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 Search sequence databases with these motifs using MAST.  

 Submit these motifs to BLOCKS multiple alignment processor.  

 Build and use a motif-based hidden Markov model (HMM) using Meta-MEME.  

MEME - Motif discovery tool 

MEME version 3.5.3 (Release date: 2006-04-30 01:41:24 -0700 (Sun, 30 Apr 2006)) 

For further information on how to interpret these results or to get a copy of the MEME software please access http://meme.nbcr.net. 

This file may be used as input to the MAST algorithm for searching sequence databases for matches to groups of motifs. MAST is available for interactive use and downloading at http://meme.nbcr.net. 
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Timothy L. Bailey and Charles Elkan, "Fitting a mixture model by expectation maximization to discover motifs in biopolymers", Proceedings of the Second International Conference on Intelligent Systems for Molecular Biology, pp. 28-36, AAAI Press, Menlo Park, 
California, 1994. 

TRAINING SET 

DATAFILE= pasted_sequences
ALPHABET= ACDEFGHIKLMNPQRSTVWY
Sequence name            Weight Length  Sequence name            Weight Length  
-------------            ------ ------  -------------            ------ ------  
PY02940                  1.0000    292  PY04215                  1.0000    295  
PY01080                  1.0000    295  PY00578                  1.0000    265  
PY04066                  1.0000    293  PY05822                  1.0000    292  
PY04084                  1.0000    283  PY05820                  1.0000    330  
PY07022                  1.0000    323  PY01595                  1.0000    307  
PY04430                  1.0000    288  PY07516                  1.0000    269  
PY01873                  1.0000    321  PY07501                  1.0000    271  
PY06567                  1.0000    622  PY00308                  1.0000    338  
PY06374                  1.0000    279  PY07849                  1.0000    287  
PY03760                  1.0000    279  PY07653                  1.0000    266  
PY03042                  1.0000    287  PY06126                  1.0000    290  
PY02671                  1.0000    279  PY06514                  1.0000    299  
PY00284                  1.0000    362  PY06763                  1.0000    307  
PY00494                  1.0000    299  PY02564                  1.0000    299  
PY02312                  1.0000    338  PY06851                  1.0000    312  
PY03948                  1.0000    277  PY07838                  1.0000    292  
PY06829                  1.0000    295  PY02565                  1.0000    296  
PY05708                  1.0000    295  PY03636                  1.0000    297  
PY04516                  1.0000    302  PY00988                  1.0000    345  
PY07327                  1.0000    295  PY05781                  1.0000    297  
PY03177                  1.0000    297  PY07331                  1.0000    297  
PY07421                  1.0000    327  PY02278                  1.0000    297  
PY05923                  1.0000    313  PY05871                  1.0000    339  
PY07021                  1.0000    307  PY01184                  1.0000    323  
PY03403                  1.0000    370  PY06204                  1.0000    301  
PY02652                  1.0000    304  PY03729                  1.0000    304  
PY07027                  1.0000    304  PY02298                  1.0000    304  
PY05769                  1.0000    304  PY01774                  1.0000    304  
PY06666                  1.0000    262  PY04083                  1.0000    296  
PY07413                  1.0000    304  PY06227                  1.0000    300  
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PY06886                  1.0000    286  PY04931                  1.0000    331  
PY01111                  1.0000    316  PY07533                  1.0000    288  
PY02543                  1.0000    309  PY04979                  1.0000    293  
PY06796                  1.0000    293  PY06220                  1.0000    322  
PY03987                  1.0000    285  PY07594                  1.0000    292  
PY07342                  1.0000    292  PY03973                  1.0000    292  
PY05912                  1.0000    317  PY07422                  1.0000    294  
PY05146                  1.0000    351  PY00055                  1.0000    315  
PY07264                  1.0000    311  PY04795                  1.0000    308  
PY04155                  1.0000    292  PY02140                  1.0000    292  
PY06742                  1.0000    317  PY02660                  1.0000    346  
PY06877                  1.0000    271  PY06151                  1.0000    290  
PY03983                  1.0000    324  PY05244                  1.0000    317  
PY03991                  1.0000    329  PY04554                  1.0000    299  
PY06549                  1.0000    266  PY05767                  1.0000    289  
PY02973                  1.0000    288  PY00580                  1.0000    288  
PY03986                  1.0000    281  PY07017                  1.0000    263  
PY07090                  1.0000    322  PY04988                  1.0000    308  
PY00175                  1.0000    316  PY02614                  1.0000    307  
PY02572                  1.0000    283  PY02131                  1.0000    288  
PY07546                  1.0000    274  PY02541                  1.0000    274  
PY04755                  1.0000    274  PY07160                  1.0000    274  
PY05560                  1.0000    269  PY05624                  1.0000    298  
PY03438                  1.0000    323  PY04327                  1.0000    298  
PY05410                  1.0000    298  PY03194                  1.0000    298  
PY07406                  1.0000    324  PY06754                  1.0000    301  
PY06782                  1.0000    303  PY05828                  1.0000    274  
PY05586                  1.0000    332  PY07477                  1.0000    350  
PY02036                  1.0000    272  PY01773                  1.0000    584  
PY07411                  1.0000    295  PY00997                  1.0000    300  
PY01331                  1.0000    274  PY02688                  1.0000    281  
PY00177                  1.0000    281  PY02971                  1.0000    281  
PY06732                  1.0000    322  PY07111                  1.0000    319  
PY07080                  1.0000    301  PY05816                  1.0000    306  
PY02970                  1.0000    329  PY07454                  1.0000    285  
PY04321                  1.0000    361  PY02827                  1.0000    344  
PY04466                  1.0000    293  PY02687                  1.0000    323  
PY05150                  1.0000    266  PY06760                  1.0000    321  
PY04996                  1.0000    266  PY06547                  1.0000    298  
PY07187                  1.0000    653  PY03359                  1.0000    359  
PY05688                  1.0000    330  PY07035                  1.0000    359  
PY01110                  1.0000    319  PY00493                  1.0000    346  
PY00085                  1.0000    298  PY07826                  1.0000    595  
PY02943                  1.0000    286  PY00500                  1.0000    308  
PY06334                  1.0000    282  PY04914                  1.0000    586  
PY00754                  1.0000    586  PY01963                  1.0000    545  
PY00552                  1.0000    325  PY04773                  1.0000    325  
PY06619                  1.0000    323  PY05719                  1.0000    322  
PY04733                  1.0000    343  PY06499                  1.0000    291  
PY01981                  1.0000    653  PY03091                  1.0000    291  
PY03332                  1.0000    332  PY06020                  1.0000    316  
PY07198                  1.0000    269  PY06740                  1.0000    323  
PY05673                  1.0000    328  PY06029                  1.0000    340  
PY00924                  1.0000    421  PY07624                  1.0000    275  
PY01834                  1.0000    347  PY01872                  1.0000    282  
PY07226                  1.0000    338  PY03016                  1.0000    275  
PY04786                  1.0000    275  PY03331                  1.0000    275  
PY04787                  1.0000    283  PY07405                  1.0000    344  
PY02782                  1.0000    331  PY03010                  1.0000    318  
PY06339                  1.0000    350  PY01871                  1.0000    323  
PY00297                  1.0000    273  PY05648                  1.0000    318  
PY07175                  1.0000    343  PY01837                  1.0000    322  

COMMAND LINE SUMMARY 

This information can also be useful in the event you wish to report a
problem with the MEME software.
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MEME

command: meme /home/meme/meme353/LOGS/meme.10173.data -protein -mod zoops -nmotifs 20 -maxsites 184 -minw 6 -maxw 50 -evt 1e100 -time 7200 -maxsize 60000 -nostatus -maxiter 20 

model:  mod=         zoops    nmotifs=        20    evt=        1e+100
object function=  E-value of product of p-values
width:  minw=            6    maxw=           50    minic=        0.00
width:  wg=             11    ws=              1    endgaps=       yes
nsites: minsites=        2    maxsites=      184    wnsites=       0.8
theta:  prob=            1    spmap=         pam    spfuzz=        120
em:     prior=       megap    b=          292390    maxiter=        20
        distance=    1e-05
data:   n=           58478    N=             184

sample: seed=            0    seqfrac=         1
Dirichlet mixture priors file: prior30.plib
Letter frequencies in dataset:
A 0.029 C 0.026 D 0.067 E 0.054 F 0.060 G 0.038 H 0.011 I 0.084 K 0.115 
L 0.087 M 0.020 N 0.100 P 0.020 Q 0.024 R 0.020 S 0.092 T 0.047 V 0.032 
W 0.007 Y 0.065 
Background letter frequencies (from dataset with add-one prior applied):
A 0.029 C 0.026 D 0.067 E 0.054 F 0.060 G 0.038 H 0.011 I 0.084 K 0.115 
L 0.087 M 0.020 N 0.100 P 0.020 Q 0.024 R 0.020 S 0.092 T 0.047 V 0.032 
W 0.007 Y 0.065 

P N MOTIF 1     width = 23     sites = 161     llr = 8790     E-value = 6.1e-3023 

Simplified A 9 1 4 : : : : : 2 : : : : : : : : : : : 1 : : 
pos.-

specific 
C : : : : : : : : : : : : : : : : : : : : : : : 

probability D : : : : : : : : : : : : : : : : : : : : : : : 
matrix E : : : : : : : : : : : : : : : : : : : : : : : 

F : : : 3 6 : : : 1 : : : : : a : 9 : : : 4 : : 
G : : : : : : 9 : : : : : : : : a : : : : : : : 
H : : : : : : : : : : : : : : : : : : : : : : : 
I : 7 : 6 : : : 8 : : : : : : : : : : : : : : : 

K : : : : : : : : : : a : : : : : : : a 1 : 2 a 
L : : 1 : 3 9 : : : : : : : a : : : : : : : : : 

M : : : : : : : : : : : : : : : : : : : : : : : 
N : : : : : : : : : : : : : : : : : : : : : : : 
P : : 2 : : : : : : : : : : : : : : : : : : : : 
Q : : : : : : : : : : : : : : : : : : : : : 8 : 
R : : : : : : : : : : : : : : : : : a : 9 : : : 
S : : 2 : : : : : 7 : : : a : : : : : : : 3 : : 
T : : : : : : : : : : : : : : : : : : : : : : : 
V : 1 : : : : : 2 : : : : : : : : : : : : 1 : : 

W : : : : : : : : : : : : : : : : : : : : : : : 
Y : : : : : : : : : a : a : : : : : : : : : : : 

.
bits 7.1 

6.4 
5.7   
5.0     

Information 4.3             
content 3.6                         

(78.8 bits) 2.8                                         
2.1                                               
1.4                                               
0.7                                               
0.0 

.
Multilevel AIAIFLGISYKYSLFGFRKRFQK

consensus SFL A SK

sequence P

.
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NAME       START   
P-

VALUE 
        SITES   

PY01871 285 8.74e-29 KLIPVLSIFS AIPIFLGIAYKYSLFGFRKRFQK QKLREKLKNV 
PY07624 237 8.74e-29 SLISIAFIFV AIPIFLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY00493 308 8.74e-29 KLIPVLLIFP AIPIFLGIAYKYSLFGFRKRFQK QKLREKLKNV 
PY07035 321 8.74e-29 KLFIVLSIFG AIPIFLGIAYKYSLFGFRKRFQK QKLREKLKNV 
PY04996 228 8.74e-29 SLISIAFIFV AIPIFLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY06760 290 8.74e-29 KLIPVLLIFG AIPIFLGISYKYSLFGFRKRFQK QKLREKLKK 
PY05150 228 8.74e-29 SLISIALIFV AIPIFLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY02687 285 8.74e-29 KLFIVLSIFG AIPIFLGIAYKYSLFGFRKRFQK QKLREKLKNV 
PY02970 291 8.74e-29 KLIPVLLIFA AIPIFLGIAYKYSLFGFRKRFQK QKLREKLKNV 
PY07160 236 8.74e-29 SLISIAFIFV AIPIFLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY02541 236 8.74e-29 SLISIALIFV AIPIFLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY02131 236 8.74e-29 SLISIALIFV AIPIFLGISYKYSLFGFRKRFQK QKLRFYVVEP 
PY02782 293 1.50e-28 KLIPVLSIFV AIAFFLGISYKYSLFGFRKRFQK QKLREKLKNV 
PY00924 383 1.50e-28 RLFTVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKLKNI 
PY05586 294 1.50e-28 NLFIVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKLKNI 
PY03194 260 1.50e-28 RLFTVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY05624 260 1.50e-28 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKLKNI 
PY04795 270 1.50e-28 TIISVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKLKNI 
PY05146 313 1.50e-28 NLFIVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKLKNI 
PY05769 266 1.50e-28 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY02298 266 1.50e-28 RLFTVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY02652 266 1.50e-28 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKIKNX 
PY06204 266 1.50e-28 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKIKKI 
PY06829 257 1.50e-28 RLFTVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY06567 584 1.50e-28 NLFIVLSIFG AIAFFLGISYKYSLFGFRKRFQK QKLREKLKNI 
PY05688 300 3.47e-28 KLIIVLSIFG AIAIFLGISYKYSLFGFRKRSQK HLREKLKK 
PY04554 268 3.47e-28 KLIPVLSIFP AIPIFLGIAYKYSLFGFRKRSQK QHIREKLKK 
PY06742 286 3.47e-28 KLIPVLSIFG AIAIFLGISYKYSLFGFRKRSQK QHLKEKLKK 
PY06666 231 3.47e-28 KLIPILSILV AIPIFLGIAYKYSLFGFRKRSQK QHLREIVKK 
PY01872 244 6.85e-28 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRAQK QYLREKIKNI 
PY00177 243 6.85e-28 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRAQK QHLREKIKKI 
PY05410 260 6.85e-28 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRAQK QYLREKIKKI 
PY00580 250 6.85e-28 RLFAVLSIFG AIAFFLGISYKYSLFGFRKRAQK QYLREKIKKI 
PY03991 291 6.85e-28 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRAQK QYLREKIKKI 
PY07342 254 6.85e-28 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRAQK QYLREKIKNI 
PY06796 255 6.85e-28 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRAQK QYLREKIKKI 
PY05708 257 6.85e-28 KIFTVLSIFG AIAFFLGISYKYSLFGFRKRAQK QYIREKIKNI 
PY04733 313 7.99e-28 KLIPVLLILG AIPIFLGIAYKYSLFGFRKRVQK HLREKLKK 
PY07594 254 7.99e-28 KLIPILSILV AIAIFLGISYKYSLFGFRKRVQK QYLREKIKNI 
PY03403 340 7.99e-28 KLIPVLLILG AIPIFLGIAYKYSLFGFRKRVQK NLREKLKK 
PY02543 271 9.62e-28 KLFTVLSIFG AIAFLLGISYKYSLFGFRKRFQK QKLREKLKNI 
PY03729 266 9.62e-28 KLFTVLLIFG AIAFLLGISYKYSLFGFRKRFQK QQIREKIKNI 
PY02278 259 9.62e-28 KLISVLSVFG AIAFLLGISYKYSLFGFRKRFQK QKLREKIKTI 
PY00494 261 9.62e-28 KLFTVLSIFG AIAFLLGISYKYSLFGFRKRFQK QKLREKLKNI 
PY04215 257 9.62e-28 KLFTVLSIFG AIAFLLGISYKYSLFGFRKRFQK QKXREKIKNI 
PY07477 312 1.11e-27 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRVQK QYLREKIKNI 
PY04327 260 1.11e-27 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRVQK QYLREKIKKI 
PY01873 290 1.67e-27 KLIPVLLIFG AIPILLGVSYKYSLFGFRKRFQK QKLREKLKK 
PY07411 255 2.19e-27 KLIRVLSILV AIPIFWGISYKYSLFGFRKRSQK QNLREKLKKI 
PY03636 259 2.59e-27 KLFTVLSIFG AIAFLLGISYKYSLFGFRKRAQK QYLREKIKKI 
PY06020 285 3.60e-27 KLVTVLSIFG AIAILLGVSYKYSLFGFRKRSQK QHLREKLKK 
PY02971 243 3.60e-27 RLFTILSIFG AIAFFLGIFYKYSLFGFRKRFQK QKLREKIKNI 
PY07021 269 3.60e-27 KLFIVLSIFG AIGIFLGISYKYSLFGFRKRFQK QKLREKLKNI 
PY03010 286 4.17e-27 KLIPVVSIFV AISFFLGISYKYSLFGFRKRSQK HLREKVDVMF 
PY03983 293 5.44e-27 KLIPVLSIIV AIPIFLGIFYKYSLFGFRKRSQK QHLREKIKK 
PY05781 259 6.69e-27 KLLLILSIFG AIAIFLGISYKYSLFGFRKRFKK QQIREKIKNI 
PY01834 316 7.50e-27 KLFIVLSIFA AIPFFLGIAYKYSLFGFRKRTQK HHLRENLKK 
PY00085 260 7.50e-27 TLISIGFIFV AVSIFLGIAYKYSLFGFRKRFQK QKLREKIKNI 
PY04755 236 7.50e-27 TLVPIAFIFV AVSIFLGIAYKYSLFGFRKRFQK QKLREKIKNI 
PY00175 285 8.95e-27 KLIPILSILV AIPMFLGIAYKYSLFGFRKRFQK QKLREKLKK 
PY04988 270 8.95e-27 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRFKK QQIREKIKKI 
PY07017 225 8.95e-27 KLISVLSIFG AIAFFLGISYKYSLFGFRKRFKK QQIREKIKNI 
PY03973 254 8.95e-27 KLIPILSILV AIAIFLGISYKYSLFGFRKRGQK QYLREKIKII 
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PY04979 255 8.95e-27 KLFTVLSIFA AIAFFLGISYKYSLFGFRKRFKK QQIREKIKNI 
PY01774 266 8.95e-27 RLFTVLSIFG AIAFFLGISYKYSLFGFRKRFKK QQIREKIKNI 
PY07027 266 8.95e-27 RLFTVLSIFG AIAFFLGISYKYSLFGFRKRFKK QQIREKIKNI 
PY03177 259 8.95e-27 KLFTVLSIFG AIAFFLGISYKYSLFGFRKRFKK QQIKEKIKNI 
PY02564 261 8.95e-27 KLFIVLSIFG AIAFFLGISYKYSLFGFRKRFKK QQIREKIKNI 
PY06514 261 8.95e-27 NLFIVLSIFG AIAFFFGISYKYSLFGFRKRFQK QKLREKIKNI 
PY01110 288 1.38e-26 KLVIVLPILA AIPIFLGIAYKYSLFGFRKRSKK QHLREKLKK 
PY04786 244 1.57e-26 TLISIGFIFV AVSIFLGIAYKYSLFGFRKRSQK QHLREMLKK 
PY02688 243 1.57e-26 KLISVLSIFG AIGFLLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY02312 307 1.57e-26 KLVPILSIFV AIAIFFGISYKYSLFGFRKRAQK QHLREKLKK 
PY07653 228 1.57e-26 SLISIAFIFV AIPIFFGISYKYSLFGFRKRAQK QYLRETIKNI 
PY02940 254 1.57e-26 KLISVLSIFG AIGFLLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY00297 235 1.84e-26 SLISIAFIFV AASILLGVSYKYSLFGFRKRFQK QKLREXLKNI 
PY03091 260 1.84e-26 ILITIGIIFV AASILLGVSYKYSLFGFRKRFQK QKLREKLKK 
PY06227 269 1.84e-26 TLISIAIIFV AASILLGVSYKYSLFGFRKRFQK QKLRENLKK 
PY04083 258 1.84e-26 NLFIVLSIFG AIGFFLGISYKYSLFGFRKRVQK QKLREKIKNI 
PY03948 246 1.84e-26 IIIPIAIIFV AASILLGISYKYSLFGFRKRSQK QHLREKLKK 
PY07422 256 2.79e-26 KLISVLSVFG AIAFLLGISYKYSLFGFRKRFKK QQIREKIKNI 
PY07331 259 2.79e-26 KLFTVLSIFG AIAFLLGISYKYSLFGFRKRFKK QQIREKIKNI 
PY07546 236 3.20e-26 SLISIAFIFG AIALFLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY03331 244 3.67e-26 TLITIGIIFV AASILLGVSYKYSLFGFRKRSQK QHLREKLKK 
PY06499 260 3.67e-26 TLITIAIIFV AASILLGVSYKYSLFGFRKRSQK QHLREMLKK 
PY04466 255 3.67e-26 KLFTVLSIFG VIAFLLGISYKYSLFGFRKRFQK QKLREKIKNI 
PY01331 243 3.67e-26 TLITIAIIFV AASILLGVSYKYSLFGFRKRSQK QHLREKLKT 
PY02036 241 3.67e-26 TLISIAIIFV AASILLGVSYKYSLFGFRKRSQK HHLKEMLKK 
PY06754 270 3.67e-26 TLIIIAIIFV AASILLGVSYKYSLFGFRKRSQK QHLREKLKK 
PY05560 238 3.67e-26 TLITIAIIFV AASILLGVSYKYSLFGFRKRSQK QHLREMLKK 
PY06877 240 3.67e-26 TLITIAIIFV AASILLGVSYKYSLFGFRKRSQK QHLREMLKK 
PY07533 239 3.67e-26 ILITIAIIFI AASILLGVSYKYSLFGFRKRSQK QHLREMFLCC 
PY06886 255 3.67e-26 ILITIAIIFV AASILLGVSYKYSLFGFRKRSQK HHLREKLKK 
PY05871 308 3.67e-26 KLVIVLPILA AIPIFLVIAYKYSLFGFRKRSQK QQLREKLKK 
PY05923 282 3.67e-26 MLITIAIIFV AASILLGVSYKYSLFGFRKRSQK QHLREMLKK 
PY07838 261 3.67e-26 TLITIAIIFV AASILLGVSYKYSLFGFRKRSQK QYLREMLKK 
PY07516 228 3.67e-26 MLITIAIIFV AASILLGVSYKYSLFGFRKRSQK QHLREKLKNS 
PY05648 288 4.86e-26 KLFIVLSIFG AITIFLGISYKYSLFGFRKRVQK HLRKKLIK 
PY02827 313 5.54e-26 KLIPVLSIIV AIPIFLGIFYKYSLFGFRKRTQK QHIREKLKK 
PY00997 269 5.54e-26 KLVIVLPILA AIAIFWGIAYKYSLFGFRKRSKK QHLREKLKK 
PY05244 286 5.54e-26 KLIPVLSIIV AIPIFLGIFYKYSLFGFRKRTQK QHLRKKLKK 
PY06151 252 5.54e-26 TLISITFIFV AISICLGIAYKYSLFGFRKRFQK QKLREKLKNV 
PY05719 284 8.28e-26 KLFIVLSIFG AIGIFLGISYKYSLFGFRKRFKK QQIREKIKNI 
PY03042 249 8.28e-26 NLLLVLSIFG AIGIFLGISYKYSLFGFRKRFKK QQIREKLKNI 
PY07111 288 1.08e-25 KLIPVLSIFV AIAILGGISYKYSLFGFRKRVQK QHLREKLKK 
PY06619 285 1.23e-25 KLLLVLSIFA TIAIFLGIAYKYSLFGFRKRVQK QYLREKIKNI 
PY06732 291 1.23e-25 KLIPVLSIVV AIAFFFGISYKYSLFGFRKRSQR QHLREKLKK 
PY07406 286 1.23e-25 KLIPVLLIFA AIPIFLGISYKYSLFGFRKRSQX QYLREKIKNI 
PY02614 269 1.23e-25 KLFTVLSIFG AIAFLLGVSYKYSLFGLRKRFQK QKLREKLKNI 
PY05673 290 1.57e-25 KLIPVLLIFT AIPIFLGIVYKYSLFGFRKRFKK QQIREKIKNI 
PY02973 250 2.27e-25 RLFAVLSIFG AIAFFLGISYKYSLFGFRKRGKK QYLREKIKNI 
PY00500 270 2.91e-25 KLFIVLSIFG AIGIFWGISYKYSLFGFRKRFKK QQIREKIKNI 
PY02671 249 2.91e-25 TLMSIGFIFF AVSIFLGISYKYSLFGFRKRSKK HLREKLKK 
PY03359 328 3.30e-25 KLILIPIIFV ATLILLGIAYKYSLFGFRKRSQK QHLRKKIKT 
PY06782 272 3.30e-25 KLILIPIIFV ATLILLGIAYKYSLFGFRKRSQK QYXREXIKX 
PY06220 284 3.30e-25 KLISIPFIFV ATLILLGIAYKYSLFGFRKRSQK QYLREKIKNI 
PY07022 292 3.30e-25 KLISIPFILV ATLILLGIAYKYSLFGFRKRSQK QHLREKLKK 
PY00055 284 4.71e-25 KIIPVLSIFA AILFFGGISYKYSLFGFRKRSQK QHLREKIKK 
PY03760 249 5.32e-25 TLISIASIFV AVSTFLGISYKYSLFGFRKRFQK HLRKRLKK 
PY06374 249 5.98e-25 TLMSIGFVFV AASILLGVSYKYSLFGFRKRSKK HLREKLKK 
PY01080 257 5.98e-25 RLFTVLSIFG VIAFLLGISYKYSLFGFRKRFKK QQIREKIKNI 
PY07849 249 6.74e-25 TLIPIAFIFV TVSIFLGIAYKYSLFGFRKRFQK QKLREKIKNI 
PY05822 254 6.74e-25 KLISVLSILV AIAFLGGISYKYSLFGFRKRFKK QQIKEKIKNI 
PY04516 271 7.57e-25 IIITIAIIFV AVSILLGVSYKYSLFGFRKRFKK QHLREKLKK 
PY06126 249 7.57e-25 TLISIGFIFV AVSIFLGIAYKYSLLGFRKRSQK QCLREKIKNI 
PY07090 291 8.56e-25 KLIPVLSIIV AIPIFLGIFYKYSLFGFRKRTKK QHLKEKIKK 
PY04084 252 1.36e-24 TLITIAIIFV AASILLVVSYKYSLFGFRKRSQK QHLREMLKK 
PY02565 265 1.53e-24 TLIPIAIIFV VASFFFGISYKYSLFGFRKRFQK QKLREKIKK 
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PY04430 246 1.93e-24 TLISIGFIFV AVSILLGIAYKYSLLGFRKRSQK QCLRERIKNI 
PY02943 244 2.42e-24 ALIPIAFIFV AVLIFLGIAYKYSLLGFRKRSQK QCLRERIKNI 
PY07264 280 3.03e-24 TLIPIAIIFV AASILLGVSYKYSLFGFRKQSQK QHLREKLKK 
PY06029 309 3.80e-24 KLIPVLSIFG AIVFFLGISYKYSLFGSRKRSQK QHLREKLKK 
PY06851 281 4.74e-24 KLIPVLSIIV AIPIFFAIVYKYSLFGFRKRSQK QKLREKLKK 
PY05820 299 5.29e-24 KLISIPFIFV VTLILLGIAYKYSLFGFRKRSQK QQIREKLKK 
PY03987 254 5.91e-24 ILITIAIIFV AASIFLGIAYKYSLLGFRNRFQK QKLREKLKK 
PY07226 307 9.13e-24 KLILIPIIFV ATLILLGIGYKYSLFGFRKRSQK QYLREKLKK 
PY01184 293 2.14e-23 KLIPVLLIFV AIPICLGIAYKYSLFGFRKQSKK HLREKLKK 
PY02660 316 2.93e-23 KLIPIPFIFI VILILLGIARKYSLFGFRKRAQK HLREKLKK 
PY07327 257 3.25e-23 NLFIVLSIFG AIGFFLGISYKYSLFGLRKRAQX QYIREKIKNI 
PY04321 325 3.60e-23 KLISIPFIFV ATLILLGIAYKYSLFGIRKRSQK QHLRNNFYVV 
PY03016 244 5.44e-23 TLITIGIIFV AASILLGVSYKYSLFGFRKRPEK QHLREMLKK 
PY03986 250 7.37e-23 TLIAIAIIFV VASILLGVSYKYSLFGFQKRSQK QHLREKLKK 
PY05912 286 1.22e-22 KLILVLSILA AIAISLVISYKYSLFGFRKRARK QYLRENLKK 
PY04066 254 4.77e-22 TLIKIAIIFV AASILFGVSYKYSLFGFRKKVKK RLRRKLKSLR 
PY04787 244 5.25e-22 TLIKIAIIFV ASSILLGISYKYSLFGFRKKVKK RLRRKLKSLR 
PY05767 250 8.43e-22 TLIKIAIIFV ASSILLGVSYKYSLFGFRKKVKK RLRRKLKSLR 
PY00308 281 2.81e-21 NTVIPGLSIF AIPVFLGVAYKYSLFGFDKLFQR QYIRKKLKKF 
PY00552 287 6.33e-21 KLILALSIFS AITIFLGIFYKGSLFVLRKRAQK QHLREKLKNI 
PY06334 244 1.40e-20 TLIPIAFMLV ALSIFLGIEYKYSSLGFRKRSQK QCLREKIKNI 
PY04773 287 7.77e-20 KLILALSIFS AMTIFLGIFYKCSLFILRKRSQK QHLREKLKNI 
PY01595 276 3.70e-19 KLILALLIFS TISIFLGIFFKCSLFVLRKRAQK QYLREKLKK 
PY01963 380 4.35e-19 KKMGFSILII LIPIALAIMYKYLPFGWRKKSKK KKKMKKAINM 
PY00754 409 4.35e-19 KNMGFSILII LIPIALAIMYKYLPFGWRKKSKK KKKMKKAINM 
PY04914 409 4.35e-19 KNMGISILII LIPIALAIMYKYLPFGWRKKSKK KKKMKKAINM 
PY07187 462 4.35e-19 KKMGISILVL LIPIALAIMYKYLPFGWRKKSKK KKKMKKAINM 
PY01773 420 4.35e-19 KKMGISILII LIPIALAIMYKYLPFGWRKKSKK KQKMKKAINM 
PY01981 436 6.49e-19 KKMGISILIL LIPIALVIMYKYLPFGWRKKSKK KKKMKKAINM 
PY05816 270 9.64e-18 KLIIALSIFT AIIIFWRIFYKYSLFGLRKNSKT IFKRKAKTVK 
PY02140 252 9.64e-18 NFYILLLIFG IIVVFIGIYYKYSLSGFRNRFKK LYLRKKLKKM 
PY03438 294 1.40e-17 KFISIPFIFV VTLILLGIAYKYSLFKSRKPFHR PIQKKKK 
PY04155 252 1.75e-17 NFYILLLIFG IIIVFIGIYYKYSLSGFRNRFKK LYLRKKLKKM 

