19  16 464 4.94e-56  16 529 2.81e-16  15 603 1.43e-60 PY03091 4.45e-119 11 291  9 14 6.11e-08  4 49 3.18e-10  3 84 6.98e-17  10 106 1.03e-14  18 134 1.22e-11  2 149 3.99e-21  7 177 3.77e-20  6 206 3.54e-15  5 238 1.00e-16  1 259 1.84e-26  14 283 5.32e-09 PY03332 4.45e-110 12 332  9 35 2.61e-13  12 59 2.42e-10  4 71 9.86e-17  3 102 2.39e-14  10 124 8.84e-16  11 146 1.74e-09  2 167 9.07e-20  7 193 9.06e-15  6 223 2.39e-09  13 251 2.89e-11  20 271 7.39e-18  5 294 7.18e-15 PY06020 7.00e-134 14 316  9 5 9.30e-12  12 29 7.53e-09  4 41 1.06e-18  3 72 1.29e-14  10 94 7.43e-16  11 116 1.17e-09  2 137 1.04e-14  7 163 5.19e-14  6 192 2.00e-13  13 220 2.79e-10  20 240 3.63e-15  5 263 4.87e-16  1 284 3.60e-27  14 308 1.70e-10 PY07198 1.61e-96 10 269  9 4 6.44e-12  12 28 1.28e-06  4 40 1.12e-16  3 71 6.27e-21  10 95 2.77e-13  2 128 6.04e-15  7 156 3.20e-13  6 186 2.56e-16  13 208 3.25e-05  5 226 5.84e-21 PY06740 3.96e-103 11 323  9 28 2.41e-10  12 53 4.36e-06  4 71 1.20e-14  3 102 1.56e-13  10 124 2.50e-10  11 156 7.94e-12  2 177 8.51e-18  7 205 5.11e-19  6 234 6.00e-18  13 263 3.92e-12  5 297 5.41e-18 PY05673 1.70e-134 11 328  9 5 1.11e-14  4 52 5.14e-16  3 84 4.13e-17  10 106 1.05e-11  11 130 2.32e-11  2 151 2.40e-15  7 184 6.30e-20  6 213 1.17e-15  5 268 1.44e-17  1 289 1.57e-25  8 312 5.25e-18 PY06029 7.41e-150 13 340  9 31 1.69e-11  12 56 5.77e-06  4 73 2.75e-15  3 104 2.93e-14  10 126 2.44e-15  11 158 2.58e-12  2 179 9.25e-19  7 207 8.08e-22  6 236 9.27e-22  13 265 8.75e-11  5 287 1.14e-21  1 308 3.80e-24  14 332 1.70e-10 PY00924 4.30e-130 13 421  9 134 1.69e-11  12 159 9.83e-08  4 171 3.39e-17  3 203 1.70e-16  10 225 1.48e-15  11 247 6.30e-08  2 268 3.80e-16  17 291 4.57e-18  6 323 1.12e-12  13 345 4.97e-07  5 361 2.51e-18  1 382 1.50e-28  8 405 5.73e-17 PY07624 3.05e-123 11 275  9 6 1.50e-11  12 30 1.12e-07  4 42 6.11e-13  3 74 2.28e-15  10 96 2.14e-08  11 118 3.35e-14  2 139 5.96e-18  7 167 2.06e-16  6 196 5.80e-17  1 236 8.74e-29  8 259 2.27e-16 PY01834 2.41e-132 13 347  9 37 3.48e-13  12 62 2.96e-06  4 79 1.07e-15  3 110 4.42e-12  10 132 4.48e-08  11 164 2.09e-12  2 185 1.48e-20  7 213 4.29e-20  6 242 1.33e-19  13 264 2.15e-09  5 294 3.67e-17  1 315 7.50e-27  14 339 1.20e-09 PY01872 3.83e-135 12 282  12 19 6.50e-08  4 31 2.14e-16  3 63 6.33e-13  10 85 3.63e-10  11 107 1.74e-11  2 128 1.05e-18  17 151 4.57e-18  6 184 9.30e-16  13 206 1.81e-08  5 222 1.29e-18  1 243 6.85e-28  8 266 2.62e-17 PY07226 3.51e-141 14 338  9 27 1.49e-15  12 51 7.47e-08  4 63 5.47e-22  19 84 4.04e-05  3 95 8.44e-15  10 117 3.65e-16  11 139 1.41e-16  2 160 1.20e-18  7 187 3.33e-15  6 216 9.35e-14  13 243 9.85e-11  5 285 7.18e-15  1 306 9.13e-24  14 330 3.27e-09 PY03016 1.33e-108 12 275  9 5 1.33e-07  12 28 4.90e-08  4 40 5.76e-09  3 69 8.44e-15  10 91 