Motif 1 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY01871 8.7e-29 1 

PY07624 8.7e-29 1 

PY00493 8.7e-29 1 

PY07035 8.7e-29 1 

PY04996 8.7e-29 1 

PY06760 8.7e-29 1 

PY05150 8.7e-29 1 

PY02687 8.7e-29 1 

PY02970 8.7e-29 1 

PY07160 8.7e-29 1 

PY02541 8.7e-29 1 

PY02131 8.7e-29 1 

PY02782 1.5e-28 1 

PY00924 1.5e-28 1 

PY05586 1.5e-28 1 

PY03194 1.5e-28 1 

PY05624 1.5e-28 1 

PY04795 1.5e-28 1 

PY05146 1.5e-28 1 
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PY05769 1.5e-28 1 

PY02298 1.5e-28 1 

PY02652 1.5e-28 1 

PY06204 1.5e-28 1 

PY06829 1.5e-28 1 

PY06567 1.5e-28 1 

PY05688 3.5e-28 1 

PY04554 3.5e-28 1 

PY06742 3.5e-28 1 

PY06666 3.5e-28 1 

PY01872 6.9e-28 1 

PY00177 6.9e-28 1 

PY05410 6.9e-28 1 

PY00580 6.9e-28 1 

PY03991 6.9e-28 1 

PY07342 6.9e-28 1 

PY06796 6.9e-28 1 

PY05708 6.9e-28 1 

PY04733 8e-28 1 

PY07594 8e-28 1 

PY03403 8e-28 1 

PY02543 9.6e-28 1 

PY03729 9.6e-28 1 

PY02278 9.6e-28 1 

PY00494 9.6e-28 1 

PY04215 9.6e-28 1 

PY07477 1.1e-27 1 

PY04327 1.1e-27 1 

PY01873 1.7e-27 1 

PY07411 2.2e-27 1 

PY03636 2.6e-27 1 

PY06020 3.6e-27 1 

PY02971 3.6e-27 1 

PY07021 3.6e-27 1 

PY03010 4.2e-27 1 

PY03983 5.4e-27 1 

PY05781 6.7e-27 1 

PY01834 7.5e-27 1 

PY00085 7.5e-27 1 

PY04755 7.5e-27 1 

PY00175 9e-27 1 

PY04988 9e-27 1 

PY07017 9e-27 1 

PY03973 9e-27 1 

PY04979 9e-27 1 

PY01774 9e-27 1 

PY07027 9e-27 1 

PY03177 9e-27 1 
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PY02564 9e-27 1 

PY06514 9e-27 1 

PY01110 1.4e-26 1 

PY04786 1.6e-26 1 

PY02688 1.6e-26 1 

PY02312 1.6e-26 1 

PY07653 1.6e-26 1 

PY02940 1.6e-26 1 

PY00297 1.8e-26 1 

PY03091 1.8e-26 1 

PY06227 1.8e-26 1 

PY04083 1.8e-26 1 

PY03948 1.8e-26 1 

PY07422 2.8e-26 1 

PY07331 2.8e-26 1 

PY07546 3.2e-26 1 

PY03331 3.7e-26 1 

PY06499 3.7e-26 1 

PY04466 3.7e-26 1 

PY01331 3.7e-26 1 

PY02036 3.7e-26 1 

PY06754 3.7e-26 1 

PY05560 3.7e-26 1 

PY06877 3.7e-26 1 

PY07533 3.7e-26 1 

PY06886 3.7e-26 1 

PY05871 3.7e-26 1 

PY05923 3.7e-26 1 

PY07838 3.7e-26 1 

PY07516 3.7e-26 1 

PY05648 4.9e-26 1 

PY02827 5.5e-26 1 

PY00997 5.5e-26 1 

PY05244 5.5e-26 1 

PY06151 5.5e-26 1 

PY05719 8.3e-26 1 

PY03042 8.3e-26 1 

PY07111 1.1e-25 1 

PY06619 1.2e-25 1 

PY06732 1.2e-25 1 

PY07406 1.2e-25 1 

PY02614 1.2e-25 1 

PY05673 1.6e-25 1 

PY02973 2.3e-25 1 

PY00500 2.9e-25 1 

PY02671 2.9e-25 1 

PY03359 3.3e-25 1 

PY06782 3.3e-25 1 
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PY06220 3.3e-25 1 

PY07022 3.3e-25 1 

PY00055 4.7e-25 1 

PY03760 5.3e-25 1 

PY06374 6e-25 1 

PY01080 6e-25 1 

PY07849 6.7e-25 1 

PY05822 6.7e-25 1 

PY04516 7.6e-25 1 

PY06126 7.6e-25 1 

PY07090 8.6e-25 1 

PY04084 1.4e-24 1 

PY02565 1.5e-24 1 

PY04430 1.9e-24 1 

PY02943 2.4e-24 1 

PY07264 3e-24 1 

PY06029 3.8e-24 1 

PY06851 4.7e-24 1 

PY05820 5.3e-24 1 

PY03987 5.9e-24 1 

PY07226 9.1e-24 1 

PY01184 2.1e-23 1 

PY02660 2.9e-23 1 

PY07327 3.3e-23 1 

PY04321 3.6e-23 1 

PY03016 5.4e-23 1 

PY03986 7.4e-23 1 

PY05912 1.2e-22 1 

PY04066 4.8e-22 1 

PY04787 5.2e-22 1 

PY05767 8.4e-22 1 

PY00308 2.8e-21 1 

PY00552 6.3e-21 1 

PY06334 1.4e-20 1 

PY04773 7.8e-20 1 

PY01595 3.7e-19 1 

PY01963 4.3e-19 1 

PY00754 4.3e-19 1 

PY04914 4.3e-19 1 

PY07187 4.3e-19 1 

PY01773 4.3e-19 1 

PY01981 6.5e-19 1 

PY05816 9.6e-18 1 

PY02140 9.6e-18 1 

PY03438 1.4e-17 1 

PY04155 1.7e-17 1 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625
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MEME

Motif 1 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 1 position-specific scoring matrix 

 

Motif 1 position-specific probability matrix 

 

Time 308.46 secs.

P N MOTIF 2     width = 21     sites = 183     llr = 6601     E-value = 9.8e-2010 

Simplified A : : : : : : : : : : : : 6 : : : : : : : : 
pos.-

specific 
C : : : : : : : : : : : : : : : : : a : : : 

probability D 3 : 5 : 1 5 : : : : : 5 : : : : : : 1 : : 
matrix E : : : : 1 : : : : : : 2 : : : : : : 2 : : 

F : : : : : : : : : 7 : : : 8 : : : : : : : 
G : : : : : : : : : : : : : : : : : : : : : 
H : : : : : 1 : : : : : : : : : : : : : : 1 
I : 6 : 6 : 2 5 : : : : : : : : 1 1 : : 1 1 

K : : : 1 4 1 : : 6 : : 1 : : 8 : : : 1 : : 
L : : : : : : 1 : : 2 : : 2 2 : 4 9 : : 1 : 

M : 4 : : : : 3 : : : : : : : : : : : : 8 : 
N 5 : 3 1 2 1 : : 3 : : : : : 1 : : : 4 : 1 
P : : : : : : : 1 : : : : 1 : : : : : : : : 
Q : : : : : : : : : : : : : : : : : : : : : 
R : : : : : : : : : : : : : : : : : : : : : 
S 1 : 1 1 1 : : 8 : : : : : 1 : 3 : : 1 : : 
T : : : : : : : : : : : : : : : : : : : : : 
V : : : : : : 1 : : : : : : : : : : : : : : 

W : : : : : : : : : : : : : : : : : : : : : 
Y : : : : : : : : : : a : : : : : : : : : 7 

.
bits 7.1 

6.4 
5.7 
5.0   

Information 4.3     
content 3.6         

(52.0 bits) 2.8                       
2.1                           
1.4                                         
0.7                                           
0.0 

.
Multilevel NIDIKDISKFYDAFKLLCNMY

consensus DMN NIM NL L S E

sequence 

.
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NAME       START   
P-

VALUE 
        SITES   

PY03331 135 1.84e-23 GFIDTKIESM NMDIKDISNFYDAFKSLCNMY SEIGVEDYEF 
PY02036 131 1.84e-23 SVIENKIKSM NMDIKDISNFYDAFKSLCNMY SEIELYNYQC 
PY05560 129 1.84e-23 DLIGEKIRLM NMDIKDISNFYDAFKSLCNMY SEIDSISDCK 
PY02572 131 1.69e-22 EVISAKIKSM NIDIKDISNFYDAFKSLCNMY SEIGAEDNPC 
PY05923 172 1.69e-22 DVIDTKIESM NIDIKDISNFYDAFKSLCNMY SEFDPEKSTE 
PY02565 156 1.69e-22 DVIETKIRSI NIDIKDISNFYDAFKSLCNMY SEIGAEDYQC 
PY03948 136 1.69e-22 DDICKKIKSM NIDIKDISNFYDAFKSLCNMY SEIIAEDYQC 
PY06499 151 3.07e-22 DDIGNKIKSI DIDIKDISNFYDAFKSLCNMY SERDAITQCK 
PY00580 137 3.07e-22 EYMKKRNDLM NINIEDMSKLYDAFKLLCNMY SEVATNKDDN 
PY03987 146 3.07e-22 DVIKKKIESM DIDIKDISNFYDAFKSLCNMY NEIVADDDQC 
PY07533 128 3.07e-22 EVIDTKIKSM DIDIKDISNFYDAFKSLCNMY SEFDPEENTE 
PY06886 146 3.07e-22 NVICKKIKSM DIDIKDISNFYDAFKSLCNMY SEISVEDYEF 
PY07838 153 3.07e-22 DDIGNKIKLM DIDIKDISNFYDAFKSLCNMY IEVDAENYQC 
PY07516 143 3.07e-22 GVIDEKIESM DIDIKDISNFYDAFKSLCNMY IEIGTEKNTK 
PY03177 138 3.78e-22 EFMKERTDLL NMNIKDMSKFYDAFKLLCIMY DNYSTNKDNK 
PY00284 161 1.40e-21 EIIFKNMDFS NIDIKDISKFYEAFKLLCKMH DELNDGKLEC 
PY05244 158 1.67e-21 EFIEKNEYLM NIGINDMSKFYDAFKPLCNMY TELNANDASD 
PY06877 129 1.99e-21 DVIEKKMKSM NMNIKDISNFYDPFKSLCNMY SELDPEKNTE 
PY02973 137 2.83e-21 EFMDKKNDLL NINIEDMSKFYDAFKLLCIMY NADATNKDDN 
PY03091 150 3.99e-21 DVIKKQISSM NIDIKDISNFYDALKSLCNMY SELDENNNQC 
PY04996 131 3.99e-21 DLINKKNYLM EMNIKDISKFYDAFKSLCEMY TEFDEDNQKC 
PY04516 162 3.99e-21 DVIYKKIKST NIDIKDISNFYDALKSLCNMY SEIDPEDYEC 
PY03983 158 5.59e-21 EFIEKNKYLM NIGINDMSNFYDAFKPLCNMY TELDANDTDN 
PY06547 139 7.78e-21 EIIDQKSDLL DINIKDMSDFYDAFKSLCNMY NSVATSKHDT 
PY03986 139 7.78e-21 DVIENKIKSM NMNIKDVSNFYDAFKSLCNMC SEISAEANTE 
PY07653 131 7.78e-21 DLINKKNYLM KMNIKDISKFYDAFKSLCEMY TEFDEDNPKC 
PY05648 150 1.07e-20 KLLDEKNYVL NMDSNDVPKFYEAFKSLCEMY TEFDETKKDC 
PY05769 139 1.07e-20 YLIDKKKYFL DMDKKIISNFYEAFKLLCEMH AEFDDNSQYC 
PY02652 139 1.07e-20 YLIDKKKYFL DMDKKIISNFYEAFKLLCEMH AEFDDNSQYC 
PY07331 132 1.07e-20 DLIDQKKYLV DMDKKIISNFYEAFKLLCEMH AEFDDNSQYC 
PY01080 130 1.07e-20 DLIDQKKYLI DMDKKIISNFYEAFKLLCEMH AEFDDNSQYC 
PY03016 134 1.26e-20 DVIDKKIGSM NIDINDISNFYVAFKSLCNMY SEFNEETINC 
PY02827 169 1.26e-20 EFIEGNEYFT NMDMNIMSNFYDAFKLLCTMH TEFNENEPDC 
PY01834 186 1.48e-20 ELIEKNECLM NISINDISKFYDAFKILCNMY IDYNGNSSNC 
PY03729 139 1.48e-20 DLIDKKTYFL NMNRNIISKFYEAFKLLCEMY AEFDDNTPYC 
PY04787 135 1.73e-20 AVIDKKIKSM NMNIKDISNFYDPFKSLCKMY IEVDASNQCM 
PY05767 141 1.73e-20 DVIKNKIKSM NMNIKDISNFYDPFKSLCKMY IEVDANNQCM 
PY00493 175 2.03e-20 GLIDTKIDVL NMDSKIVSKFYKAFKLLCEMY TEFDEKKNDC 
PY07035 184 2.03e-20 KDLIDKKNVF GMDSNDVSKFYEAFKLLCEMY TEFDENASNC 
PY02687 148 2.03e-20 KDLIDKKNVF GMDSNDVSKFYEAFKLLCEMY TEFDENASNC 
PY01110 141 6.78e-20 IEETKEYMDI NININDMSKFYELLKLLCNMY TSYDNNNSSQ 
PY02564 139 6.78e-20 KDLLDKKNIK NMNIKNMSKFYAPFKSLCNMY NEFNDNMTDC 
PY06567 150 6.78e-20 EIINKKKDLL NISIENMSKFYDAFKLLCSMY TEFNANTPDC 
PY07264 130 7.85e-20 DVIDAKIKSM NMNIKDISNFYDAFKLLCKMN NEIGTKKIQC 
PY03332 168 9.07e-20 NIIDKIKEYM DIDISHMSKFYELLKLLCNMH TAYTKDKSND 
PY02971 129 9.07e-20 EVLNKKSDLL NINIKDMSEFYDAFKLLCNIY GNVTTRKDNN 
PY01871 150 1.21e-19 KLLDKKNYVL NMNSNIVPKFYEAFKSLCEMY TEFDENTSNC 
PY05410 140 1.39e-19 EFMNERNDFM NINIEDLSKFYDASKLLCNMY GNVEKNANDT 
PY06227 159 1.39e-19 TVIEKKIRSM DIDIKDIYNFYDAFKSLCNMY SETDVDNYKC 
PY06339 149 1.60e-19 ELLDKKNDVL NMDSKIVPKFYKAFKSLCEMY TEFDENKENC 
PY07405 140 1.60e-19 KLLDKKNDVL NMDSKIVPKFYKAFKSLCEMY TEYDENKENC 
PY05719 167 1.60e-19 IDKNHNLKNT DMDSNIISELYDAFKLLCEMY SEFDGSTSNC 
PY06796 140 1.60e-19 GFIDKQKDFM NINIEDLSKLYDAFKLLCSMY DNREVNTDGN 
PY06851 153 1.84e-19 EFIEKNEYLM NIGINDISNFYDAFKPLCKMY TELNANESKC 
PY07422 138 2.12e-19 YKDFLEKKIV NMDIKAISKFYAPFKSLCNMY YEFNGNNKKC 
PY05150 131 2.43e-19 DLMNKKKYLM EMNIKYISKFYDAFKSLCEMY TEFDEDNPKC 
PY04554 134 2.43e-19 EIIDQKKDLL NMDNSIISNFYKAFKSLCEMY SAFGGNTSNC 
PY07090 159 3.20e-19 EFIEANKCLM NIGINDVSNLYDAFKPLCNMY TELSANNPQN 
PY04066 144 3.20e-19 AVIEKKIKSM NMNIKDISNFYDPFKSLCNLY RELDANNKQC 
PY00988 140 3.66e-19 ITKNHDLTNV NMNKNIISELYDAFKLLCEMY TEFNENTSNC 
PY07175 149 4.19e-19 GLIDTKMEVL NMDSNNVSKFYKAFKSLCEMY NELDDDKTKC 
PY03438 140 4.19e-19 DLINKKKEYI DIDIKDMSKLYDAFKILCKMI INADKKDDGK 
PY04084 142 4.19e-19 DVIENKIKSM DMNIKDISNFYDPFKSLCNVY SELDPEKTQC 
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PY01184 161 4.80e-19 EFIKGNECFM SINITEMSKFYDAFKLLCEMY IGGNIDKSSC 
PY03636 145 6.25e-19 EFIAEQKDLL NINIEDLSKFYDAFKLICSMY GNFETNKHEQ 
PY04215 139 7.13e-19 KDLLDKKNIK NMNIKNMSKFYVPFKSLCSMY YGFKEGDKKC 
PY00552 154 8.12e-19 EIIFKNMDFS NINIEDISKFYEAFKLLCKLH TEYDEDNLKC 
PY06029 180 9.25e-19 KIIEENKCLM NIDINDISNFYAAFKSVCNMY TELDASNPNC 
PY07477 198 9.25e-19 EFIDKRNDFM NINIEDLSKFYDASKLLCSMY INAEKHTKDS 
PY01872 129 1.05e-18 GFMDERNDLL NINIEDLSKFYDAFNLLCIMY GRVAQNKKDD 
PY07226 161 1.20e-18 DLINQKNELM DIDISVMSKFYDLFKNLCNMY INIGKKNKGG 
PY05781 138 1.20e-18 KDLVDKTKMM DMDIKYISKFYDAFNALCMMY IEFDDESSNC 
PY05816 147 1.75e-18 YNNFKEIIAK NMDFEDISKFYEAFKLLCKIH TESNENNLEC 
PY05822 138 1.75e-18 DLIDKKKYFL DIDKNIISNLYDAFKSLCKMY TGFDESTSNC 
PY01111 138 1.99e-18 KIIDETKEYM NIDINIMPKFYKLLKLLCNMY TAYNNQNSSQ 
PY02782 157 2.55e-18 ELIDKKNDVL NMDSNIAPKFYKAFKLLCEMY TEFDENTSKC 
PY05912 139 2.55e-18 SIIDTIKEYM DINISNMSKFYELLKLLCNMY NAYKNAKSND 
PY06829 129 2.55e-18 DLIDQRNYFM GMDRNIISDFYEAFKLLCEMY TIDERNLHST 
PY07021 153 2.88e-18 IDKKHDLKNK DMNKNIISKLYDAFNILCNMY TGFDESKANC 
PY03042 140 3.68e-18 ISKKHDLTNV DMNKSIISELYDAFKILCEMY TEFDKNSNCT 
PY03010 149 4.16e-18 ELINKKKDLL NMDNYIISNFYKAFKLLCEMY SEYGENTLNC 
PY02614 140 4.16e-18 IVKRHTLTND DMDNKIISELYNAFKLLCEMY TDFDENTSNC 
PY02543 142 4.16e-18 IENRHTLTND DMDNKIISELYNAFKLLCEMY TDFDENTSNC 
PY02970 158 4.69e-18 ELIDNKIAMY GMDSNILSNFYKAFKLLCEMY TEFDENTPNC 
PY05146 174 4.69e-18 ELIDNNIDLI NMNIKDISNFYDAFYALCMMH FEFNQESPDC 
PY04786 134 5.29e-18 SVIEKKIKSM NMNIKDISNFYDPFKSLFNMY SEFGPEKNTQ 
PY07624 140 5.96e-18 DLINKKNVFL NIPNKDMSKFYDAFKSLCKLY TECDNSDSDY 
PY02131 140 5.96e-18 DLINKKTYLL TMSIKDISKFYDAFKSLCKLY TECDDSDSNY 
PY00175 138 5.96e-18 KILDEIKEYM DININHMSKFYELLKLLCNMN TAYNGKNSSK 
PY07342 140 6.72e-18 EFINKEKYLM NIDIEDLSKFYDASKLICSMY GNGVQNKKGE 
PY06740 178 8.51e-18 EFIEANECLM NIGIKDMSNFYAPFKSLCNIY TEFNANKPDC 
PY00297 138 9.57e-18 ELIDKTQDLT TIDIKDISKFYNAFKSLCNLY NELDEVNPEC 
PY05624 132 9.57e-18 NLIDQKTYLL DMDTNIISNFYEVFKLLCEMY TNFDVKTLHC 
PY02541 140 9.57e-18 DLINKHNYVF NIPNEHMSKFYDAFKSLCKLY TECDNIESDY 
PY03194 145 1.21e-17 KFMDDRNDFL NINIEDLSKFYDVFNLLCKMH GNVTQNQKDD 
PY06151 147 1.21e-17 DLMDKKNGLM SIGIKDISKFYDAFKLLCEIC TEIDASTSNC 
PY07160 140 1.52e-17 DLIDTHNYVL NIPKEDISKFYDAFKSLCKLY TECDDSESDY 
PY00578 109 1.52e-17 DFIDKQKDLL NINIKDLSKFYDASKLICSMY GNVAQSQTGE 
PY06619 155 1.70e-17 DLIDTKKYYL KMDKNIISKLYNAFKLLCEMY TGFDTDKLNC 
PY06760 139 1.70e-17 DLIDKRKEFL YMDSNIVSKFYEAFKLLCNLY NELDYEKKNC 
PY00177 127 1.91e-17 EFIEGHKDLL NINIKDLSEFYDASKLICNMY GNAAQNQTGN 
PY07413 145 2.14e-17 GVIDKKIKSM KMNIKDISNFYDLFKSLCNVY SELDPKKTQC 
PY07594 138 2.68e-17 DLIDRNDYFL SMDMSIISKLYDAFNTLCDMY NELATNNSNC 
PY06220 140 2.68e-17 DLINQKKELM NINISVMSKFYGLLKILCNMH INVGKKDMFN 
PY06742 139 3.00e-17 EIIDEIKEYL DIDISHMSKFYELLKLLCSMD TAYTKNKDSE 
PY05828 138 3.35e-17 ELVDKKEDLM SIDIKDMSKFYDAFILLCDIC TGVNEEKKNC 
PY02298 137 4.17e-17 DLIDKKKYFL GMDRNIISDFYEAFKLICEMY TNFNETRSNC 
PY01873 146 4.17e-17 GLIDKRKEFL YMDSNIIPKFYEAFKLLCNLY NKLDYNNKNC 
PY06732 144 5.20e-17 NVIDQVKEYI DIDISHMPKFYELLKLLCDMN NSYTNENNSK 
PY06754 124 5.20e-17 NDIENKINSM NIGIKDMSNFYEVFKLLCKMD GELDPKKKPQ 
PY04327 145 5.20e-17 EFMDKRDYLL NINIDDLSKFYDASKLICSMY INAEKHTKES 
PY03991 176 5.20e-17 EFINKQKELF NININDLSNFYDASKLICSMY GNLATNTNED 
PY07022 139 5.20e-17 DLINQKNKFM DIDISVMSEFYRLFKILCNMH INVNKKSMGN 
PY04755 131 6.46e-17 DLIDKKQNLM SIDIKDMSKFYHAFVLLCEIC IEVNEKHTNC 
PY04083 140 7.19e-17 DLIDKKKEFM DISNEKISKLYDLFKSLCNMY FYLDENNPDC 
PY04155 132 8.00e-17 DLIDRNDYFL SMDKSIISKLYDALTSLCNMH VTDAGHVPNC 
PY06782 126 9.91e-17 IDLINQNKLM DIDISVMSKFYDLFKNICSMY INIGKKNKGE 
PY07111 141 1.10e-16 KIMDGIKEYM DINISHMPRFYELLKLLCNMN SDIEKKSSDD 
PY05871 160 1.10e-16 GIIDEIKEYM DINISYMSKFYELLKLLCEMN TAYTTNKSGD 
PY05708 140 1.22e-16 EFINKQKDLL DIDFKDLSKFYDASKLICSMY ANKATNTDNK 
PY05586 167 1.36e-16 DIIDNKIDLI NMDMSIVPKLYEAFNKLCMMH FEFDKESPKC 
PY04773 152 1.51e-16 EIIVKNMDLL NIHFEDISKFFEAFKLLCKMH DEFNEKTLEC 
PY07411 108 1.51e-16 KIIDEIKEYM DINISHMSRFYKLLKLLCNMN TAYTRNSSSK 
PY02278 141 1.51e-16 IEKRHNLMNK DMDKNSISTLYDAFKLLCKMY TDFNKDTSNC 
PY07546 140 1.68e-16 KLIDKNNYFL SMDKSIIFKFYDAFKSLCNLY NELDDNQNCK 
PY06549 140 1.86e-16 EFINKQKDLF NINIENLSKFYDASKLICSMY GNFATNINKD 
PY00055 127 1.86e-16 EIIDVIKEYM DINITHMSKFYELLKLLCKMN TSYTNGKSND 
PY00997 139 2.06e-16 KIIDKVEEYM NINIDNMPKFYESLKLLCNMY TAYTKKNNSD 
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PY02312 160 2.06e-16 DVMDEIKEYM NINISHMSKFYELLKLLCNLN TTYTSNNNSK 
PY03973 138 2.53e-16 DLIDKNYYIL NMDISIISRLYDAFNTLCDIY NGLDTNSSNC 
PY07421 139 2.80e-16 DLMNKKQKLM DIDISDMSKFYNLFKILCNVI NNAGKKDVSK 
PY00500 141 3.43e-16 ELVDKNDYFL SMDKIIISKLYDALQSLCNMY NEFNANEPNC 
PY00924 269 3.80e-16 DFIENHKDLL NINIKDLSKFYHPSKLICSMY ANKSMNTDGN 
PY02671 139 3.80e-16 DLIDKKRDLL NINFEDMSKFYDASNALCEIY SELDIDNSKC 
PY00085 155 4.20e-16 DLIDKNNYIL SMDMSIISKFYDAFILLCDIC IGVDEDRSNC 
PY07406 148 4.20e-16 GLIDTKMGVL NMDSNTASKFYKAFKSLCEIY TEFDENTSNC 
PY02660 153 4.20e-16 EFINKNNKLM DIDINVMSKFYNLFNNLCKMY NELSLTMNNK 
PY04931 161 4.64e-16 DLIDKRKGFL DMDKNIVSKFYEALISLCKLY NELGDENKNC 
PY01331 133 6.25e-16 DVIENKIKSM NIDIKYISNYYDPFKSLCNVY NELDPEKKQC 
PY03760 139 7.61e-16 DLIDKKQELM NMDMKIISKFYYSFVLLCNMH TEIDANISNC 
PY06374 139 7.61e-16 DLIDKKKDLL NINFEDMSKFYDAFNKLCTIY GGLDINYSNC 
PY04321 170 9.25e-16 DLINKNDNVI NISNENMSKLYDLFKNLCKMY NDISKISNNN 
PY01837 148 1.36e-15 EIIDKKKDLL SINLKDMSNFYGAFKLLCIVH TEFDANKPEC 
PY06126 139 1.36e-15 DLIDKKENLM NIGIKDMSRFYHAFNELSNMY NGFDTKKTDC 
PY01595 149 1.50e-15 EIINGRKGLL STNIENMSKIYDAFKPLCNMY TELDGSKTIS 
PY02140 132 2.19e-15 DLIDRNNYFL SMDKSIISKLYDALTSLCNIH VTDAGHVPNC 
PY05673 152 2.40e-15 ELIDTKKYLF NMDDHIISNFYKAFKLLCELD DDEDGDGDDD 
PY05820 139 2.40e-15 TYLINKEELI NISNENVSKLYDLFKILCNMI NSADKKDGGE 
PY00494 131 2.64e-15 DLINNKKKLM NISSDKVSKLYKLFKILCEMY TKIDYGNKTC 
PY06763 131 2.64e-15 DLINNKKKLM NISSDKVSKLYKLFKILCEMY TKIDYGNKTC 
PY02688 131 2.90e-15 DPINKKKELM NISKDKVSKLYKLFKILCEMY TKIDEDNKNC 
PY01774 140 3.49e-15 DLIDKKKEFM DISSEKITKLYVLFKSLCNMY TGLNEKNPDC 
PY07027 140 3.49e-15 DLIDKKKEFM DISSEKITKLYVLFKSLCNMY TGLNEKNPDC 
PY04430 141 3.49e-15 ELVDKKEDLM SIDIKDMSKFYDTFILLCDIC TGVNEEQQNC 
PY02940 136 3.83e-15 ELIKKKKELM NISNDKVSKLYKLFKILCEMY TKVDEDNNNC 
PY05688 153 4.60e-15 EIIDEIKEYM NIDIINISKFYKLLKLLCDMN TSYKNNNSSK 
PY07017 113 4.60e-15 EVINKKKELM NISKDQVSKLYKLFKILCEMY TKINEDSKNC 
PY04979 122 4.60e-15 DLINNKKELM NISKDKVSKLYNLFKILCEMY TKFDEDTSIC 
PY07327 139 5.04e-15 DLIDKKKEFM DISNEKITKLYVLFKSLCNMY IDLGENNADC 
PY03359 181 5.52e-15 DLINQKNKLM DIDISDMSKFYSLFKILCDVI SNADKQNVRK 
PY07849 139 5.52e-15 DLIDKKQNLM SIYVKDMSNFYDAFILLCHIY IEVNEESLSC 
PY07501 145 5.52e-15 DLIDRNKYIL SMDMSIISKLYDAFSTLCDIY IDLDTNNSDC 
PY07198 129 6.04e-15 EVINKKKKLM NISNDKVSKLYNLFKILCEMY TKIDENKKKC 
PY04733 176 6.04e-15 ELIDDRKGFL DMDKNIVSKFYEELKSLCKLY NGLGDGNKNC 
PY02943 139 9.48e-15 DLIDKKEDLI SIYVKDISKFHDAFNTLCMMY IEFDSENADC 
PY06020 138 1.04e-14 KIIDEIEEYM NINISHMAKFDELLKLLCNMN TAYTKQNNSD 
PY06334 140 1.04e-14 DLIYKKENLM SISIIDMYIFYDAFILLCDMY IKLEKNSNCD 
PY04795 140 1.47e-14 DLIDKNNYFL TMDKSIIIKLYNAFNILCNMY NEYKEDNTYC 
PY06514 131 1.61e-14 DLIDQKQNLI TMDMSIISKLYDVFIKLCTMH IEFDETNPQC 
PY06666 139 1.92e-14 DLIDRNKYIL SMDMXIISKLYDAFNTLCDTY IEFDHNIGEN 
PY07080 138 5.81e-14 DVLNTKSDLL NNNIEDLSEFYDIFKLICSMY NNVETNSRDK 
PY03403 198 8.10e-14 ELIDTRKNFL DMDSNTVFKFYEALISLCKLY NELGDENKNC 
PY04988 133 1.04e-13 DLIYKKKELM EVTNEKLSKFYAPFKSLCNMY NGFNDNMTDC 
PY06204 138 1.98e-13 ELIYKKNELM KITNDKLAKFYAPFKLLCNMY NKFNDSTSDC 
PY00754 133 6.89e-12 DKINKNRKLM NLEIHRMRKLYGLLNELCNAI TKHTTDPSNC 
PY04914 133 6.89e-12 DKINKNRKLM NLEIHRMRKLYGLLNELCNAI TKHTTDPSNC 
PY07826 133 6.89e-12 DKINKNRKLM NLEIHRMRKLYGLLNELCNAI TKHTTDPSNC 
PY01981 132 1.60e-11 NNINSKKKIM RIKINEMRKLYELLNELCNAI TKHTTDPLNC 
PY01773 132 2.77e-11 DKIDKNRKMM NLNIDRMRRLYGLLIKLCNAI NKHKKDPSNC 
PY07187 133 1.45e-10 DKIDKNHKIM NLEIARMRTLYGLLNELCNAI INYTNDSSTC 
PY01963 133 2.26e-10 SRINKSKQIM NIKIGEMRILYGLLNELCNAI INYSNDSSNC 
PY00308 150 3.52e-10 YKKIIDKIKD LMDIKEISKFNDPFSILFYLY YVFHDESLNC 
PY04466 128 7.62e-09 ITGVENYYEN YKNLIDKKKYFLAFKLLCEMY AEFDDKTPYC 

Motif 2 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY03331 1.8e-23 2 

PY02036 1.8e-23 2 

PY05560 1.8e-23 2 

http://65.54.168.250/cgi-bin/getmsg/meme%2e10173%2eresults%2ehtml?&msg=...ct=%26hm___ts%3d1154186161%26hm___ha%3d857ef5ff1153cf52aca0f396f8d6791d (13 of 111)29/07/2006 16:53:11



MEME

PY02572 1.7e-22 2 

PY05923 1.7e-22 2 

PY02565 1.7e-22 2 

PY03948 1.7e-22 2 

PY06499 3.1e-22 2 

PY00580 3.1e-22 2 

PY03987 3.1e-22 2 

PY07533 3.1e-22 2 

PY06886 3.1e-22 2 

PY07838 3.1e-22 2 

PY07516 3.1e-22 2 

PY03177 3.8e-22 2 

PY00284 1.4e-21 2 

PY05244 1.7e-21 2 

PY06877 2e-21 2 

PY02973 2.8e-21 2 

PY03091 4e-21 2 

PY04996 4e-21 2 

PY04516 4e-21 2 

PY03983 5.6e-21 2 

PY06547 7.8e-21 2 

PY03986 7.8e-21 2 

PY07653 7.8e-21 2 

PY05648 1.1e-20 2 

PY05769 1.1e-20 2 

PY02652 1.1e-20 2 

PY07331 1.1e-20 2 

PY01080 1.1e-20 2 

PY03016 1.3e-20 2 

PY02827 1.3e-20 2 

PY01834 1.5e-20 2 

PY03729 1.5e-20 2 

PY04787 1.7e-20 2 

PY05767 1.7e-20 2 

PY00493 2e-20 2 

PY07035 2e-20 2 

PY02687 2e-20 2 

PY01110 6.8e-20 2 

PY02564 6.8e-20 2 

PY06567 6.8e-20 2 

PY07264 7.8e-20 2 

PY03332 9.1e-20 2 

PY02971 9.1e-20 2 

PY01871 1.2e-19 2 

PY05410 1.4e-19 2 

PY06227 1.4e-19 2 

PY06339 1.6e-19 2 

PY07405 1.6e-19 2 
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PY05719 1.6e-19 2 

PY06796 1.6e-19 2 

PY06851 1.8e-19 2 

PY07422 2.1e-19 2 

PY05150 2.4e-19 2 

PY04554 2.4e-19 2 

PY07090 3.2e-19 2 

PY04066 3.2e-19 2 

PY00988 3.7e-19 2 

PY07175 4.2e-19 2 

PY03438 4.2e-19 2 

PY04084 4.2e-19 2 

PY01184 4.8e-19 2 

PY03636 6.3e-19 2 

PY04215 7.1e-19 2 

PY00552 8.1e-19 2 

PY06029 9.3e-19 2 

PY07477 9.3e-19 2 

PY01872 1.1e-18 2 

PY07226 1.2e-18 2 

PY05781 1.2e-18 2 

PY05816 1.8e-18 2 

PY05822 1.8e-18 2 

PY01111 2e-18 2 

PY02782 2.5e-18 2 

PY05912 2.5e-18 2 

PY06829 2.5e-18 2 

PY07021 2.9e-18 2 

PY03042 3.7e-18 2 

PY03010 4.2e-18 2 

PY02614 4.2e-18 2 

PY02543 4.2e-18 2 

PY02970 4.7e-18 2 

PY05146 4.7e-18 2 

PY04786 5.3e-18 2 

PY07624 6e-18 2 

PY02131 6e-18 2 

PY00175 6e-18 2 

PY07342 6.7e-18 2 

PY06740 8.5e-18 2 

PY00297 9.6e-18 2 

PY05624 9.6e-18 2 

PY02541 9.6e-18 2 

PY03194 1.2e-17 2 

PY06151 1.2e-17 2 

PY07160 1.5e-17 2 

PY00578 1.5e-17 2 

PY06619 1.7e-17 2 
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MEME

PY06760 1.7e-17 2 

PY00177 1.9e-17 2 

PY07413 2.1e-17 2 

PY07594 2.7e-17 2 

PY06220 2.7e-17 2 

PY06742 3e-17 2 

PY05828 3.3e-17 2 

PY02298 4.2e-17 2 

PY01873 4.2e-17 2 

PY06732 5.2e-17 2 

PY06754 5.2e-17 2 

PY04327 5.2e-17 2 

PY03991 5.2e-17 2 

PY07022 5.2e-17 2 

PY04755 6.5e-17 2 

PY04083 7.2e-17 2 

PY04155 8e-17 2 

PY06782 9.9e-17 2 

PY07111 1.1e-16 2 

PY05871 1.1e-16 2 

PY05708 1.2e-16 2 

PY05586 1.4e-16 2 

PY04773 1.5e-16 2 

PY07411 1.5e-16 2 

PY02278 1.5e-16 2 

PY07546 1.7e-16 2 

PY06549 1.9e-16 2 

PY00055 1.9e-16 2 

PY00997 2.1e-16 2 

PY02312 2.1e-16 2 

PY03973 2.5e-16 2 

PY07421 2.8e-16 2 

PY00500 3.4e-16 2 

PY00924 3.8e-16 2 

PY02671 3.8e-16 2 

PY00085 4.2e-16 2 

PY07406 4.2e-16 2 

PY02660 4.2e-16 2 

PY04931 4.6e-16 2 

PY01331 6.3e-16 2 

PY03760 7.6e-16 2 

PY06374 7.6e-16 2 

PY04321 9.2e-16 2 

PY01837 1.4e-15 2 

PY06126 1.4e-15 2 

PY01595 1.5e-15 2 

PY02140 2.2e-15 2 

PY05673 2.4e-15 2 
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MEME

PY05820 2.4e-15 2 

PY00494 2.6e-15 2 

PY06763 2.6e-15 2 

PY02688 2.9e-15 2 

PY01774 3.5e-15 2 

PY07027 3.5e-15 2 

PY04430 3.5e-15 2 

PY02940 3.8e-15 2 

PY05688 4.6e-15 2 

PY07017 4.6e-15 2 

PY04979 4.6e-15 2 

PY07327 5e-15 2 

PY03359 5.5e-15 2 

PY07849 5.5e-15 2 

PY07501 5.5e-15 2 

PY07198 6e-15 2 

PY04733 6e-15 2 

PY02943 9.5e-15 2 

PY06020 1e-14 2 

PY06334 1e-14 2 

PY04795 1.5e-14 2 

PY06514 1.6e-14 2 

PY06666 1.9e-14 2 

PY07080 5.8e-14 2 

PY03403 8.1e-14 2 

PY04988 1e-13 2 

PY06204 2e-13 2 

PY00754 6.9e-12 2 

PY04914 6.9e-12 2 

PY07826 6.9e-12 2 

PY01981 1.6e-11 2 

PY01773 2.8e-11 2 

PY07187 1.4e-10 2 

PY01963 2.3e-10 2 

PY00308 3.5e-10 2 

PY04466 7.6e-09 2 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 2 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 2 position-specific scoring matrix 

 

Motif 2 position-specific probability matrix 
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MEME

Time 575.85 secs.