4.76e-12  18 118 8.61e-12  2 133 1.26e-20  7 161 1.58e-15  6 190 1.22e-12  5 222 2.84e-15  1 243 5.44e-23  14 267 1.70e-10 PY04786 1.59e-128 12 275  9 5 8.22e-09  12 28 4.90e-08  4 40 1.50e-14  3 68 1.39e-17  10 90 4.13e-09  18 118 5.80e-14  2 133 5.29e-18  7 162 8.26e-24  6 191 3.16e-12  5 222 1.12e-16  1 243 1.57e-26  14 267 1.70e-10 PY03331 2.01e-123 12 275  9 5 5.84e-07  12 28 1.71e-09  4 40 2.32e-10  3 69 6.96e-19  10 91 2.06e-10  18 119 2.63e-12  2 134 1.84e-23  7 162 2.61e-18  6 191 4.12e-16  5 222 1.13e-17  1 243 3.67e-26  14 267 1.70e-10 PY04787 9.29e-121 11 283  12 27 1.12e-07  4 39 6.25e-12  3 68 4.71e-17  10 90 3.99e-15  18 119 3.39e-15  2 134 1.73e-20  7 161 4.58e-18  6 190 2.94e-18  5 222 1.00e-16  1 243 5.25e-22  14 266 1.10e-07 PY07405 5.48e-116 12 344  9 5 1.90e-11  12 30 6.52e-07  4 42 1.57e-19  3 74 6.13e-17  10 96 5.73e-10  11 118 3.18e-12  2 139 1.60e-19  7 167 5.55e-20  6 196 1.57e-19  13 223 2.63e-09  5 261 1.28e-17  1 282 7.45e-06 PY02782 8.44e-151 13 331  9 5 1.81e-15  12 39 1.16e-05  4 60 2.88e-14  3 92 1.83e-17  10 113 4.68e-11  11 135 2.37e-15  2 156 2.55e-18  17 180 4.37e-25  6 212 6.07e-15  13 234 5.81e-07  5 271 1.29e-18  1 292 1.50e-28  8 315 3.33e-17 PY03010 3.78e-146 13 318  9 13 2.40e-11  12 39 2.54e-09  4 51 4.45e-17  3 83 7.89e-18  10 105 8.19e-17  11 127 7.94e-13  2 148 4.16e-18  7 176 2.48e-19  6 205 3.02e-19  13 232 1.36e-07  5 264 1.48e-18  1 285 4.17e-27  14 308 3.73e-07 PY06339 1.95e-113 12 350  9 5 5.96e-11  12 30 3.97e-06  4 51 2.76e-16  3 83 5.11e-18  10 105 3.63e-10  11 127 2.29e-14  2 148 1.60e-19  7 176 1.72e-19  6 205 3.40e-18  13 232 2.63e-09  5 270 1.28e-17  1 291 7.45e-06 PY01871 4.67e-149 13 323  9 5 5.76e-14  12 29 1.07e-05  4 52 9.64e-15  3 84 9.41e-21  10 106 5.23e-10  11 128 5.70e-13  2 149 1.21e-19  7 177 1.53e-17  6 206 1.57e-19  13 233 1.26e-07  5 263 3.67e-17  1 284 8.74e-29  8 307 3.33e-17 PY00297 4.00e-129 11 273  9 5 1.22e-15  12 30 4.24e-08  4 41 1.57e-22  3 73 6.45e-16  10 95 1.16e-08  11 116 2.58e-12  2 137 9.57e-18  7 165 3.57e-19  6 194 1.66e-13  1 234 1.84e-26  8 257 1.63e-14 PY05648 5.54e-132 12 318  9 5 4.62e-13  4 52 2.18e-15  3 84 6.96e-19  10 106 3.36e-12  11 128 1.52e-12  2 149 1.07e-20  7 177 1.85e-18  6 206 9.09e-18  13 228 3.22e-09  5 266 5.46e-15  1 287 4.86e-26  14 310 5.86e-08 PY07175 5.45e-109 11 343  9 5 2.25e-13  12 39 1.07e-05  4 51 5.14e-16  3 83 1.12e-18  10 105 1.39e-09  11 127 3.79e-14  2 148 4.19e-19  7 176 4.92e-17  6 205 2.05e-17  5 277 6.13e-18  1 298 9.89e-10 PY01837 2.64e-105 12 322  12 24 5.15e-07  4 41 6.32e-18  3 72 4.39e-13  10 94 9.40e-12  11 126 6.50e-12  2 147 1.36e-15  7 175 2.91e-20  6 204 1.94e-20  13 233 2.89e-11  5 259 1.60e-15  1 280 1.85e-06  8 304 3.23e-05  
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