P N MOTIF 3     width = 21     sites = 183     llr = 6173     E-value = 1.2e-1827 

Simplified A : : 1 : 1 : : 2 : : : : : : : : : : : : : 
pos.-

specific 
C : : : : : : 1 : : : : : : : : : : : : : : 

probability D : 1 1 : : 2 : : : : : : : : : : : : : : 1 
matrix E : : 1 : : 3 : : : : : : : : : : : : : 1 1 

F : : : 2 1 : : : : : : : : : : : : : : : : 
G : : : : : : : : : : : : 1 : : : : : : : : 
H : : : : : : : : : : : : : 1 : : : : : : 1 
I : 4 : 5 1 1 : 7 4 5 : : : : 1 : : : 1 : : 

K : 2 1 : : : : : : : : : : : 4 : 1 : 7 3 : 
L : : : 1 : 1 : : 2 3 : 9 : : : 9 : 6 : : : 

M : : : : : : : : 4 : : : : : 4 : : : : : : 
N 5 1 4 : : : : : : : : : : : : : 7 : 1 : 2 
P : : : : : : : : : : : : : : : : : : : 1 : 
Q : : : : : : : : : : : : : : : : : 3 : : 2 
R : : : : : : : : : : : : : : : : : : : : : 
S 1 : : : : : : : : 1 : : 8 : : : 1 : : 1 1 
T 1 : : : : 1 : : : : : : : : : : : : : 2 1 
V : : : 1 6 1 : : : : : : : : : : : : : : : 

W : : : : : : : : : : a : : : : : : : : : : 
Y 1 : : : : : 9 : : : : : : 9 : : : : : : : 

.
bits 7.1   

6.4   
5.7   
5.0   

Information 4.3   
content 3.6       

(48.7 bits) 2.8                   
2.1                           
1.4                                     
0.7                                           
0.0 

.
Multilevel NINIVEYIIIWLSYMLNLKKx

consensus D ML K Q

sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY04083 75 1.80e-25 SQLFKSVANS NINIVEYIMIWLSYMLNLKEQ TGNDTNLQYF 
PY01774 75 1.80e-25 SELFKSVANS NINIVEYIMIWLSYMLNLKEQ TGSDSNLQFF 
PY07027 75 1.80e-25 SELFKSVANS NINIVEYIMIWLSYMLNLKEQ TGSDSNLQFF 
PY07327 74 1.80e-25 SQLFKSVANS NINIVEYIMIWLSYMLNLKEQ TGNDTNLQYF 
PY05624 67 5.90e-23 KDSSVFKHHK NINIVEYILIWLSYMLNLKKQ VGITNLRYFY 
PY05586 102 1.65e-22 SSVFKSYAKS NIDVVEYIIIWLSYMLNLKEH VGKTNLQYFY 
PY06514 65 2.14e-22 SSVFKSDAKS NINIVEYIIIWLSYMLSLKKQ VGDKTNLQYF 
PY04466 74 2.73e-22 SELFTSVANN NINIVDYILIWLSYMLNLKEQ TGNDNNLQFF 
PY03729 74 2.73e-22 SEFFKSVANS NINIVDYILIWLSYMLNLKEQ PGNDSNLKFF 
PY06567 385 2.73e-22 SSVFRSYAKS NTNIVEYIIIWLSYMLNLKEQ FGKTNLQYFY 
PY01080 66 2.73e-22 SELFKSVANS NINIVDYILIWLSYMLNLKEQ VGISNLQYFY 
PY05769 75 8.94e-22 SELFKSVANS NINIVDYILIWLSYMLNLKPE GTMSNIHFFY 
PY02652 75 8.94e-22 SELFKSVANS NINIVDYILIWLSYMLNLKPE GTMSNIHFFY 

http://65.54.168.250/cgi-bin/getmsg/meme%2e10173%2eresults%2ehtml?&msg=...ct=%26hm___ts%3d1154186161%26hm___ha%3d857ef5ff1153cf52aca0f396f8d6791d (18 of 111)29/07/2006 16:53:14



MEME

PY05822 74 1.40e-21 SSVFQSVAKN NINIVEYIMIWLSYMLKLKKN EGSDSLKYFY 
PY07021 85 2.71e-21 ASVFRSVAKS NIDIVDYIIIWLSYMLNLKEN TGSTISHIKH 
PY07198 72 6.27e-21 SSESSYNVQN NINVVDYIIIWLSYMLNLKST QDDTITNLNN 
PY05146 109 6.27e-21 SSVFMSDAKG NTNIVEYIIIWLSYMLNLKKS EENMSNLQYF 
PY00494 74 6.27e-21 SSGSLYNVEN NINVVEYIILWLSYMLNLKST QDDTITNLNN 
PY06763 74 6.27e-21 SSGSLYNVEN NINVVEYIILWLSYMLNLKST QDDTITNLNN 
PY00493 111 7.70e-21 CGMVPPPARN NINIVDYILIWLSYMLNLKES EKDNTTCFYS 
PY01871 85 9.41e-21 CGVSHSPLKN NINIVDYIMIWLSYMLNLGKS EEEDNITGFY 
PY02940 79 2.07e-20 SGLFNSRETS NINVVEYIMIWLCYMLNLKST QDGSFTNLNN 
PY06619 89 6.36e-20 SDLFSQYAKN YMNIVEYIMIWLSYMLNLKND APGLTNLEHF 
PY02688 74 7.62e-20 SSGLSYNVQN NTNVVEYIILWLSYMLNLKST QDDSITNLNN 
PY07331 66 7.62e-20 SELFKTVANS NINIVDYILTWLSYMLNLKQQ VGDETNPQYF 
PY06126 74 9.12e-20 SDTFSINSKN NINIVEYIIIWLSYILSLKPH EGITNLNDFY 
PY06829 65 1.09e-19 SSESSYYAQN NINIVDYIMLWVSYMLNLKET EFNNGLKYFY 
PY03042 73 1.30e-19 SSLFEKVAKN NINIVDYIIIWLSYMLSLMES ELKESLVFFY 
PY06374 74 1.55e-19 VDSFTVNAKS NINIVDYIIIWLSYMLSLNKN MNYKNIYDFY 
PY06886 77 1.84e-19 LNMFGEEDID GDKIVEYAILWLSYKLNQKTH NGTTKLYDFY 
PY04979 65 2.18e-19 SSGSSYDEQN IINVVEYIILWLSYMLNLKST EDDTITNLNN 
PY06204 74 2.18e-19 SGLFNNNVKN NINVVEYIIIWLSHMLNLKDK NGNILTTFYN 
PY00500 75 2.59e-19 SDLFKSVAKS NINIAGYIMIWLSYMLNLKKS VEGITNVKHF 
PY02298 73 2.59e-19 SSGSSRYAQN DINVVDYIILWLSYMLNLKPE GNISNLQYFY 
PY02687 85 3.62e-19 CNVVSSPAKN SINMVDYILIWLSYMLNLKES EKDNTTCFYS 
PY02943 74 4.27e-19 SDSFNSVAKG NINIVEYIMIWLSYMLNFTTI DESGSIELFY 
PY07849 74 4.27e-19 STSFSFIAKG NTNIVEYIMIWLSYMLNFKKI DENETIKHFY 
PY07546 74 5.03e-19 ADLFKSVAKS NIDIVEYIMIWLSYMVNLKNN EPNLTNQQHF 
PY05648 85 6.96e-19 CGVKPSPVKN IINIVDYIMIWLSYMLNLDKS EEKNNINDFY 
PY03331 70 6.96e-19 EDTDNEENLE GDKIVEYAILWLSYKLNQKKE NRSTKLYDFY 
PY03760 74 6.96e-19 SYSFRNYAKN NINMVYYIIIWLSYMLSLKSH DNINNLKEFY 
PY03973 74 8.17e-19 ISAFRMTVKG NIDIVEYILIWLSYMLSLIKS KEDNRKHFYN 
PY02671 74 8.17e-19 SGSFEINAKS SINIVDYIIIWLSYMLSLNKN MDYKNIHDFY 
PY01331 66 9.58e-19 LNMFGEGDID SDKLVEYAILWLSYKLNQKTQ NGTTKLYDFY 
PY07653 66 9.58e-19 SLSFKKYANS NINVVVYILVWLSYKLNQKTN NGITQFMDFY 
PY04084 77 9.58e-19 LNMFGEEDIG SDKLVEYAILWLSYKLNQKTQ NGTTKLDDFY 
PY07175 84 1.12e-18 CGVVPRPSKN NPNIVDYILIWLSYMLNLGKS EDEDNITGFY 
PY06782 62 1.12e-18 SYNFSSNANG NMNIVTYIMTWISYKLNQKPQ KEITKFNDFY 
PY07022 74 1.12e-18 SYNFSSNANG NMNIVIYIMTWISYKLNQKPQ NEITNLKDFY 
PY06151 81 1.31e-18 SYSFKTYAKN NINMVEYIMIWLSYILSLKKD NSIKNLKEFY 
PY07594 73 1.31e-18 VSAFEMAAKS NINTVEYILIWLSYMLNLIKT KENNSIDSFY 
PY04996 66 1.53e-18 SVSFKKYANS NINVVVYILVWLSYKLNQKTD NGITKLMDFY 
PY05150 66 1.53e-18 SVSFKKYANS NINVVVYILVWLSYKLNQKTD NGITKLMDFY 
PY07017 56 1.53e-18 SGLFKSCETS NINVVEYTMIWLCYMLNLKST QDDNITNLNN 
PY07421 74 1.53e-18 SYNFSSNANG NMNIVTYIMTWISYKLNQKKQ DGITTFNDFY 
PY05719 101 2.09e-18 SDLFNSVAKG NINIVDYIILWLNYMLSLKEN QAKNSLNHFY 
PY02572 66 2.09e-18 LNMLNPETID GDKIVEYAILWLSYKLNQTKQ NGTIKLDDFY 
PY02970 94 2.43e-18 CGVDPPPARN NINIVDYILIWLSYMLTLKES EKDNTTCFYS 
PY04988 69 3.28e-18 SGVLKDNAKN YINAVEYIIIWLSHMLNLKDN KGNILNNFYE 
PY04795 74 3.28e-18 SSVFESVSKS NVNIVEYIMIWLNYMLNLMEP SGSTTNLEYF 
PY03986 76 3.81e-18 LNMIGEEGID GEKLVEYAILWLSYKLNQKTQ NGTTTLNEFY 
PY03948 73 4.41e-18 TLLTLFNGID SDKLVEYAILWLSYKLNQKKE NETTKLYDFY 
PY06339 84 5.11e-18 CGVDPSTAKN NINIVDYIMIWLSYMINLKYS EESNIITCFY 
PY03987 79 5.11e-18 NDNNKNENLA GDKLVEYAILWLSYKLNQKKE NGTIILNDFY 
PY05781 73 5.91e-18 KDNSVFKYHN NINMVKYIFIWLSYMLNLKEQ VGDVNNLQYF 
PY02564 75 5.91e-18 SDLFNFDEKS KNDIFDYIMIWLSYMLNLKEN ISNDSLQYFY 
PY00988 73 6.83e-18 SDLFQSVAKS NTNIVDYIIIWLSYMLSLMDN ELKESLGFFY 
PY03010 84 7.89e-18 FNSYTDNAKK KIDIVYYIIIWLSYMLSLKKE NEINKLNDFY 
PY01595 74 7.89e-18 EQLFVKNKKS NINTVQYIIIWLSYKLNQKKY DGIKDLNEFY 
PY04786 69 1.39e-17 FNDINDENID SEKLVEYAILWLSYKLNQKKE DETIISNEFY 
PY05767 78 1.60e-17 ERIDNHEKLE SDKLAEYAILWLSYKLNQKTQ NGTTKLYDFY 
PY06877 65 1.60e-17 LNMLGDDKTD GEKLVEYAILWLSYKLNQKKE NEMTILNDFY 
PY02782 93 1.83e-17 CGVAPSPAKD HINIVDYILIWLNYMLNLNKS EKDNVTCFYI 
PY07160 75 1.83e-17 KTVFSHYANK NIDIVVYIMMWLGYKLNHKLN TEFSNINEFY 
PY06742 74 1.83e-17 QFSISLDLPT YKDAVVCIMIWLSYKLNQKSE NGINTLKDFY 
PY06227 92 2.10e-17 LKKLDEESLE SDQIVEYASLWLSHKLNQKKQ NGTTRLNEFY 
PY02543 75 2.41e-17 SSGLSNKAKN NINFVDYIMTWLIYMLSLKSN PDKNSLKHFY 
PY07838 92 3.16e-17 LKMFGSENLE SDQIVEYASLWLSYKLNQKKE IGITKLYDFY 
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PY02036 66 3.61e-17 LKNLDDESFE SDKIVQYASLWLSHKLNQKTQ NGTTKLYNFY 
PY05673 85 4.13e-17 CGLLPPPARN NTNIVDYILIWLRYMLNLNKT IKNNNINDFY 
PY07035 121 4.13e-17 CNVVSSPAKN SINMVDYILIWLIYMLNLKES EKDNTTCFYS 
PY07406 84 4.13e-17 CGVVSPPEKN IINIVDYILIWLSYTLNLKKS EKDNITCFYK 
PY07516 76 4.13e-17 LNMIGEEDIN GDKLVEYAILWLSYKLNQKKK NGTTILNDFH 
PY04787 69 4.71e-17 NGMDDVENLE SDKLAEYAILWLSYKLNQKTE NGTTKLYDFY 
PY06499 90 4.71e-17 MLLNKLENLE SDEIVQYASLWLSHKLNQKKQ NGTTRLDDFY 
PY06760 75 4.71e-17 SGVLPSPKDS NPYIVDYILIWLSYMLNLTNS KGDNIKSFYS 
PY05560 64 4.71e-17 MLLKKLADLG SDKIVQYACLWLSHKLNQKTQ NGTTTLNDFY 
PY01873 77 4.71e-17 SGVLPRPSKS NPYIVDYILIWLSYMLNLTNS KEKDNITFFY 
PY04066 78 4.71e-17 NGMDDVENLE SDKLAEYAILWLSYKLNQKTE NGTIKLYDFY 
PY05828 73 5.38e-17 YEKFNSVAKR KINIVDYILIWLGYMLNLIKM NENATIDLFY 
PY07422 75 5.38e-17 SDLFNFDEKS KNDIFYYIMIWLSYMLNLKKN ESNDSLKYFY 
PY06220 75 5.38e-17 SYNFSNNANG NMNVVVYIMIWLSHKLNKMLN TQFSNLNEFY 
PY07405 75 6.13e-17 GGILSPPARN NINIVGYISIWLSYMLNLGKS EEKDNIGEFY 
PY04215 75 6.13e-17 SNSFNFDEKS KNDIFYYIMIWLSYMLNLKEN EANNSLEFFY 
PY03091 85 6.98e-17 ENLDSDENLY SDKLVEYAILWLSYRLNQKAQ NGTTTLNEFY 
PY06754 59 6.98e-17 NGAGIDENLD SDKIAEYAILWLGHKLNQKKE NETTTLNDFY 
PY07533 63 6.98e-17 FEYINDDNLE SDQLAEYAILWLSYKLNQKTE NGTTTLNNFY 
PY07411 43 7.94e-17 KHGSSVINNT YKDDTVCIMIWLSYMLNLKSH DGINTLKSFY 
PY03438 75 7.94e-17 YDKFSNNANG KIDIVIYIMTWLGYKLNQKLN TKFPNLNEFY 
PY02278 74 7.94e-17 SYGSSYYAQN NINVVDYTILWLSYMLILKEN SYKDSIKHFY 
PY04321 105 9.03e-17 SYNFSNYADD NIHIVVFIMIWLGYKLNQKLN KEFPNLKDFY 
PY07413 78 1.03e-16 FNDIDDKNID GDKLVEYGILWLSYKLNQKKQ YGTTKLDDFY 
PY04733 111 1.17e-16 DGIFPSPSNS NPNIVDNIFIWLSYMLNLKET NKNEGIKYFY 
PY00924 204 1.70e-16 YPTKDGVINY NKPFFLYIILWLSYKLNQNTE ETFTTINDFY 
PY02565 87 1.93e-16 ENLDSDENLD SDKLVEYAILWLSYNLNQKTE SEITTLNNFY 
PY05820 75 1.93e-16 SENFSYNAND NLDIVTYIMTWLGYKLNQKLN SEFSNINEFY 
PY05816 78 2.18e-16 HRIDDLSSEH VKAFIIYIMIWLNYMLNLKKD EKNNLNDLYT 
PY06334 75 2.46e-16 NSVFNSVAKS NINIVEYIIIWLSYMLIFTPI YENTSIEPFY 
PY04430 73 2.46e-16 FTQFNSVAKR KINIVDYILIWLGYMLNRIKN NENDIIYSFY 
PY02614 73 2.79e-16 SSGLSNKTKN NIIFVDYIMIWLIYMLSLKDN PNKNSLKHFY 
PY03359 116 3.15e-16 PYNFSSNANG NMSIATYIMTWISYKLNQKPQ KEISXFTDFY 
PY02541 75 3.15e-16 KSVFSYYADG KIDIVVYIMMWLGYKLNHKLN TQFSNINEFY 
PY07264 65 3.15e-16 KEVVDMQNIE SDEIAEYAILWLGHILNQKTE NRTTTLNDFY 
PY04516 95 4.01e-16 FEGISDEHLE GDKLAEYAILWLSYRLNQKKE NGTTILNDFY 
PY00284 86 4.01e-16 KGIDDLRNEQ VEAFIIYIMIWLNYMLNLKKD GKITALKDFY 
PY02140 68 5.09e-16 SDNFKSNAKS NINIVEYIMIWLSYTLNKTIN GEKSINEFYN 
PY04155 68 5.09e-16 SDNFKSNAKS NINIVEYIMIWLSYTLNKTIN GEKSINEFYN 
PY02131 75 5.73e-16 KTVFYHYSNN NIDIVVYIMMWLGYKLNKMVN PQFPNINEFY 
PY00297 74 6.45e-16 SSSLKNHAKN NIGIVQYIIIWLSYMLSAIKN QENNSLKFFY 
PY03983 79 6.45e-16 NRISTLSKDH SKVFIIYVMIWLGHMLNLKKD DKIKNLNDFY 
PY00177 62 9.16e-16 YPTKGGVIEY NKPFFLYIILWLSYKLNQNRE KTFTSINDFY 
PY01184 82 9.16e-16 SDFNGSNDEK HKVFIIYIMIWLSYMLKLKNV NDFKSLKDFY 
PY06666 74 1.03e-15 KSAFEKDAKG NIYIVQYILIWLSYVLSLIKS NQDDNRVHFY 
PY00085 90 1.15e-15 KSTFENDAKG NIYIVQYILIWLSYVLSLIES NEAGNRTSFY 
PY00175 73 1.63e-15 KAGISLYHNT YKDATVCVMIWLSYKLNQKTE HATTKLSDFY 
PY05410 75 1.82e-15 LTGRVYNENN TNAFFIYIISWLSYKLNQNKE EKFATINDFF 
PY02827 94 2.04e-15 NKINSLNKEQ VKIIVTYIMIWLSYKLNKNPD VGITTLNEFY 
PY07624 75 2.28e-15 KTVFYHYSNN NIDIVVYIIMWLGYKLNKMLK TQFSNINEFY 
PY07342 75 3.18e-15 YPTKGGIIND TKPFFLYIILWLSYKLNQITR KNFTKINEFY 
PY06796 75 3.18e-15 YPNKGNTINS TKPFFLYIILWLSYKLNQNSD SKPTKIYDFY 
PY06851 78 3.55e-15 NRISTLSKDY SKVFIIYVMIWLGHMLNLKDV NDFKNINEFF 
PY05244 79 4.42e-15 NRISTLSKDH SKVFIVYVMIWLDHMLNLKKN EKIKNLNDFY 
PY00055 62 4.93e-15 KPGSTVDSNT YKDDVLCIMIWLSYKLSLKLP DDITTLNSFY 
PY04755 66 6.81e-15 SDSFNSVAKG NTNIVDYILIWLKYMLNFKRI NENDSIESFY 
PY03403 133 7.58e-15 EGLLPSPSRS NPNIVDNIFIWLSYMLSLDTT IKYNGIKYFY 
PY05923 105 7.58e-15 NGIDIGEDLD SDKLVEYAILWLSYNINQKKE NRTTRLNDFH 
PY03016 70 8.44e-15 KNIDDKENLE SDKFVEYTILWLSYIINQITQ NGTTKLYDFY 
PY07226 96 8.44e-15 SYNFSSNANG NMNIVTYIMTLISYKLNQKSQ DGITTFNDFY 
PY06020 73 1.29e-14 VSGISHYHDV YKEVTVFIMIWLSYKLSLKPP ENITTLKDFY 
PY00552 79 1.29e-14 YKVNYSSKEK VKSFIIYIMIWXSYMLNLKKD GKITALKDFY 
PY04773 79 1.43e-14 KGIDDLSNDQ VESFIIYIMIWLNYKLNLKKD EGTNLNDFYT 
PY03991 111 1.43e-14 SLDKSYNENN TKPFFLYIILWLSYKLNKNTE HNTTKINDFY 
PY05708 75 1.43e-14 YPKIGDNEYI TQPFFIYIILWLSYKLNQNLD HKTSNINEFY 
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PY05688 88 1.76e-14 KTGTSSYHDV YKDVTMCIMIWLSYKLSLKTF NNITTLKDFY 
PY05912 74 1.95e-14 KAGTSVDKHT YKDDLVCIMIWLSYKLNLKTF DNITTLKDFY 
PY03332 103 2.39e-14 KDGTSVDKHT YKDDIICIMIWLSYKLSLKTF DNITTLKDFY 
PY04931 96 2.39e-14 EGLLPSPSKS NPNIVDIIFIWLSYMLNMDKT INYDGIKYFY 
PY06029 105 2.93e-14 TRINDLSNEQ LKVFIIYIMIWLNYMINLKKD GKINNLNDFY 
PY02971 64 3.97e-14 STNRSYNESS TNAFFIYIISWFSYKLNQNSE HNSTQISDFY 
PY02660 88 4.39e-14 IYTCESKESC ITLVVVYMLAWLSYKLNQKTN NGITKLNEFY 
PY06547 74 4.85e-14 HENTCYNEKN INAIFLYIISWLSYKLNQSSE HNFTKIKDFY 
PY07111 77 4.85e-14 TSNFTFDNNT LKDDAVCIMIWLGYILSLKPP DNIKTLNDFY 
PY07501 80 5.35e-14 KSVFENDAKG NIYIVQYILIWLSYVFSLIKS EEKGSLNEFY 
PY05871 95 7.20e-14 KYGSSFDPRF YKDEAVSIMIWLGYILNLKSH EGITTLIDFY 
PY06732 79 7.94e-14 NYGSSFDSKT YKDETVCIMIWLGHILSLKSH EGITNLMDFY 
PY07090 82 8.75e-14 SDFGDSSDEK HKVFIIYIMLWLNFKLNQTTH AKNTEFKDFY 
PY02312 95 1.42e-13 TGGYSFDTKY YKNETVCIVIWLGYILNLKSH GGINTLNDFY 
PY06740 103 1.56e-13 NKIDNLSNEK FKMIIIYIMIWLSHMLELKNV TEFKNINAFY 
PY06549 75 2.28e-13 YPIKGNNEYN TEPFFIYIILWLSNKLKQNKG HNTTTINDFY 
PY00308 88 3.65e-13 KTLKENNTLE DDKLAEYAILWLSYKLDQKQK DKLTDLNKFY 
PY01837 73 4.39e-13 NNIDSLSKDQ IEIFTIYIIMWFSYMLNLKNV KEFNNINEFY 
PY07080 73 4.81e-13 TYRSTGYGDN TNPFFLYMISWLSYKLKQNSV DGSTTINGFY 
PY01872 64 6.33e-13 VIDKSYKENN TNVFFLYMISWFSYKLNQITG NKFTKINDLY 
PY00997 74 7.59e-13 KLSFSADPNT LKNDSVSIIIWLGYILNLKPH EGINTINDFY 
PY01110 74 9.10e-13 KSGFSADPDT LKSDTVCIIIWLGYILSLKSH EGIKTINDFY 
PY00580 72 9.95e-13 YALKNKSNID TNAFFIYIISWISYKLKQSTN ENFTTIKDFF 
PY01981 77 1.55e-12 GKYYKESENE NNEYITYIMLWLSNKMKLIKK GSYGSVGDFY 
PY03177 73 1.70e-12 YEFKSKSHNN TNAFFIYLVSWLSYKLNQNKG NNFTTINDFF 
PY02973 72 1.85e-12 YALKNKSHIN TDAFFIYIISWFSYKLKQFTK ENFTTINEFY 
PY01111 73 2.03e-12 KLGFSAGQDV LKYDSVCIIIWLGYILSLKSQ DGINKLSDYY 
PY03636 80 2.03e-12 SKDISYNENN TNAFFLYVISWFSYKLKQNSE HNTTKINDFY 
PY04914 78 2.41e-12 LNKNIEYENK NNEYITYAMLWLSNKMKLIKI GSYGSVADFH 
PY01963 78 3.13e-12 DDQYIENDDK NNEYIMYIMLWLSNKMKLLKH GTYGAVSEFY 
PY07826 78 3.41e-12 LNKNIEYENK NNEYITYAMLWLSNKMKLIKY GSYGSIGDFY 
PY01834 111 4.42e-12 SRISNLSEDQ PKVFITYIIIWLNYILRLKNV NDFKNISEIY 
PY07187 78 6.21e-12 GDEYIESEDK NNEYMTYIMLWLSNKMKLIKY GNYGSVADFY 
PY00754 78 6.76e-12 LNKNIEYENK NNEYITYVMLWLSNKMKLIKK GSYGSVGDFH 
PY04327 80 6.76e-12 LTTNGYDQNN TNAFFIHMISWFSYKLNQHEG KKFNTINDFF 
PY07477 133 8.71e-12 LKNKTHDENS VNTFFIYIISWFSYKLNKNKG HNATTINDFF 
PY01773 77 2.16e-11 LNKNLESENN NNEYITYVMLWLSNKMKLIAK GRYGSVADFY 
PY03194 80 4.84e-11 STKKIYNENT INAFFLYMISWFSNKLKQKSI YNTTSLNDFY 
PY04554 75 1.14e-05 INSFKDNAKN NLDVVYYILICLKKENGINKL NDFYTKHIET 
PY00578 44 1.20e-05 YKNYCPGNNC NSETEKITVGFLCYQLNQSTK HNTTKIYDFY 

Motif 3 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY04083 1.8e-25 3 

PY01774 1.8e-25 3 

PY07027 1.8e-25 3 

PY07327 1.8e-25 3 

PY05624 5.9e-23 3 

PY05586 1.6e-22 3 

PY06514 2.1e-22 3 

PY04466 2.7e-22 3 

PY03729 2.7e-22 3 

PY06567 2.7e-22 3 

PY01080 2.7e-22 3 

PY05769 8.9e-22 3 

PY02652 8.9e-22 3 

PY05822 1.4e-21 3 
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PY07021 2.7e-21 3 

PY07198 6.3e-21 3 

PY05146 6.3e-21 3 

PY00494 6.3e-21 3 

PY06763 6.3e-21 3 

PY00493 7.7e-21 3 

PY01871 9.4e-21 3 

PY02940 2.1e-20 3 

PY06619 6.4e-20 3 

PY02688 7.6e-20 3 

PY07331 7.6e-20 3 

PY06126 9.1e-20 3 

PY06829 1.1e-19 3 

PY03042 1.3e-19 3 

PY06374 1.5e-19 3 

PY06886 1.8e-19 3 

PY04979 2.2e-19 3 

PY06204 2.2e-19 3 

PY00500 2.6e-19 3 

PY02298 2.6e-19 3 

PY02687 3.6e-19 3 

PY02943 4.3e-19 3 

PY07849 4.3e-19 3 

PY07546 5e-19 3 

PY05648 7e-19 3 

PY03331 7e-19 3 

PY03760 7e-19 3 

PY03973 8.2e-19 3 

PY02671 8.2e-19 3 

PY01331 9.6e-19 3 

PY07653 9.6e-19 3 

PY04084 9.6e-19 3 

PY07175 1.1e-18 3 

PY06782 1.1e-18 3 

PY07022 1.1e-18 3 

PY06151 1.3e-18 3 

PY07594 1.3e-18 3 

PY04996 1.5e-18 3 

PY05150 1.5e-18 3 

PY07017 1.5e-18 3 

PY07421 1.5e-18 3 

PY05719 2.1e-18 3 

PY02572 2.1e-18 3 

PY02970 2.4e-18 3 

PY04988 3.3e-18 3 

PY04795 3.3e-18 3 

PY03986 3.8e-18 3 

PY03948 4.4e-18 3 
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PY06339 5.1e-18 3 

PY03987 5.1e-18 3 

PY05781 5.9e-18 3 

PY02564 5.9e-18 3 

PY00988 6.8e-18 3 

PY03010 7.9e-18 3 

PY01595 7.9e-18 3 

PY04786 1.4e-17 3 

PY05767 1.6e-17 3 

PY06877 1.6e-17 3 

PY02782 1.8e-17 3 

PY07160 1.8e-17 3 

PY06742 1.8e-17 3 

PY06227 2.1e-17 3 

PY02543 2.4e-17 3 

PY07838 3.2e-17 3 

PY02036 3.6e-17 3 

PY05673 4.1e-17 3 

PY07035 4.1e-17 3 

PY07406 4.1e-17 3 

PY07516 4.1e-17 3 

PY04787 4.7e-17 3 

PY06499 4.7e-17 3 

PY06760 4.7e-17 3 

PY05560 4.7e-17 3 

PY01873 4.7e-17 3 

PY04066 4.7e-17 3 

PY05828 5.4e-17 3 

PY07422 5.4e-17 3 

PY06220 5.4e-17 3 

PY07405 6.1e-17 3 

PY04215 6.1e-17 3 

PY03091 7e-17 3 

PY06754 7e-17 3 

PY07533 7e-17 3 

PY07411 7.9e-17 3 

PY03438 7.9e-17 3 

PY02278 7.9e-17 3 

PY04321 9e-17 3 

PY07413 1e-16 3 

PY04733 1.2e-16 3 

PY00924 1.7e-16 3 

PY02565 1.9e-16 3 

PY05820 1.9e-16 3 

PY05816 2.2e-16 3 

PY06334 2.5e-16 3 

PY04430 2.5e-16 3 

PY02614 2.8e-16 3 
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PY03359 3.1e-16 3 

PY02541 3.1e-16 3 

PY07264 3.1e-16 3 

PY04516 4e-16 3 

PY00284 4e-16 3 

PY02140 5.1e-16 3 

PY04155 5.1e-16 3 

PY02131 5.7e-16 3 

PY00297 6.4e-16 3 

PY03983 6.4e-16 3 

PY00177 9.2e-16 3 

PY01184 9.2e-16 3 

PY06666 1e-15 3 

PY00085 1.2e-15 3 

PY00175 1.6e-15 3 

PY05410 1.8e-15 3 

PY02827 2e-15 3 

PY07624 2.3e-15 3 

PY07342 3.2e-15 3 

PY06796 3.2e-15 3 

PY06851 3.6e-15 3 

PY05244 4.4e-15 3 

PY00055 4.9e-15 3 

PY04755 6.8e-15 3 

PY03403 7.6e-15 3 

PY05923 7.6e-15 3 

PY03016 8.4e-15 3 

PY07226 8.4e-15 3 

PY06020 1.3e-14 3 

PY00552 1.3e-14 3 

PY04773 1.4e-14 3 

PY03991 1.4e-14 3 

PY05708 1.4e-14 3 

PY05688 1.8e-14 3 

PY05912 1.9e-14 3 

PY03332 2.4e-14 3 

PY04931 2.4e-14 3 

PY06029 2.9e-14 3 

PY02971 4e-14 3 

PY02660 4.4e-14 3 

PY06547 4.8e-14 3 

PY07111 4.8e-14 3 

PY07501 5.4e-14 3 

PY05871 7.2e-14 3 

PY06732 7.9e-14 3 

PY07090 8.8e-14 3 

PY02312 1.4e-13 3 

PY06740 1.6e-13 3 
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MEME

PY06549 2.3e-13 3 

PY00308 3.6e-13 3 

PY01837 4.4e-13 3 

PY07080 4.8e-13 3 

PY01872 6.3e-13 3 

PY00997 7.6e-13 3 

PY01110 9.1e-13 3 

PY00580 1e-12 3 

PY01981 1.6e-12 3 

PY03177 1.7e-12 3 

PY02973 1.9e-12 3 

PY01111 2e-12 3 

PY03636 2e-12 3 

PY04914 2.4e-12 3 

PY01963 3.1e-12 3 

PY07826 3.4e-12 3 

PY01834 4.4e-12 3 

PY07187 6.2e-12 3 

PY00754 6.8e-12 3 

PY04327 6.8e-12 3 

PY07477 8.7e-12 3 

PY01773 2.2e-11 3 

PY03194 4.8e-11 3 

PY04554 1.1e-05 3 

PY00578 1.2e-05 3 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 3 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 3 position-specific scoring matrix 

 

Motif 3 position-specific probability matrix 

 

Time 811.09 secs.

P N MOTIF 4     width = 21     sites = 179     llr = 5696     E-value = 1.6e-1623 

Simplified A : : : : : : : : : 6 1 : : : : : : 1 : : : 
pos.-

specific 
C 9 : : : : : : : : : : 6 : : : : : : : : : 
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MEME

probability D : 3 1 6 : 4 : : : : : : : : : : 2 : : : 1 
matrix E : 1 : 1 1 3 : : : : : : : : : : 1 2 : : : 

F : : : : 1 : : : : : : 4 1 1 : 4 : : 6 5 : 
G : : 1 : : 1 : : : 1 7 : : : : : 1 : : : 4 
H : : : : : : : : : : : : : : : : : : : : : 
I : : : : 2 : : 8 1 1 : : 2 : : 1 : : 1 1 : 

K : 1 : : : 1 8 : : : : : : : : : 1 1 : : 2 
L : : : : 4 : : 1 : : : : 7 : 9 5 : 1 1 : : 

M : : : : : : : : : : : : : 1 : : : : : : : 
N : 2 2 1 : 1 : : 5 : : : : : : : 4 : 1 1 : 
P : : : : : : : : : : : : : : : : : : : : : 
Q : 1 : : : : : : : : : : : : : : : 3 : : : 
R : : : : : : 1 : : : : : : : : : : : : : : 
S : 1 3 : : : : : 2 1 : : : : : : : : : : 1 
T : : 4 : : : : : 1 : : : : : : : : : : : 1 
V : : : : : : : 1 : : 1 : : : : : : : : : 1 

W : : : : : : : : : : : : : 4 : : : : : : : 
Y : : : : : : : : : : : : : 4 : : : : 1 2 : 

.
bits 7.1 

6.4 
5.7 
5.0 

Information 4.3   
content 3.6     

(45.9 bits) 2.8               
2.1                         
1.4                                     
0.7                                           
0.0 

.
Multilevel CDTDLDKINAGCLWLLNQFFG

consensus S E F Y FDE

sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY00297 42 1.57e-22 QHFKKYCNSN CDTDLEKISAGCLYLLNEFFG DSSSLKNHAK 
PY05719 69 1.94e-22 HFKKYCTGGK CDGDLDKINAGCLYLFNAFFG SSDLFNSVAK 
PY07226 64 5.47e-22 SINNYCPNRK CESDIDKINAGCLWLFKQFYG SSYNFSSNAN 
PY03438 43 1.00e-21 TIKKYCPNKN CDSDINKIHAGCLWLLNQFYG DYDKFSNNAN 
PY07411 12 1.22e-21 LKNYCPKSGN CNNDIDKINAGFLWLFNAFFG KHGSSVINNT 
PY03359 84 1.49e-21 SLNSYCPNRK CENDIDKINAGCLWLFKQFYG SPYNFSSNAN 
PY03973 42 3.88e-21 YFQEYCTGDS CDNDLDKINAGCLYLFDAFFK DISAFRMTVK 
PY07331 34 6.80e-21 FLNNYCSSND CNTDLEKINGGCLYLFNHFFG SSELFKTVAN 
PY04321 73 9.82e-21 TIKNYCPNRK CDSDINKIDAGCLWLFNQFYG GSYNFSNYAD 
PY04083 43 2.02e-20 FLDGYCDSYS CDTDAEKINGGCLYLFNQIFG TSQLFKSVAN 
PY07327 42 2.02e-20 FLDGYCDSYS CDTDAEKINGGCLYLFNQIFG TSQLFKSVAN 
PY05871 64 2.41e-20 LFKKYCLNEK CNNDLDKINAGCLYLFYEFFG KYGSSFDPRF 
PY05244 48 3.42e-20 CPNRDSGETE CKTDLDKINAGCLWLFEQNIV NRISTLSKDH 
PY01080 34 4.07e-20 FLDSYCDGKG CDTDLAKINGGCLYLFNKFFG SSELFKSVAN 
PY06829 34 5.74e-20 FLDSYCGSYS CDGDIEKINAGFFYLFNQFFG SSESSYYAQN 
PY06742 43 8.06e-20 VFRKYCPNDN CDTNIKKINAGCLWLFNAYFG QFSISLDLPT 
PY07405 43 1.57e-19 ILNNYCDNKK CQSDFDKISAGCLYLLDQFYK DGGILSPPAR 
PY07022 42 1.85e-19 GLFTKYCPNN CENNIDKINAGCLWLFNKFYG SSYNFSSNAN 
PY06567 353 2.18e-19 TLNRYCSGNS CDNDLDKINAGCLYLLDSFFK DSSVFRSYAK 
PY01774 43 2.56e-19 FLDGYCGSNS CDTDFEKINGGCLYLFNKIFG TSELFKSVAN 
PY07027 43 2.56e-19 FLDGYCGSNS CDTDFEKINGGCLYLFNKIFG TSELFKSVAN 
PY02614 42 3.01e-19 FLDSYCYKNE CKGDLEKINAGCLFLLNKFFG SSGLSNKTKN 
PY06220 43 3.01e-19 TIKNYCPKKK CDSNVNKIHAGCLWLFKQFYG SSYNFSNNAN 
PY02543 44 3.01e-19 FLNSYCFNNE CKGDLEKINAGCLFLLNKFFG SSGLSNKAKN 
PY02971 32 3.53e-19 NINKYCPDEN CNTELDKITAGFLWLLGQYFT ISTNRSYNES 
PY01595 48 5.69e-19 CPNGESGDTE CKTDLDNINAGCLWLLEQLFV KNKKSNINTV 
PY04554 43 6.65e-19 QNFKKYCTNS CDSNLEKINAVCLYLFNLFFG NINSFKDNAK 
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MEME

PY02298 42 7.77e-19 FLDSYCFKYK CEGDLDKINAGFFYLLNQFIG SSGSSRYAQN 
PY05820 43 9.08e-19 FFKTYCSSNN CDIDINKINAGCLWLFNKFYG DSENFSYNAN 
PY06020 42 1.06e-18 IFKKYCPNKN CGTDTDIANAGCLWLFNQFFG VSGISHYHDV 
PY03983 48 1.06e-18 CPNGGSGETK CNTEADKINAGCLWLFEQNIV NRISTLSKDH 
PY02140 36 1.06e-18 NFDKYCTNDS CDSNLGKINAGCLFLFDEFFK DSDNFKSNAK 
PY04155 36 1.06e-18 NFDKYCTNNS CDSNLGKINAGCLFLFDEFFK DSDNFKSNAK 
PY05781 43 1.06e-18 PIKEYCAGNS CDDDLEKINAGCLFLFDALFK DNSVFKYHNN 
PY02312 64 1.06e-18 AFKKYCPNNN CDGDINKINAGCLWLFNSMFG TGGYSFDTKY 
PY00500 43 1.23e-18 HFKKYCDKEK CDDPLEKVNAGCLYFFNEFFG SSDLFKSVAK 
PY05912 43 1.23e-18 TFKSYCSNNK CDNDTDIVNAGCLWLINEFFG KAGTSVDKHT 
PY01111 42 1.23e-18 FFKDYCPNKN CNNDIEKINAGCLWLIYEFFV KLGFSAGQDV 
PY00988 41 1.23e-18 EHLKNYCISG CDNNLEKINAGCLYLLYTFFG SSDLFQSVAK 
PY06549 43 1.95e-18 NYKNYCPSEN CDTDLEKITIGFLWLLEQYFT EYPIKGNNEY 
PY06151 49 1.95e-18 NNHSFCTNIN CETDIDKINAGCLWLFKAIFF DSYSFKTYAK 
PY05822 42 2.26e-18 FLNKYCDGSK CDNDIEQISAGCLYLLNEFFK NSSVFQSVAK 
PY05688 57 2.62e-18 LFKKYCSSEK CEGDVNIVNAGCLWLFNEFFG KTGTSSYHDV 
PY06782 30 2.62e-18 SLNIYCSNRK CENDIDKINAGSLWLFKQFYG SSYNFSSNAN 
PY07342 43 2.62e-18 NYSNYCPGKD CNTELEKITIGFLWLLGQYFG KYPTKGGIIN 
PY06126 42 3.05e-18 LFKEYCNNKI CGSDLDKINAVCLHLFNELFG SSDTFSINSK 
PY06619 57 3.53e-18 EHLKNYCTSG CDNALDKINAGCLYFFKEFFG SSDLFSQYAK 
PY07111 46 4.09e-18 MLKKYCPKES CNNDIDKINAGCLWLINAIFS TSNFTFDNNT 
PY07017 24 4.73e-18 FLDSYCFNDE CNSDYGKINAGFLYLLNQFCG VSGLFKSCET 
PY03403 101 4.73e-18 EHLKKHCISK CDNNFDKINAVCLYLLDQFYK HEGLLPSPSR 
PY07090 48 5.47e-18 CSNGESEGTG CKTDLDKINGGCLWLFEQNII NRISDFGDSS 
PY01837 42 6.32e-18 CPNGGSKKNE CKTDLDKIKAGFLWLFEQIIV NNIDSLSKDQ 
PY05146 77 6.32e-18 ILNSYCAGNK CSDNLAKINAGCLYLFDAFFK NSSVFMSDAK 
PY05586 70 7.30e-18 ILSNYCNSNE CSDNLAKINAGCLYLLDAFFK NSSVFKSYAK 
PY07421 42 8.43e-18 SLNRYCPKNN CETNINKIHSGCLWLLKQFYG DSYNFSSNAN 
PY06514 33 8.43e-18 ILDNYCTSSG CTDDLAKINAGCLYLFDAFFK NSSVFKSDAK 
PY07080 42 9.72e-18 NFKNYCPDKN CNSELEKITIGFLWLLEQYFG TYRSTGYGDN 
PY00997 43 9.72e-18 TFKKYCPKES CNNDIDKINAGCLWLIYELFV KLSFSADPNT 
PY03636 48 9.72e-18 CYNQGSGVNE CNTDLDKITVGFLWLLEQYFT ISKDISYNEN 
PY06334 43 1.12e-17 DFKDYCTGNK CNDDTGKISAGCLYLLDAFFK DNSVFNSVAK 
PY00175 42 1.12e-17 TFKKYCPSNS CVADTDILNAGCLWLFNQFFG KAGISLYHNT 
PY01873 45 1.12e-17 FLNKYCDSNK CQSDYDRISAGCLYLLDQFYS DSGVLPRPSK 
PY04430 41 1.12e-17 NLKKYCDNGS CDDPFGKVNAGCLYLFDEFFA GFTQFNSVAK 
PY02688 43 1.71e-17 FLDSYCYNGE CSSDFGKINAGFFYLLNQFFE SSGLSYNVQN 
PY04327 48 1.71e-17 CPENGLGDNT CNTNLDKITAGFLWLLGECYS TLTTNGYDQN 
PY02278 43 1.71e-17 FLNSYCDGNK CDSNLEKINAGFFYLLNQFLG SYGSSYYAQN 
PY03042 41 1.71e-17 EYFKDYCTGG CDNDFKKINAGCLYFFDAFFK DSSLFEKVAK 
PY04773 48 2.25e-17 CRDEESGETE CKTELDKINAVCLWLLNENIA KGIDDLSNDQ 
PY06760 43 2.58e-17 FLNNYCNSNQ CQSDYDRISAGCLYLLDQLYK DSGVLPSPKD 
PY02827 63 2.58e-17 PNGDSGSKQE CKTELDKINAACIWLFNQIIS NKINSLNKEQ 
PY04755 34 2.58e-17 VSQKYCTDVN CDDDINKINAVCLFLFNELFG SSDSFNSVAK 
PY00924 172 3.39e-17 NYKRYCPSGD CNTELEKITIGFLWLLGQYFT EYPTKDGVIN 
PY07021 53 3.39e-17 HLQKYCDDGK CNGPLDKISAGCLYFFNEFFK DASVFRSVAK 
PY05708 43 3.89e-17 NFDKYCPNNN CDTDLEKITIGFLWLLGKYFT KYPKIGDNEY 
PY03010 52 4.45e-17 HFKQYCTNNS CDSNLEQINSACLYLFNAFFG DFNSYTDNAK 
PY05769 43 4.45e-17 FLDSYCDDKS CDTDFRRIDGGCLYLFKQIFG TSELFKSVAN 
PY02652 43 4.45e-17 FLDSYCDDKS CDTDFRRIDGGCLYLFKQIFG TSELFKSVAN 
PY02940 47 4.45e-17 FLDSYCGDNN CSTDYGKISAGFLYLFNGLFG VSGLFNSRET 
PY04931 64 5.09e-17 EHLKKNCISK CDSNFDKIDAVCLYLLDQFYK HEGLLPSPSK 
PY04733 79 5.81e-17 EYLQKYCING CDHNLDKINVGCLYLLDQFYK HDGIFPSPSN 
PY06796 43 5.81e-17 NYSNYCPGKD CNTELEKITIGFLWLLGQYFD KYPNKGNTIN 
PY06851 47 6.64e-17 CSNGGSGETE CNNEVDKINGGCLWLFEQNIV NRISTLSKDY 
PY07477 101 8.65e-17 CPVTDSGENE CDNNFGKITAGFLWLLEQCYS ALKNKTHDEN 
PY04215 43 8.65e-17 FLDSYCGSNS CDSDFEKISAGFFYLLSGFFG DSNSFNFDEK 
PY03332 72 9.86e-17 TFKRYCPNNK CDSDTNIVNAGCLWLINDFFG KDGTSVDKHT 
PY07594 41 9.86e-17 DRLKKYCTNN CDNNLDKISAGCLYFFDTFFK DVSAFEMAAK 
PY07198 41 1.12e-16 FLDSYCNNYK CEGDLDKINAGFYFLLNQFFW SSESSYNVQN 
PY03991 79 1.12e-16 GFKNYCPSSS CNSELEKITIGFLWLLEQYFT ISLDKSYNEN 
PY04795 42 1.46e-16 HSKKYCDNGN CNGPLDKINTVCLYLFNEFFG NSSVFESVSK 
PY00055 31 1.66e-16 ILGKYCPNEN CNNYIDKINAGSLWLFYEFFG KPGSTVDSNT 
PY07422 43 1.66e-16 FLNSHCDGNT CDNDIEKISAGFFYLLSGFFG GSDLFNFDEK 
PY01184 48 1.66e-16 CPNGDSKEKE CKNEVDKINAACLWLFEQNIV NRISDFNGSN 
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PY00284 55 1.66e-16 CPNGNSGHNE CITELDKINAACLWLLNENIT KGIDDLRNEQ 
PY05816 47 1.88e-16 CPHGNSGNNK CITELDKINAACLWLFEQNIS HRIDDLSSEH 
PY01872 32 2.14e-16 NIKKYCPDEN CDTDFDKNTAGFLWLLGECYS TVIDKSYKEN 
PY05624 37 2.14e-16 ILNNYCTGNN CSSNLDKLNAGCLYLLDGLFK DSSVFKHHKN 
PY02564 43 2.14e-16 FLNGYCDGNK CDSDFEKISAGFFYFLGGFFG GSDLFNFDEK 
PY02671 42 2.14e-16 LFKENCTNQK CESDLAKINAVCLFFFKHFFG DSGSFEINAK 
PY07546 42 2.43e-16 HFKTYCTNNN CEMPLEKINAACLYLFDGFFK DADLFKSVAK 
PY06339 52 2.76e-16 DFSNGYCNID FKSDFDKINAGCLYLLDEFIK DCGVDPSTAK 
PY03729 42 3.54e-16 FLDSYCDGNK CDSAFERIDGGCLYLFKQIFG TSEFFKSVAN 
PY07175 52 5.14e-16 FLNNSCNNNN FQSELDRISAGCLYLLDQFYK DCGVVPRPSK 
PY05673 53 5.14e-16 FSNNSCNNND FQSDLDRISAGCLYLLDEFIK DCGLLPPPAR 
PY07849 42 5.14e-16 YFKEYCTDGQ CEEDINKINAVCLFLFNELFG NSTSFSFIAK 
PY02943 42 5.82e-16 DFKEYCTDVN CEEDINKINAACLFLFNELFG SSDSFNSVAK 
PY06374 42 5.82e-16 LFKDYCDNKK CVTDLDKIHAVCLFLFDNFXG GVDSFTVNAK 
PY06732 48 8.39e-16 FFNGYCPNNN CESDINKITAGCLRLFNDMFG NYGSSFDSKT 
PY00494 43 8.39e-16 FLEGYCDDYE CSTNYGKLNAGFFYLLNQFIG SSGSLYNVEN 
PY06763 43 8.39e-16 FLEGYCDDYE CSTNYGKLNAGFFYLLNQFIG SSGSLYNVEN 
PY07501 48 9.47e-16 DFIDYCTDGE CDDDTDKINARCLHVFDAFFK DKSVFENDAK 
PY01834 80 1.07e-15 CPIEDSGNQE CKTDLDKIKAVFLWLFEQNII SRISNLSEDQ 
PY02970 62 1.07e-15 DFSDSYCNID FKSDFDKISAGCLYLLDEFIK DCGVDPPPAR 
PY03760 42 1.21e-15 HFKEYCDNEL CDKDVDKINAGCLFLFDAIFM DSYSFRNYAK 
PY00177 30 1.36e-15 DFQKYCSNKS CNTELEQITIGFLWLLGEYFT EYPTKGGVIE 
PY06204 42 1.36e-15 FLDSYCNGNK CEGNLDKINAVFFYLINHFFG SSGLFNNNVK 
PY05828 41 1.53e-15 KLKNYCDNGS CDASFGKVNAGCLYLFDELFK DYEKFNSVAK 
PY07035 89 1.72e-15 ELSDHLCDNI SQSDLNKISAGCLYLLDEFIK DCNVVSSPAK 
PY02687 53 1.72e-15 ELSDHLCDNI SQSDLNKISAGCLYLLDEFIK DCNVVSSPAK 
PY05648 53 2.18e-15 LNKYSCNNNN LQSDFDKISAGCLYLLDEFIK DCGVKPSPVK 
PY04466 42 2.45e-15 FLDSYCGGNK CDSAFERIAGGCLYLFMQIFG TSELFTSVAN 
PY06029 74 2.75e-15 CSNGESDGTG CKTDHDKINGGCRWLFEQNVV TRINDLSNEQ 
PY06547 30 4.90e-15 SLKKYCPNGN CDTNLDKIKAGFLWLFEKNCS KYEITDEDGQ 
PY07653 34 5.49e-15 NQYKQNFNKA SYTDIDKINGWCLWLFKAIFG DSLSFKKYAN 
PY01871 53 9.64e-15 LNNYSCNNNN FKNELDRISAGCLYLLDEFIK DCGVSHSPLK 
PY00552 48 9.64e-15 CPDGESGEGK CNTKLDKINAVCLWLLNSNIA YKVNYSSKEK 
PY06740 72 1.20e-14 HNVDSGNSKE CKTEPDKINAACLWLVEQIII NKIDNLSNEK 
PY05410 43 1.34e-14 NFLEYCPQKN CNSELEQITIGFLWLLGECYS TLTGRVYNEN 
PY00580 42 1.34e-14 NFKDYCPKED CDTELEKNTIGFLWLLGHCFY ALKNKSNIDT 
PY04786 41 1.50e-14 ILKLYCPGNN CSSDEQKIIAGFIMLLNMFND INDENIDSEK 
PY01110 43 1.67e-14 SFKKYCPDGN CNNDIDKINAGCLRLIYDFFI KSGFSADPDT 
PY00085 58 2.32e-14 DYKNYCTNEN CDNDTDKMNARCLHIFDAFFK DKSTFENDAK 
PY02973 42 2.32e-14 DFDKYCPNDN CNTELEKNTIGFLWLLGQCYY ALKNKSHINT 
PY02782 61 2.88e-14 DFSDSYCNID FQSDFYKINAGFLYLLDEFIK DCGVAPSPAK 
PY04988 37 2.88e-14 NGYCFKDKCG RGYPLDKINAGCLFLFNKFFG SSGVLKDNAK 
PY04979 34 3.20e-14 FLDSYCNDYE CGTNYGKLNAGFFYLLNKFFW SSGSSYDEQN 
PY00493 79 4.41e-14 DFSDFVCNNI SLSDLNKISAGCLYLLDEFIK DCGMVPPPAR 
PY04996 34 4.41e-14 NQYKSHFTKD SYTDIDKINGWCLWLFKVIFG DSVSFKKYAN 
PY07406 52 6.05e-14 NLSSDFCYNN FQSDFNRINAGCLYLLDELIN DCGVVSPPEK 
PY03177 43 7.45e-14 EYKDYCPDDD CNTEIEQITIGFLWLLGKCYY EFKSKSHNNT 
PY03194 48 8.26e-14 CPITDSGKNE CNNDLDNFTAGFLWLLGECYS ESTKKIYNEN 
PY07160 43 1.02e-13 TLTLYCPDNQ CKTYNNIVNGGCIWLLDTFYG GKTVFSHYAN 
PY06877 40 2.07e-13 ILNTYCPDGN CSSDELKIIAGFIMLLNMLGD DKTDGEKLVE 
PY06666 42 2.29e-13 DFKEYCTNEN CVDDTAKINARCLYIFETFFK DKSAFEKDAK 
PY07516 51 2.29e-13 ILNTYCPESN CSSDELKIIAGFIMLLNMIGE EDINGDKLVE 
PY07624 43 6.11e-13 TLKQHCPDKE CKNYINLVKGGCLWLLDRFYG SKTVFYHYSN 
PY02131 43 6.11e-13 TLKQYCPDKE CKNYINLVKGGCLWLLDRFYG SKTVFYHYSN 
PY02541 43 7.41e-13 TLKQHCPDKE CKTYNNIVNGGFLWLLDTFYD GKSVFSYYAD 
PY06499 67 8.98e-13 LLKLYCPDNT CSSDEEKITSGFIMLLNKLEN LESDEIVQYA 
PY05150 34 1.19e-12 NQYKQHFNKE TYTDNDKINGLCLWLFQAIFG NSVSFKKYAN 
PY03986 51 1.91e-12 ILHMYCPGNK CSSDEEEIVAGFIMLLNMIGE EGIDGEKLVE 
PY01331 41 2.76e-12 LLSMYCPDSK CSSDELKIISGFILLLNMFGE GDIDSDKLVE 
PY04084 52 2.76e-12 LLKMYCPDYN CSSDELKIISGFILLLNMFGE EDIGSDKLVE 
PY02572 41 3.03e-12 ILSTYCHNNN CSSDEEKIISGFIVLLNMLNP ETIDGDKIVE 
PY07413 50 5.22e-12 FLNMFFPGSS CNSDEEKIISGFILLLSLFND IDDKNIDGDK 
PY05560 41 5.71e-12 SLNDYCPDNN CSSDEEKVISGFIMLLKKLAD LGSDKIVQYA 
PY04787 40 6.25e-12 YFKYYCPDNK CDTDEKKIISAFIALIPLFNG MDDVENLESD 
PY04066 49 6.25e-12 HFDYYCPNSK CDTDEKKIISAFIALIPLFNG MDDVENLESD 

http://65.54.168.250/cgi-bin/getmsg/meme%2e10173%2eresults%2ehtml?&msg=...ct=%26hm___ts%3d1154186161%26hm___ha%3d857ef5ff1153cf52aca0f396f8d6791d (28 of 111)29/07/2006 16:53:18



MEME

PY06227 67 8.92e-12 LLSMYFPNNN CSSDEEKIIPGFIMLLKKLDE ESLESDQIVE 
PY05767 49 9.74e-12 HFDYYCPDSN CDTDEKRVCSGFLALLKLFER IDNHEKLESD 
PY01773 46 2.32e-11 RSNKKPWKRE CNTIGEVVNAVTIMLLHKLFT LNKNLESENN 
PY04516 67 2.53e-11 LFNSYCPYNN CDTDDNKVSSTFITLLKFFEG ISDEHLEGDK 
PY02660 56 4.20e-11 HYKDYFHNKS IYTDIDKINGYCLWLFNNILK KIYTCESKES 
PY06886 52 4.97e-11 KLNTFFPDSN CSSDEENIIYGFILLLNMFGE EDIDGDKIVE 
PY03331 41 2.32e-10 MFNSYCPDNN CDTDEKKVISTFITLLKIFED TDNEENLEGD 
PY00754 47 2.94e-10 RTNKKPWKRE CNTIGEVVNAVTIMLLHKLSV LNKNIEYENK 
PY04914 47 2.94e-10 RTNKKPWKRE CNTIGEVVNAVTIMLLHKLSV LNKNIEYENK 
PY03091 50 3.18e-10 LLNMLFSYDN CSNDDPKLTSEFIALLSLFNG IVSSENLDSD 
PY02565 52 3.44e-10 LLDYLFTDNN CSSDDPKLISDFIALLTLFNG IGSGENLDSD 
PY05923 76 8.64e-10 LLNLVLSGNN CSSDDPKLISDFIALLTIFNG IDIGEDLDSD 
PY01981 46 2.11e-09 QNNKKKEKGE CQTIAQAVNGTTLLLLNNLFN GKYYKESENE 
PY03948 50 2.11e-09 LLNKLFSYDN CSNDDPKLVSEFITLLTLFNG IDSDKLVEYA 
PY07533 35 3.26e-09 LLSFNCPNNN CDTDDKQISSTFIELLKYFEY INDDNLESDQ 
PY03016 41 5.76e-09 LFNSYCPDDK CDTDDKKVSSTFISLLKSFKN IDDKENLESD 
PY06754 30 8.18e-09 HTEMHCPDNK CDDDNKKLSSAFIAFIAFFNG AGIDENLDSD 
PY03987 50 1.24e-08 LLKVAFPKND CSNDDRKLSSFFIALLSLLND NNKNENLAGD 
PY01963 47 1.99e-08 PIDKETQSRK CRTGNQAVSGATVFLFNYLFA DDQYIENDDK 
PY02036 41 2.78e-08 YLSAYCPDGN CSIDEEKIIPCFIILLKNLDD ESFESDKIVQ 
PY07187 47 5.36e-08 HTNKETGKGE CKTSGQTVSAITVLLLNNLFT GDEYIESEDK 
PY07826 36 8.85e-07 HNPENKYNYY CRTNLETRNGKCLTVGQVVNI VTIILLDKLS 

Motif 4 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY00297 1.6e-22 4 

PY05719 1.9e-22 4 

PY07226 5.5e-22 4 

PY03438 1e-21 4 

PY07411 1.2e-21 4 

PY03359 1.5e-21 4 

PY03973 3.9e-21 4 

PY07331 6.8e-21 4 

PY04321 9.8e-21 4 

PY04083 2e-20 4 

PY07327 2e-20 4 

PY05871 2.4e-20 4 

PY05244 3.4e-20 4 

PY01080 4.1e-20 4 

PY06829 5.7e-20 4 

PY06742 8.1e-20 4 

PY07405 1.6e-19 4 

PY07022 1.8e-19 4 

PY06567 2.2e-19 4 

PY01774 2.6e-19 4 

PY07027 2.6e-19 4 

PY02614 3e-19 4 

PY06220 3e-19 4 

PY02543 3e-19 4 

PY02971 3.5e-19 4 

PY01595 5.7e-19 4 

PY04554 6.7e-19 4 
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PY02298 7.8e-19 4 

PY05820 9.1e-19 4 

PY06020 1.1e-18 4 

PY03983 1.1e-18 4 

PY02140 1.1e-18 4 

PY04155 1.1e-18 4 

PY05781 1.1e-18 4 

PY02312 1.1e-18 4 

PY00500 1.2e-18 4 

PY05912 1.2e-18 4 

PY01111 1.2e-18 4 

PY00988 1.2e-18 4 

PY06549 1.9e-18 4 

PY06151 1.9e-18 4 

PY05822 2.3e-18 4 

PY05688 2.6e-18 4 

PY06782 2.6e-18 4 

PY07342 2.6e-18 4 

PY06126 3e-18 4 

PY06619 3.5e-18 4 

PY07111 4.1e-18 4 

PY07017 4.7e-18 4 

PY03403 4.7e-18 4 

PY07090 5.5e-18 4 

PY01837 6.3e-18 4 

PY05146 6.3e-18 4 

PY05586 7.3e-18 4 

PY07421 8.4e-18 4 

PY06514 8.4e-18 4 

PY07080 9.7e-18 4 

PY00997 9.7e-18 4 

PY03636 9.7e-18 4 

PY06334 1.1e-17 4 

PY00175 1.1e-17 4 

PY01873 1.1e-17 4 

PY04430 1.1e-17 4 

PY02688 1.7e-17 4 

PY04327 1.7e-17 4 

PY02278 1.7e-17 4 

PY03042 1.7e-17 4 

PY04773 2.2e-17 4 

PY06760 2.6e-17 4 

PY02827 2.6e-17 4 

PY04755 2.6e-17 4 

PY00924 3.4e-17 4 

PY07021 3.4e-17 4 

PY05708 3.9e-17 4 

PY03010 4.4e-17 4 

http://65.54.168.250/cgi-bin/getmsg/meme%2e10173%2eresults%2ehtml?&msg=...ct=%26hm___ts%3d1154186161%26hm___ha%3d857ef5ff1153cf52aca0f396f8d6791d (30 of 111)29/07/2006 16:53:20



MEME

PY05769 4.4e-17 4 

PY02652 4.4e-17 4 

PY02940 4.4e-17 4 

PY04931 5.1e-17 4 

PY04733 5.8e-17 4 

PY06796 5.8e-17 4 

PY06851 6.6e-17 4 

PY07477 8.6e-17 4 

PY04215 8.6e-17 4 

PY03332 9.9e-17 4 

PY07594 9.9e-17 4 

PY07198 1.1e-16 4 

PY03991 1.1e-16 4 

PY04795 1.5e-16 4 

PY00055 1.7e-16 4 

PY07422 1.7e-16 4 

PY01184 1.7e-16 4 

PY00284 1.7e-16 4 

PY05816 1.9e-16 4 

PY01872 2.1e-16 4 

PY05624 2.1e-16 4 

PY02564 2.1e-16 4 

PY02671 2.1e-16 4 

PY07546 2.4e-16 4 

PY06339 2.8e-16 4 

PY03729 3.5e-16 4 

PY07175 5.1e-16 4 

PY05673 5.1e-16 4 

PY07849 5.1e-16 4 

PY02943 5.8e-16 4 

PY06374 5.8e-16 4 

PY06732 8.4e-16 4 

PY00494 8.4e-16 4 

PY06763 8.4e-16 4 

PY07501 9.5e-16 4 

PY01834 1.1e-15 4 

PY02970 1.1e-15 4 

PY03760 1.2e-15 4 

PY00177 1.4e-15 4 

PY06204 1.4e-15 4 

PY05828 1.5e-15 4 

PY07035 1.7e-15 4 

PY02687 1.7e-15 4 

PY05648 2.2e-15 4 

PY04466 2.5e-15 4 

PY06029 2.8e-15 4 

PY06547 4.9e-15 4 

PY07653 5.5e-15 4 
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PY01871 9.6e-15 4 

PY00552 9.6e-15 4 

PY06740 1.2e-14 4 

PY05410 1.3e-14 4 

PY00580 1.3e-14 4 

PY04786 1.5e-14 4 

PY01110 1.7e-14 4 

PY00085 2.3e-14 4 

PY02973 2.3e-14 4 

PY02782 2.9e-14 4 

PY04988 2.9e-14 4 

PY04979 3.2e-14 4 

PY00493 4.4e-14 4 

PY04996 4.4e-14 4 

PY07406 6e-14 4 

PY03177 7.4e-14 4 

PY03194 8.3e-14 4 

PY07160 1e-13 4 

PY06877 2.1e-13 4 

PY06666 2.3e-13 4 

PY07516 2.3e-13 4 

PY07624 6.1e-13 4 

PY02131 6.1e-13 4 

PY02541 7.4e-13 4 

PY06499 9e-13 4 

PY05150 1.2e-12 4 

PY03986 1.9e-12 4 

PY01331 2.8e-12 4 

PY04084 2.8e-12 4 

PY02572 3e-12 4 

PY07413 5.2e-12 4 

PY05560 5.7e-12 4 

PY04787 6.3e-12 4 

PY04066 6.3e-12 4 

PY06227 8.9e-12 4 

PY05767 9.7e-12 4 

PY01773 2.3e-11 4 

PY04516 2.5e-11 4 

PY02660 4.2e-11 4 

PY06886 5e-11 4 

PY03331 2.3e-10 4 

PY00754 2.9e-10 4 

PY04914 2.9e-10 4 

PY03091 3.2e-10 4 

PY02565 3.4e-10 4 

PY05923 8.6e-10 4 

PY01981 2.1e-09 4 

PY03948 2.1e-09 4 
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PY07533 3.3e-09 4 

PY03016 5.8e-09 4 

PY06754 8.2e-09 4 

PY03987 1.2e-08 4 

PY01963 2e-08 4 

PY02036 2.8e-08 4 

PY07187 5.4e-08 4 

PY07826 8.8e-07 4 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 4 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 4 position-specific scoring matrix 

 

Motif 4 position-specific probability matrix 

 

Time 1018.58 secs.

P N MOTIF 5     width = 21     sites = 159     llr = 5406     E-value = 1.4e-1556 

Simplified A : 2 2 : : : : : : 1 : : : : : : 2 : : : 1 
pos.-

specific 
C : : 2 : : : : : : : : : : : : : : : : : : 

probability D 1 2 1 : : : : : : : : : : : : : : : : : : 
matrix E 3 1 : : : 1 : : : : : : : : : : : : : : : 

F : : : : : : : : : : : : : 3 : : : 1 : 8 : 
G 1 : : : : : : : : 2 : : : : : : : : : : 5 
H : : : : : : : : : : : : : : : : : : : : : 
I : : 1 : : : : : 6 : : : : 6 1 3 : 2 a : : 

K : : : : : : : : : 2 1 7 : : : : : : : : : 
L : : : 2 : : 1 : 1 : : : 9 : 1 : 7 1 : 1 : 

M : : : : : : : : : : : : : : : : : : : : : 
N 1 : : : : : : : : : 7 : : : : : : : : : : 
P : : : 2 1 : : : : : : : : : 2 : 1 : : : : 
Q : : : : : : : : : : : : : : : : : : : : : 
R : : : : 2 : : : : : : 1 : : : : : : : : : 
S 1 1 : 5 7 8 9 8 : : 2 : : : 1 : : 6 : : : 
T : 1 4 1 : : : : 2 2 : 2 : : 3 : : : : : : 
V 2 2 : : : : : 2 : 2 : : : : : 6 : : : : 4 

W : : : : : : : : : : : : : : : : : : : : : 
Y : : : : : : : : : : : : : : : : : : : : : 

.
bits 7.1 

6.4 
5.7 
5.0 
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Information 4.3 
content 3.6     

(49.0 bits) 2.8                   
2.1                                     
1.4                                           
0.7                                           
0.0 

.
Multilevel EDTSSSSSIGNKLITVLSIFG

consensus V FPI V

sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY00177 222 4.61e-22 TEFSALASKY GVTSSSSSIGNKLFTVLSIFG AIAFFLGISY 
PY06029 288 1.14e-21 NDLQGSEHIS EVTSSSSSIASKLIPVLSIFG AIVFFLGISY 
PY02543 250 1.14e-21 NDALSSGLFS EDASSSSSIGNKLFTVLSIFG AIAFLLGISY 
PY07017 204 4.82e-21 GTEQILVQSS VDTSSSSSIGNKLISVLSIFG AIAFFLGISY 
PY01080 236 4.82e-21 TSAQQILQIS GDTSSSSSIGNRLFTVLSIFG VIAFLLGISY 
PY02940 233 4.82e-21 GTEQILVQSS VDTSSSSSIGNKLISVLSIFG AIGFLLGISY 
PY07198 227 5.84e-21 EAEQILAQSS EDTSSSSSIGNKLISVLSIFG AIGFLLGISY 
PY01184 272 7.06e-21 SEVSEASEAS EATLSSSSIANKLIPVLLIFV AIPICLGIAY 
PY05719 263 1.02e-20 ITKKCSAQMS GVTSSSSSIANKLFIVLSIFG AIGIFLGISY 
PY07331 238 1.76e-20 TSAQQILQSS EDTSSSSSVANKLFTVLSIFG AIAFLLGISY 
PY05244 265 3.50e-20 NPVQDSGQKI EATSSSSSITNKLIPVLSIIV AIPIFLGIFY 
PY04979 234 3.50e-20 RAVQRLEQIS EDASSSSSITNKLFTVLSIFA AIAFFLGISY 
PY07090 270 4.14e-20 NSEPSPEHIS EVTSSSSSITNKLIPVLSIIV AIPIFLGIFY 
PY02970 270 6.77e-20 TDVAGYEQFS EDTSSSSSIANKLIPVLLIFA AIPIFLGIAY 
PY05769 245 7.95e-20 TSAQQILQIS GDTSSSSSVTNKLFTVLSIFG AIAFFLGISY 
PY02652 245 7.95e-20 TSAQQILQIS GDTSSSSSVTNKLFTVLSIFG AIAFFLGISY 
PY03983 272 1.09e-19 ETIQKFAQSS EDTSSSSSITNKLIPVLSIIV AIPIFLGIFY 
PY01774 245 1.09e-19 TSELTSTQTY EDTPSSSSITTRLFTVLSIFG AIAFFLGISY 
PY07027 245 1.09e-19 TSELTSTQTY EDTPSSSSITTRLFTVLSIFG AIAFFLGISY 
PY01873 269 1.09e-19 QESVQYVDNS DATSSSSSIVSKLIPVLLIFG AIPILLGVSY 
PY04327 239 1.27e-19 ITTKFSAQMS GVISSSSSTANKLFTVLSIFG AIAFFLGISY 
PY02614 248 1.27e-19 NDALSSGLIS EDASSSLSITNKLFTVLSIFG AIAFLLGVSY 
PY02298 245 2.02e-19 ASAQKTVQIS EDTSSSSSITTRLFTVLSIFG AIAFFLGISY 
PY06204 245 2.02e-19 EQNLSSAVIS EDVASSSSIANKLFTVLSIFG AIAFFLGISY 
PY06829 236 2.02e-19 ASAQKTVQIS EDTSSSSSITTRLFTVLSIFG AIAFFLGISY 
PY02688 222 2.34e-19 GTEHILVQSS VDISSSSSIGNKLISVLSIFG AIGFLLGISY 
PY03403 319 3.15e-19 NLGQESEEDS EVASSSSSITNKLIPVLLILG AIPIFLGIAY 
PY07422 235 3.65e-19 GTEQNLVHSS VDTSSSSSIGNKLISVLSVFG AIAFLLGISY 
PY00578 204 3.65e-19 TEFSALASTY EFTSSSSSTGNKLFTVLSIFG AIAFFLGISY 
PY05146 292 4.21e-19 GPEHLHAQDS EVASSSSSIANNLFIVLSIFG AIAFFLGISY 
PY03729 245 4.21e-19 TPAQKILQSS EDTSSSSSVTNKLFTVLLIFG AIAFLLGISY 
PY02278 238 4.21e-19 ETMQNSGLIS EDTSSSSSIGNKLISVLSVFG AIAFLLGISY 
PY06514 240 5.61e-19 DFSELSKQTS EVASSSSSITNNLFIVLSIFG AIAFFFGISY 
PY02827 292 6.46e-19 ISEQRYEQDS DVTLSSSSITNKLIPVLSIIV AIPIFLGIFY 
PY02564 240 6.46e-19 NCVQRLEQIS QDASSSSSITNKLFIVLSIFG AIAFFLGISY 
PY06760 269 8.55e-19 QDSGQDAHNS DVALSSSSIVSKLIPVLLIFG AIPIFLGISY 
PY07406 265 8.55e-19 GYEEWSGEIS EDTSSSSSIASKLIPVLLIFA AIPIFLGISY 
PY06549 235 8.55e-19 ITAKISALRS GYTLSSSSIGNRLFTVLSIFG AIAFFLGISY 
PY04795 249 9.81e-19 KCSEKTAQGS EVTSSSSSIGNTIISVLSIFG AIAFFLGISY 
PY04931 282 9.81e-19 DSEQESESSS EVTSSSSSIVSKLIPVLLILG AIPIFLGIAY 
PY02782 272 1.29e-18 GSEQLSGETS EVTLSESSLASKLIPVLSIFV AIAFFLGISY 
PY01872 223 1.29e-18 EIPASIYALT SEDTSSSSIGNKLFTVLSIFG AIAFFLGISY 
PY06877 219 1.29e-18 SFRCNNVSSV VACPRSSVTKNTLITIAIIFV AASILLGVSY 
PY07342 233 1.29e-18 EIESKISALA SEDTSSSSIGNKLFTVLSIFG AIAFFLGISY 
PY07413 234 1.29e-18 SVKCEHVSSL VACPRSSVTKNTLITIAIIFV AASILLGVSY 
PY07838 240 1.29e-18 YNLQCSNISL VACPRSSVTKNTLITIAIIFV AASILLGVSY 
PY06851 260 1.29e-18 KNLQGSELSF EDTSSSSSITSKLIPVLSIIV AIPIFFAIVY 
PY06567 563 1.29e-18 HSKLTSVQTS EDASSSSSITNNLFIVLSIFG AIAFFLGISY 
PY03010 265 1.48e-18 EQIGQTEQKS DVTSSSSSIVSKLIPVVSIFV AISFFLGISY 
PY03991 270 2.20e-18 EITAKVSALI SGDTSSSSIGNKLFTVLSIFG AIAFFLGISY 
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PY06796 234 2.20e-18 EITENVSALI SGDTSSSSIGNKLFTVLSIFG AIAFFLGISY 
PY06666 210 2.20e-18 KKIISEQHVC EVASSSSSIASKLIPILSILV AIPIFLGIAY 
PY00924 362 2.51e-18 ELASKISALA SEDTSSSSIGNRLFTVLSIFG AIAFFLGISY 
PY07080 237 2.51e-18 EITTKFAAQL SGDTSSSSIGNKLFTVLSIFV FVIWISETSS 
PY05410 239 2.86e-18 IATSISAQMS GVTSPSLSTGSKLFTVLSIFG AIAFFLGISY 
PY03177 238 2.86e-18 EIETNLFALT SEDTSSSSTGNKLFTVLSIFG AIAFFLGISY 
PY00580 229 3.25e-18 DITNISALAS VDTSSSSSIGKRLFAVLSIFG AIAFFLGISY 
PY04988 249 3.70e-18 QDVHRLEQIS QDPSSSSSITNKLFTVLSIFG AIAFFLGISY 
PY00988 245 3.70e-18 CSENILKQIS EDASSSSSITNKLLLVLSIFG AIGIFLGISY 
PY06740 298 5.41e-18 DSGQTLVQIS EATSPSSSITNKLIIFLSIFG AIALF 
PY00493 287 5.41e-18 TDVAGYEQFS EDTSSSSSIASKLIPVLLIFP AIPIFLGIAY 
PY07111 267 5.41e-18 SNIVTTTFSS NTTLSGSSLVNKLIPVLSIFV AIAILGGISY 
PY07175 278 6.13e-18 DFAHDSEPSS DVASSSSSILSKLIPVLLIFG AIPIFFGISY 
PY03636 238 6.13e-18 ITSNIYALSS GYTSSSSSIGKKLFTVLSIFG AIAFLLGISY 
PY00500 249 6.94e-18 VNCPERTVQI SDDASSSSIANKLFIVLSIFG AIGIFWGISY 
PY06499 239 7.86e-18 SNWCNNVPSV VACPRSPVTKNTLITIAIIFV AASILLGVSY 
PY04554 247 7.86e-18 ETSDKNVQNS DVIPSSSSIVSKLIPVLSIFP AIPIFLGIAY 
PY02036 220 8.88e-18 TLWCSKGPPL VACPRSSVTKNTLISIAIIFV AASILLGVSY 
PY02572 219 8.88e-18 NRACGNTSPL VACPRSSVTKNTLISIAIIFV ASSILLGVSY 
PY05923 261 8.88e-18 IGKCSSISQL VACPRSSVTKNMLITIAIIFV AASILLGVSY 
PY01331 222 1.00e-17 SLECSSISPL VACPRSSVTQNTLITIAIIFV AASILLGVSY 
PY03331 223 1.13e-17 NMACDNSSPL VACPRSSVTKNTLITIGIIFV AASILLGVSY 
PY05586 273 1.13e-17 NIVDFSKQNS EVGSSSSSITNNLFIVLSIFG AIAFFLGISY 
PY06339 271 1.28e-17 GYGQYSGEFP EVTLSESSLVSKLFIVLSIFG AIAIFLGISY 
PY07405 262 1.28e-17 EYGQYSGEFP EVTLSESSLVSKLFIVLSIFG AIAIFLGISY 
PY03194 239 1.28e-17 EITAKISALR SGYTSSSSIGNRLFTVLSIFG AIAFFLGISY 
PY05673 269 1.44e-17 EHIGETGEIS EDTSSSSSIASKLIPVLLIFT AIPIFLGIVY 
PY03987 233 1.44e-17 YSDKCSNISL VACPRSSVTKNILITIAIIFV AASIFLGIAY 
PY06227 248 1.44e-17 SFLCNTGPPL VACSRSSVTKNTLISIAIIFV AASILLGVSY 
PY02565 244 1.44e-17 NVKCKNTSSL VACPRSSIIKNTLIPIAIIFV VASFFFGISY 
PY03986 229 2.06e-17 SIWCNNVPSV VACPRSSVTKNTLIAIAIIFV VASILLGVSY 
PY00494 240 2.92e-17 QSSQLISAQN SEDISSSSIGNKLFTVLSIFG AIAFLLGISY 
PY06763 240 2.92e-17 QSSQLISAQN SEDISSSSIGNKLFTVLSIFG AIAFLLGISY 
PY05624 239 3.28e-17 ENDALSSGLI SEDASSSSITSKLFTVLSIFG AIAFFLGISY 
PY01871 264 3.67e-17 TSEQLYAQGS EVASSSSSISSKLIPVLSIFS AIPIFLGIAY 
PY01834 295 3.67e-17 KIEQTPAPNS EATAQSPSIGNKLFIVLSIFA AIPFFLGIAY 
PY07477 291 5.16e-17 EITTEFSAQM SGVTSSSPIGNKLFTVLSIFG AIAFFLGISY 
PY02973 229 5.78e-17 DITNISALAS VYTSSSSSIGKRLFAVLSIFG AIAFFLGISY 
PY06886 234 7.22e-17 NMACDNSSPL VACPRSSVTRNILITIAIIFV AASILLGVSY 
PY04787 223 1.00e-16 SVKCGYVSSL VACPRSSVTKNTLIKIAIIFV ASSILLGISY 
PY03091 239 1.00e-16 SLECSHRSPF VACPRSSVTKNILITIGIIFV AASILLGVSY 
PY06619 264 1.00e-16 CSEQKLKQIS EDTSSSSSVTNKLLLVLSIFA TIAIFLGIAY 
PY05767 229 1.00e-16 NVKCGYVSSP VACPRSSVTKNTLIKIAIIFV ASSILLGVSY 
PY04066 233 1.00e-16 NVKCGYVSSP VACPRSSVTKNTLIKIAIIFV AASILFGVSY 
PY04786 223 1.12e-16 NAECNNVSPL VACPRSSVTKNTLISIGFIFV AVSIFLGIAY 
PY05708 236 1.12e-16 ADISALASTL EDASSSSPMGNKIFTVLSIFG AIAFFLGISY 
PY05822 233 1.25e-16 EIEPSIYALT SEDTSSSSIGNKLISVLSILV AIAFLGGISY 
PY07035 300 1.72e-16 GSEQSYGEFS EVTLSELSLVSKLFIVLSIFG AIPIFLGIAY 
PY02687 264 1.72e-16 GSEQSYGEFS EVTLSELSLVSKLFIVLSIFG AIPIFLGIAY 
PY06742 265 2.13e-16 QDIETITLIP NTALSDSSLASKLIPVLSIFG AIAIFLGISY 
PY07516 207 2.62e-16 SAKCSSISPL VACPRSSITKNMLITIAIIFV AASILLGVSY 
PY03948 225 2.91e-16 SLVCIDSSSL VACPRSSVTKNIIIPIAIIFV AASILLGISY 
PY04083 237 3.23e-16 EITDNSAHTS EVASSSSSISKNLFIVLSIFG AIGFFLGISY 
PY07327 236 3.23e-16 EITDNSAHTS EVASSSSSISKNLFIVLSIFG AIGFFLGISY 
PY05560 217 3.58e-16 SNWCSHVPSV VACSRNSVTKNTLITIAIIFV AASILLGVSY 
PY02971 222 3.97e-16 ETSANSFALT SEDTSSSSIGKRLFTILSIFG AIAFFLGIFY 
PY06020 264 4.87e-16 LDTEMTNLSS NITLSGSSLVNKLVTVLSIFG AIAILLGVSY 
PY04516 250 4.87e-16 NVKCNNGSPL VACPRSSVTKNIIITIAIIFV AVSILLGVSY 
PY05816 249 5.97e-16 KRTQQHVQSS GVTSSSLSIVNKLIIALSIFT AIIIFWRIFY 
PY03973 233 5.97e-16 DITNIISEHA SEVTSSSSIASKLIPILSILV AIAIFLGISY 
PY04084 231 7.29e-16 RVKCGNVPSL VACSQSSIIKNTLITIAIIFV AASILLVVSY 
PY06220 263 8.06e-16 SSFETQVSDS DSTSSSSSILNKLISIPFIFV ATLILLGIAY 
PY04733 292 1.08e-15 LDYGQESESS FEATSSSSITSKLIPVLLILG AIPIFLGIAY 
PY05688 279 1.20e-15 SDIATITLSQ NTALSDSSLVSKLIIVLSIFG AIAIFLGISY 
PY04466 234 1.32e-15 NFAQQILQSS EDTXXSSSATNKLFTVLSIFG VIAFLLGISY 
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PY07533 218 1.32e-15 TLECSRSSPL VACPRSSVTKNILITIAIIFI AASILLGVSY 
PY01837 260 1.60e-15 SSAHDNVQNY GVTSSSPSIANKLIPFLLILA TIPIFLGVSY 
PY05820 278 1.76e-15 TSSEIEILDS GSASPSSSILNKLISIPFIFV VTLILLGIAY 
PY05781 238 1.94e-15 DNSVYTSGLT SEVTSSSSIANKLLLILSIFG AIAIFLGISY 
PY03016 223 2.84e-15 SEECNNFSSL ADYSRSSVIKNTLITIGIIFV AASILLGVSY 
PY04215 236 2.84e-15 SPSEIATDIS AQSSLSSSIGNKLFTVLSIFG AIAFLLGISY 
PY00175 264 3.12e-15 KLDTETTLSS NITLSESSLVNKLIPILSILV AIPMFLGIAY 
PY05648 267 5.46e-15 GYDELSGEFS EVALSELSLISKLFIVLSIFG AITIFLGISY 
PY07021 248 5.46e-15 GIASEIFAQR FGFTSSSSIATKLFIVLSIFG AIGIFLGISY 
PY07226 286 7.18e-15 SSSKAKISDS DSTLPSPSQVNKLILIPIIFV ATLILLGIGY 
PY03332 295 7.18e-15 SIHVSTTPIY DTILPGSSLVNKLIPILSIIV AIPIFLGISY 
PY03359 307 7.18e-15 SSSKAKISDS DSTLPSPSQVNKLILIPIIFV ATLILLGIAY 
PY06782 251 7.18e-15 SSYEAKVSDS DSTLPSPSQVNKLILIPIIFV ATLILLGIAY 
PY04773 266 1.35e-14 HSEHDSVQNS GVTSSSLSIVKKLILALSIFS AMTIFLGIFY 
PY00552 266 1.35e-14 HSEHDSVQNY GVTSSSLSIVKKLILALSIFS AITIFLGIFY 
PY05912 265 1.35e-14 SDHETTIPSY DTTLSGLSLVNKLILVLSILA AIAISLVISY 
PY00055 263 1.47e-14 SINVTETMSY NTTLAGSSLVNKIIPVLSIFA AILFFGGISY 
PY04321 304 1.92e-14 SSSKDKVSDS DSGSPSSSILNKLISIPFIFV ATLILLGIAY 
PY03760 228 2.09e-14 AAQSINFPSL PTFSRRSVIKHTLISIASIFV AVSTFLGISY 
PY07421 265 2.71e-14 SSSKAKISDS DSTLPRPSQVNKLILIPIIFV ATLILLGIAY 
PY05871 287 3.82e-14 SNIETATPIS NTTLSESSLVNKLVIVLPILA AIPIFLVIAY 
PY07594 233 4.53e-14 GIINENSEQR SEVTSGSSIAIKLIPILSILV AIAIFLGISY 
PY03042 228 5.36e-14 DSSSLPSIKS TQITSSSSIANNLLLVLSIFG AIGIFLGISY 
PY06732 270 5.83e-14 SNLVTTTTIS NTILPYSSLVNKLIPVLSIVV AIAFFFGISY 
PY03438 273 5.83e-14 PTSDTTEPTS DTTAPSSSTLNKFISIPFIFV VTLILLGIAY 
PY02660 295 9.58e-14 QNYETDKLNS ETALSSSLIINKLIPIPFIFI VILILLGIAR 
PY07411 234 1.04e-13 SNLVTTPLSF NTILSDSSILNKLIRVLSILV AIPIFWGISY 
PY00284 279 1.04e-13 GSVHGSVQNS DVTSSSLSMVKKLILALSIFR FVICITEKSS 
PY00997 248 1.13e-13 KSDIETIQSY DTILSGSSLVNKLVIVLPILA AIAIFWGIAY 
PY07849 228 1.44e-13 DLEFSNFPSL PTYSRRLVIKRTLIPIAFIFV TVSIFLGIAY 
PY01111 263 1.69e-13 SDIATATPSS DITLSDSSLVNKLVIVLPILA AISIFWGISY 
PY01110 267 1.83e-13 SNIATTPQIS NITLSESSLVNKLVIVLPILA AIPIFLGIAY 
PY02312 286 1.83e-13 TINVMTPLSS NSALSDSSLISKLVPILSIFV AIAIFFGISY 
PY06151 231 2.15e-13 KNKCNHFPSL PTFSRRSVIKNTLISITFIFV AISICLGIAY 
PY00085 239 2.33e-13 KNVCNDFPSL PTYSRRLVIKNTLISIGFIFV AVSIFLGIAY 
PY07022 271 1.83e-12 SRSETEVSDS DSGSPSSLILNKLISIPFILV ATLILLGIAY 
PY06374 228 1.87e-11 NAKSINFPIL PTYSRRSVIKKTLMSIGFVFV AASILLGVSY 
PY07501 235 2.14e-11 FPSTPDIKKI ISEATSSSIASKFIPILSILV AIPIFLGIAY 
PY01595 255 9.59e-11 GNGMKSSEDI CDATXSFSIVKKLILALLIFS TISIFLGIFF 
PY07546 215 1.08e-09 LSDDYDNLKN KCNNSPSLLTNSLISIAFIFG AIALFLGISY 
PY00297 214 1.62e-09 LLNDYDNLKS KCNNFSSLLTNSLISIAFIFV AASILLGVSY 
PY07187 241 8.44e-08 DIIYCKELCG GATSSSKVIGVEFRDVLPKEK DLDKWEDILR 
PY01773 375 2.89e-07 EGSGQKCYEA SQITLSSSSTEQEIPVYKVAG DGTTEIGDNP 
PY01963 229 1.06e-05 EIKEGDINYC KKIRSETNTSWKVIDVKSIEK VKKEKGLEKG 

Motif 5 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY00177 4.6e-22 5 

PY06029 1.1e-21 5 

PY02543 1.1e-21 5 

PY07017 4.8e-21 5 

PY01080 4.8e-21 5 

PY02940 4.8e-21 5 

PY07198 5.8e-21 5 

PY01184 7.1e-21 5 

PY05719 1e-20 5 

PY07331 1.8e-20 5 

PY05244 3.5e-20 5 
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PY04979 3.5e-20 5 

PY07090 4.1e-20 5 

PY02970 6.8e-20 5 

PY05769 8e-20 5 

PY02652 8e-20 5 

PY03983 1.1e-19 5 

PY01774 1.1e-19 5 

PY07027 1.1e-19 5 

PY01873 1.1e-19 5 

PY04327 1.3e-19 5 

PY02614 1.3e-19 5 

PY02298 2e-19 5 

PY06204 2e-19 5 

PY06829 2e-19 5 

PY02688 2.3e-19 5 

PY03403 3.2e-19 5 

PY07422 3.6e-19 5 

PY00578 3.6e-19 5 

PY05146 4.2e-19 5 

PY03729 4.2e-19 5 

PY02278 4.2e-19 5 

PY06514 5.6e-19 5 

PY02827 6.5e-19 5 

PY02564 6.5e-19 5 

PY06760 8.5e-19 5 

PY07406 8.5e-19 5 

PY06549 8.5e-19 5 

PY04795 9.8e-19 5 

PY04931 9.8e-19 5 

PY02782 1.3e-18 5 

PY01872 1.3e-18 5 

PY06877 1.3e-18 5 

PY07342 1.3e-18 5 

PY07413 1.3e-18 5 

PY07838 1.3e-18 5 

PY06851 1.3e-18 5 

PY06567 1.3e-18 5 

PY03010 1.5e-18 5 

PY03991 2.2e-18 5 

PY06796 2.2e-18 5 

PY06666 2.2e-18 5 

PY00924 2.5e-18 5 

PY07080 2.5e-18 5 

PY05410 2.9e-18 5 

PY03177 2.9e-18 5 

PY00580 3.3e-18 5 

PY04988 3.7e-18 5 

PY00988 3.7e-18 5 
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PY06740 5.4e-18 5 

PY00493 5.4e-18 5 

PY07111 5.4e-18 5 

PY07175 6.1e-18 5 

PY03636 6.1e-18 5 

PY00500 6.9e-18 5 

PY06499 7.9e-18 5 

PY04554 7.9e-18 5 

PY02036 8.9e-18 5 

PY02572 8.9e-18 5 

PY05923 8.9e-18 5 

PY01331 1e-17 5 

PY03331 1.1e-17 5 

PY05586 1.1e-17 5 

PY06339 1.3e-17 5 

PY07405 1.3e-17 5 

PY03194 1.3e-17 5 

PY05673 1.4e-17 5 

PY03987 1.4e-17 5 

PY06227 1.4e-17 5 

PY02565 1.4e-17 5 

PY03986 2.1e-17 5 

PY00494 2.9e-17 5 

PY06763 2.9e-17 5 

PY05624 3.3e-17 5 

PY01871 3.7e-17 5 

PY01834 3.7e-17 5 

PY07477 5.2e-17 5 

PY02973 5.8e-17 5 

PY06886 7.2e-17 5 

PY04787 1e-16 5 

PY03091 1e-16 5 

PY06619 1e-16 5 

PY05767 1e-16 5 

PY04066 1e-16 5 

PY04786 1.1e-16 5 

PY05708 1.1e-16 5 

PY05822 1.2e-16 5 

PY07035 1.7e-16 5 

PY02687 1.7e-16 5 

PY06742 2.1e-16 5 

PY07516 2.6e-16 5 

PY03948 2.9e-16 5 

PY04083 3.2e-16 5 

PY07327 3.2e-16 5 

PY05560 3.6e-16 5 

PY02971 4e-16 5 

PY06020 4.9e-16 5 
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PY04516 4.9e-16 5 

PY05816 6e-16 5 

PY03973 6e-16 5 

PY04084 7.3e-16 5 

PY06220 8.1e-16 5 

PY04733 1.1e-15 5 

PY05688 1.2e-15 5 

PY04466 1.3e-15 5 

PY07533 1.3e-15 5 

PY01837 1.6e-15 5 

PY05820 1.8e-15 5 

PY05781 1.9e-15 5 

PY03016 2.8e-15 5 

PY04215 2.8e-15 5 

PY00175 3.1e-15 5 

PY05648 5.5e-15 5 

PY07021 5.5e-15 5 

PY07226 7.2e-15 5 

PY03332 7.2e-15 5 

PY03359 7.2e-15 5 

PY06782 7.2e-15 5 

PY04773 1.3e-14 5 

PY00552 1.3e-14 5 

PY05912 1.3e-14 5 

PY00055 1.5e-14 5 

PY04321 1.9e-14 5 

PY03760 2.1e-14 5 

PY07421 2.7e-14 5 

PY05871 3.8e-14 5 

PY07594 4.5e-14 5 

PY03042 5.4e-14 5 

PY06732 5.8e-14 5 

PY03438 5.8e-14 5 

PY02660 9.6e-14 5 

PY07411 1e-13 5 

PY00284 1e-13 5 

PY00997 1.1e-13 5 

PY07849 1.4e-13 5 

PY01111 1.7e-13 5 

PY01110 1.8e-13 5 

PY02312 1.8e-13 5 

PY06151 2.2e-13 5 

PY00085 2.3e-13 5 

PY07022 1.8e-12 5 

PY06374 1.9e-11 5 

PY07501 2.1e-11 5 

PY01595 9.6e-11 5 

PY07546 1.1e-09 5 
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PY00297 1.6e-09 5 

PY07187 8.4e-08 5 

PY01773 2.9e-07 5 

PY01963 1.1e-05 5 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 5 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 5 position-specific scoring matrix 

 

Motif 5 position-specific probability matrix 

 

Time 1204.40 secs.

P N MOTIF 6     width = 21     sites = 180     llr = 5607     E-value = 2.8e-1579 

Simplified A : : : : : : : : 1 : : : : : : : : : : : : 
pos.-

specific 
C : : : : : : : 1 : : : : : : : : : : : : 5 

probability D : : : : : : : : : : : : 8 : 4 1 : : : : : 
matrix E : : : : : : : : : : : : : : : : : 1 1 1 : 

F : : : : : : 1 : : : : : : : : : 6 : : : : 
G : : : : : : : : : : : : : : : : : 1 : 1 : 
H : : : : : : : : : : : : : : : : : : : : : 
I : : : : : 3 : : 1 : : : : : : : : 1 : : : 

K : : : 1 3 : : : : : : 2 : : 1 1 : 7 3 5 : 
L : 1 : 1 : 4 8 1 : a 1 : : : : : 4 : : : : 

M : : : : : : : : : : : : : : : : : : : : : 
N 1 : : 3 : : : : 1 : : 4 : : 3 7 : : 4 1 : 
P : 2 : : : : : : : : : : : : : : : : : : : 
Q : : : : 6 : : : : : : : : : : : : : : : : 
R : : : 1 : : : : : : : : : : : : : : : : : 
S 6 6 : 2 : : : 6 1 : 8 1 : : : : : : 1 : : 
T 1 : : : : : : : 5 : : 3 : : : : : : : : : 
V : : : : : 2 : : 1 : : : : : : : : : : : : 

W : : : : : : 1 : : : : : : : : : : : : : : 
Y : : 8 1 : : : 1 : : : : 1 a : : : : : 1 3 

.
bits 7.1 

6.4 
5.7 
5.0 

Information 4.3 
content 3.6     

(44.9 bits) 2.8                   
2.1                           
1.4                                       
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MEME

0.7                                           
0.0 

.
Multilevel SSYNQLLSTLSNDYDNFKNKC

consensus SKI T N L K Y

sequence V

.

NAME       START   
P-

VALUE 
        SITES   

PY06567 207 1.06e-22 LNENSNNTDG SSYRQVLCTLSNDYDNFKKKC NGANCMDIPS 
PY06029 237 9.27e-22 LNENSNNIDG SSYRQILSTLSTDYNNFKNYC TENGVDCNDI 
PY06851 209 9.27e-22 ELNASDIDEN SPYYQVLSTLSNDYNNFKNYC SINKVDCDDI 
PY05816 204 6.16e-21 LNGNSSVTGN TSYSQVWSTLSTDYDNLKNKY NGINCMNIPS 
PY00500 198 9.12e-21 INEDPNNTNS NSYRQVLCTLSNDYDNFKKKC KDIKCSNSSS 
PY04795 197 1.10e-20 LNKNPNNSDG SSYGQVLCTLSNDYNNFKNKC KDIKCSNYSS 
PY00988 197 1.10e-20 LKNDSSIAKN SSYSKVLCTLSTDYDNLKNKC KNFPLFPEIN 
PY07406 205 1.34e-20 LYKDDNITKD SSYSKVLCTLSNDYDNFKKKC NDNSSLPTIE 
PY01837 205 1.94e-20 LNNGSDITES SPYYQVLSTLSKDYNNFKKYC NENKGDCNDI 
PY06334 196 1.94e-20 LNEDYYSGKG SPYNQLLSTLSNDYCNLKNKC NQFPTLPTYS 
PY02943 196 1.94e-20 LNEYYNNGKG SPYNQLLSTLSNDYNRFKNKC NNLPSLSTYS 
PY07849 196 1.94e-20 LNENYNNGKD SPYNQLLSTLSNDYCNLKNKC NDLEFSNFPS 
PY06151 204 2.79e-20 LNENYNNTKG SPYNQVLSTLSNDYNNIKNKC NHFPSLPTFS 
PY06204 195 2.79e-20 LNDDSSITND SSYNKLLCTLSNDYDNFKKKC KDISSFPAID 
PY00085 212 3.35e-20 LNEDYNNGKG SPYNQLLSTLSNDYNNLKNVC NDFPSLPTYS 
PY04755 188 3.35e-20 LNEDYNIGKD SPYNQLLSTLSNDYNNLKNVC NDFPSLPTYS 
PY02940 193 4.00e-20 LNNGHDVTND SSYNQLLSTLSTDYDKLKNEC KNILSSQPKG 
PY07090 215 4.77e-20 KLNVSAISED SPYYKVLSTLSNDYNNFKNYC KNNKNDCSDI 
PY00552 211 1.13e-19 LNRNSSISGD SSYSQVWSTLSTDYENFKKEY NVNCEGIPLF 
PY01834 243 1.33e-19 LNKDSGITED SPYYQALSTLSTDYNNLKDKC NDISPFPSIE 
PY01871 207 1.57e-19 LYKDYNSTKD SSYKQVLCTLSTDYDNLIKKC NAGQYCKSSP 
PY07405 197 1.57e-19 LYEDYNSNND SSYKQVLCTLSTDYDNLIKKC NDAQCCKSSS 
PY00284 218 1.57e-19 LNENSSATRN TSYSQVWSTLSTDYDNFKDEY DDINCVDIPS 
PY05719 224 2.57e-19 LNKNSNNTDD SSYKQILCTLSSDYDNLKNKC RSFRSLPEIT 
PY03010 206 3.02e-19 LNGDSNNNDS SPYKKILSTLSNDYDNLKNEC KDAKDSNFPA 
PY02827 226 4.15e-19 LNGNYNNNEY SSYIQILSTLSNDYKNFKNKC ENIKCNDIPS 
PY04979 179 6.62e-19 LYKDYNSTND SSYNQLLCTLSIDYDNLKSKC SNCSSFPEIK 
PY02614 197 7.73e-19 LNEYPNNTNG SSYNKILSTLSTDYDNFKIYC GKKGGTCNNF 
PY02543 199 7.73e-19 LNGDSNNTNG SSYNKILSTLSTDYDNFKIYC SKKGGTCNNF 
PY06126 196 1.05e-18 LNEDYNNGKN SPYNQLLSTLSNDYNRFKNIC NGAQSSNFPS 
PY05244 214 1.22e-18 ELNNPNNTKD SAYYQVLSTLSSDYNNFKKYC DDNNVDCNDI 
PY05586 224 1.90e-18 LKKNYSITEN SPYYKLLSTLSKDYDNFKKNC SDVNCKDIPP 
PY04787 191 2.94e-18 VKNTLDISKG SSYSQLWSSLSNDYDKFKEKY NSVKCGYVSS 
PY04554 191 2.94e-18 LNENYNNTDN SPYRKILFTLSTDYNNLKNEC KDAQDVVFPS 
PY06514 188 2.94e-18 LKKDPKITEG NPYYKLLSTLSKDYDNFKKKC SDVSCKDIPP 
PY01080 187 2.94e-18 MNENSDITSN GSYKQLLSTLSKDYDNFKNKY NNSQHFKSSP 
PY06339 206 3.40e-18 LYEEYNSTND SSYKKVLCTLSTDYDNLIKKC NDTQCCKSSS 
PY06374 196 3.40e-18 LNENYNNXKD SPYVQLLSTLSNDYDNFKNIY KNAKSINFPI 
PY06760 196 4.52e-18 LKKDTSITGN DSYNQLLSTLSTDYNDFKKEC KEILSPPPKE 
PY06740 235 6.00e-18 LNNVSDIGED SPYYQVLFTLSTDYDNYKNYC TSKGVDCNDF 
PY02564 196 6.00e-18 LNGDSSITND NSYNKLLCTLSNDYDNFKKKY KDSLSFPTIE 
PY02671 196 6.00e-18 LNESYNNTKG SPYNQLLSRLSNDYDNFKNIY KNAKSIDFPI 
PY02688 182 6.89e-18 DKIYKELNND SSYSQLLTTLSTDYNKLKEKC KNISSSQPKG 
PY07017 164 6.89e-18 DKIYKELNKD SSYSQLLTTLSTDYNKLKEKC NKISSSQPKG 
PY02565 213 7.92e-18 LKNDLDINKG SSYYQLLSSLSNDYKNFEKKY NVKCKNTSSL 
PY05648 207 9.09e-18 LYKNHIGTED SSNSKVLCTLSNDYDNFKKKC NDNSSLPTIE 
PY02970 214 1.20e-17 ELNDPDNIKY SGYCQAWSTLSNDYKNLKNKY KNYDFLPEID 
PY07175 206 2.05e-17 LKNDSDIADK SPYKEILSTLSTDYENFKKEC NDTSSSTLAE 
PY04773 209 2.05e-17 LNENSSATRN SSYSQIWSTLSTDYDSFKKDY DDNSCMGIPS 
PY05146 230 2.05e-17 KLNNVSDNKD SPYNRLLYTLSNDYDNFKKNC SVKCSISSFP 
PY04083 197 2.05e-17 LYGDSSNNDN SLYRQILSNLSTDYGNLKKKC KNSSSFPSIE 
PY05781 195 2.05e-17 LTKDSNITDN SSYNQILSNLSTNYNNFKKKC NDLPSISTID 
PY04215 196 2.05e-17 LNEDSSITND SSYSKILSALSTDYNKLKEKC KEGKSGNISS 
PY04466 185 2.34e-17 LNKDHSITGN ISYNQLLSTLSKDYDNFMNKY NNTQCSKSSP 
PY01595 205 2.34e-17 ELNVSDIDKD SPYHQVLSTLLSDYNNLKDYC DSNSIDCSSI 
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PY00580 191 2.67e-17 TELTNYNIED TPRSQILSTLLTDYNNLKIKC KDCTFLPDIT 
PY02973 191 2.67e-17 IELTNYNIED TPRSQILSTLLTDYNNLKIKC KSCTSLPDIT 
PY04996 188 3.94e-17 LKKDSDINKD DSYSQIFSILSNDYDNLKNKC NNFPSLLTYS 
PY05767 197 3.94e-17 VKNTLDISKG SSYSQLWYSLSNDYDKFKEKY NNVKCGYVSS 
PY04066 201 3.94e-17 VKNTLDISKG SSYSQLWYSLSNDYDKFKEKY NNVKCGYVSS 
PY03729 196 4.49e-17 MNENSDITNN SSYNELLSTLSKDYDNFMNKY NNSKYFKSSP 
PY00578 164 4.49e-17 ELKNTYNDEG SPHSKILSVLSTDYNNLKNRC KHIQSLPEIT 
PY02298 194 5.10e-17 MNKNSNITSN SSYKQLLSTLLDDYNKFKNYC NSKGGNCKNY 
PY07624 197 5.80e-17 LKKDFDVTND DSYSQLFSILSKDYDNFKNKC YYFPPLLTYS 
PY05769 196 5.80e-17 MNENSDITSN GSYKQLLSTLSKDYDNFINKY NNSQHFKSSP 
PY02652 196 5.80e-17 MNENSDITSN GSYKQLLSTLSKDYDNFINKY NNSQHFKSSP 
PY00494 189 8.48e-17 LNDNDTDNGN NLYNQLLCSLSTDYDNLKSKC SDSSSFREIK 
PY06763 189 8.48e-17 LNDNDTDNGN NLYNQLLCSLSTDYDNLKSKC SDSSSFREIK 
PY04430 198 8.48e-17 LNEDYYNGIY SPYNQLLSTLSDDYYNLKSIC YDFPLLPTYS 
PY03991 232 9.61e-17 LNGYSNNTGG SSYQQILSALSTDYDNLKNKS TNVTSLPEIT 
PY07160 196 1.09e-16 QLKDLDISEN ESYRQLFSILSKDYDNLKNKC SYFPPLLTYS 
PY01184 218 1.23e-16 LNEDSSINEN SSCSQILTTLSNDYNNFKTKC NEAGCNDYPL 
PY05624 189 1.39e-16 MNQNSVITSN SSYKQLLSTLSNEYDKFKNYY TSKGGNSKDI 
PY07422 195 1.58e-16 LKNDSDITDR SPYKEILSALSTDYNKLKNEC NKISSSQPKG 
PY07080 192 1.78e-16 ELSNNCNIKG TAYSKIFSALSTDYDNFKNYC NKKGANCKEF 
PY05150 188 2.27e-16 LKKDSDINED DAYSQIFSILSNDYDNLKNKC YYFPPLLTYS 
PY03983 214 2.27e-16 RLNDPNHTKD SDYYQVLSTLSNCYNNFKNYC NESKVDCSDV 
PY03987 203 2.27e-16 LKNALDVNKG SSYYQLLSSLSNDYKIFENKY SDKCSNISLV 
PY05923 230 2.27e-16 VKNAFDINKG SSYLQLWSSLSNDYNIFKQEY IGKCSSISQL 
PY07327 196 2.27e-16 LYGDSSNNDN SLYRQILYNLSTDYGNLKKKC KNSSPFPSIE 
PY07198 187 2.56e-16 LTDSDTDNGN SYYNQILSTLSTNYDKLKNEC KKISSSQPKE 
PY00493 231 2.89e-16 ELNDPDNTNY EGYCQAWSTLSNDYKNLKNKY KNYDFLPEID 
PY04988 190 2.89e-16 LNGDSSITND SSCNKLLCTLSNDYNNFKKKH SDVKCSNLSF 
PY07653 188 3.25e-16 LKKDSDINKD DSYSQIFSILLNDYDNLKNKC NIFSSLLTYS 
PY03331 192 4.12e-16 LKNALDINKE SSYYQLLSSLSNDYKNFEQLY NMACDNSSPL 
PY07331 189 4.12e-16 MNENSVITSN NSYKQLLYTLSKDYDNFINKY NNSQYFKSSP 
PY03636 199 4.12e-16 ELKDDSNIKG TLHSQLLSALLTDYNNLKEKC KDIQPLPEIT 
PY07838 210 5.21e-16 VKNVFDITKG SSYLQLWSSLSNNYKNFENKY NLQCSNISLV 
PY03194 201 5.86e-16 LNKVYGIIGE KPYNKIFSTLSTDYNNLKDKC TNCSSLPEIT 
PY05828 195 6.58e-16 LNEDYYNGIN SPYNQLLSTLLDDYYNLKSIC YDFPLLPTYS 
PY02278 198 6.58e-16 LNEDPNNTNG SSYNKMLSTLLTDYNKLKDKC NGNSSFPSIE 
PY01872 185 9.30e-16 LNRYSNNTDV SSYRQILSSLSTNYDDLKIKC KNDQTLPEIP 
PY03760 196 9.30e-16 LNEDYNNTKD SLYNKILSTLSNDYNVLKDKC NAAQSINFPS 
PY05673 214 1.17e-15 LENDSDITGN NSYKQLLLNLSKDYDNLKKEC TDAQERKLKA 
PY06829 185 1.17e-15 MNKNSNITSN SSCKQLLSTLLDDYNKFKNYC NSKGGNCKNY 
PY06754 182 1.31e-15 VKNAFDINKG SSYLQLLSILSNDYKQFKEKY KKVVCSNVEF 
PY02687 204 1.46e-15 ELNDSNNTKY IGYCQAFSTLSNDYNNLKNKY KGDTPLPEIN 
PY07264 187 1.46e-15 LKNDLDINKG SSYFQLWLSLSKDYDKFKEKY NTRGCSDIKF 
PY07413 202 1.46e-15 LKNDFDITEE DSYSQLWLSLSKDYKNFEKKY NSVKCEHVSS 
PY05708 195 1.46e-15 KLKDGSNTEG TSNNQILSALSNDYDYLKNKC KNVQPLPEIT 
PY07421 196 1.83e-15 INNNNTDTEN SSYSQLLSTLSNDYNGFGKNK IGNTSINLPS 
PY04516 219 1.83e-15 LKNALDINKG SFYLQLLSSLSNDYKNFEKKY NVKCNNGSPL 
PY03948 193 2.05e-15 VKNAFDINKG SSYLQLWSSLSSDYYKFKEKY NSLVCIDSSS 
PY01873 203 2.29e-15 LEQDTSNTGN GSYNKLLSTLLKDYNDFKKEC KEILSSLSEK 
PY07533 186 3.18e-15 LKNALDINKG SSYYELLSSLSNDYKKFKEKY NTLECSRSSP 
PY03091 207 3.54e-15 IKNAFDINKG SSYLQLLSSLSSDYYKFKEKY NSLECSHRSP 
PY02541 196 3.54e-15 QLKDLDINKN ESYGKLFSILSNDYDNLKNKC YYFPPLLTYS 
PY02572 188 3.95e-15 LKNALDINKG SSYYKLLSSLSNDYKNFEQLY NRACGNTSPL 
PY06886 203 3.95e-15 LKNALDINKG SSYYKLLSSLSNDYKNFEQLY NMACDNSSPL 
PY03042 196 3.95e-15 LNGNYSITGN SSYNKMLSSLSTDYNKLKDKY KDSSSLPSIK 
PY07035 240 4.90e-15 KLNDPNNAKY IGYCQAFSTLSNDYKNLKNKY KNYDFLLEID 
PY01774 197 5.46e-15 LYGDSDNTGS SLYRKILHNLSTDYSNFKKKC KNSSSFPSIE 
PY07027 197 5.46e-15 LYGDSDNTGS SLYRKILHNLSTDYSNFKKKC KNSSSFPSIE 
PY05822 195 5.46e-15 LNKESNIPNN SSYNKLVYTLSNDYNNLKINC KNCSSFPEIE 
PY02782 213 6.07e-15 ELNDPNNAKY IGYCQTLPTLSNDYNNLKNKY KDDNPLPEIN 
PY03403 255 6.75e-15 LNEDTNITKN SYYNEILSTLLNDYNDFKREC TDILSSSSEE 
PY06499 207 7.51e-15 VKNALDFNKG SSYLQLWSTLSKDYKEFESNY NSNWCNNVPS 
PY04931 218 7.51e-15 LNEDTSINKN SYYSEILSTLLNDYNDFKREC KDILSSSSEE 
PY00308 207 7.51e-15 LIEDSNNTVD ISYNKLLSTLSNDYNILINKY GNENKCPNFK 
PY03359 238 9.27e-15 INNNNTGTED SSYSQLLSTLSNDYVKFGKNQ IGDTSINLPS 
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PY07594 195 1.14e-14 FNIDHNINED NSYSHVFLTLLIDYDNLKKKC KNFPSIPGII 
PY02131 196 1.41e-14 QLKEDFDVSE GSPHQLFSILSKDYDNLKNKC YYFPPLLTYS 
PY07021 210 1.56e-14 LNVNCDITGN SSCSKILYTLSIDYINFKNKC NDIPPLPGIA 
PY00055 183 2.34e-14 LNDNDNNIDD SSYNKVLLHLSNYYNNFEKYR VPYNKQMKRP 
PY06796 196 2.34e-14 LNEYSNNTDD NSYKQLLFALSTDYGNLKNKS TNITSLPEIT 
PY07022 195 2.87e-14 LFNDDNNADG NSYNQILSILSNDYDYFRNSY VNSNIQNTFP 
PY00177 182 3.17e-14 ELNNKYKDKG TPHSKILSALSTDYNNIKGKR KDYQTLPEIT 
PY03986 197 3.17e-14 VKNALDITKE NSYSQLWLSLSKDYKNFEGNY NSIWCNNVPS 
PY02971 184 3.51e-14 ELNNDSKIEG TARSKILSALSTDYNKLKSKY NGFPSIPETS 
PY02036 188 3.51e-14 LKNALDINKG SSYYELLSSLSIDYKNFENSY NTLWCSKGPP 
PY05410 195 3.51e-14 GLNEGYNIES SARIKILPFLSTDYNNLKEKC NNVQPRSFPP 
PY05560 185 3.87e-14 VKNVFDITKG NSYLQLWLILSNDYKNFESNY NSNWCSHVPS 
PY00175 194 5.21e-14 LNDNDNNIDD SSYSKVLSVLSKCYDNFGDYT LLNNTPINRP 
PY07411 163 5.75e-14 LFNDNDNIEG SSYNKVLRVLSRYYNNFEKGR SYNNISLYLP 
PY06549 196 8.49e-14 LDVDSNNTSD SSRKQILSALSTDYGTLRSKR NDITFLPEIT 
PY07226 217 9.35e-14 LFNDDDNNEG SSYNKILSALSSDYYNFEKNK VDGKSIEFPS 
PY06227 216 9.35e-14 VKNVFDITKG SSYLQLWLSLSKDYKDFESNY NSFLCNTGPP 
PY04327 200 1.37e-13 DLNESYNIED TARRKILPFLLTDYNNLINKC KSFTSLPDIT 
PY05688 208 1.51e-13 LFDDDNNNGD NSYNKVLLVLSNWYNNFGKGT RYNNTSINLT 
PY07477 253 1.66e-13 DLNEGYNIED TARSKILPFLLTDYNNLINKC KSFTSLPEIT 
PY06020 193 2.00e-13 LLNDNNNIHD SSYSKVLLVLSNYYNNFEKSK ALRSISIDLP 
PY07342 195 2.19e-13 NLNNKYKTEG ASHLQILSALLTDYNNLNEKY SDIPSFSEIE 
PY01331 190 2.64e-13 HKNALDITKG DSYSQLWFSLLKDYKIFENKY NSLECSSISP 
PY06619 212 3.49e-13 LKKDLNITTN NSYNDVLCTLSADYDHFKNKF KNSKCSDTSF 
PY06547 193 3.82e-13 EINDYYNIEN SPYSQILSFLSTDYNTFTTKN ASKIDNSKKF 
PY06732 199 4.59e-13 LFDDDNNIDN NSYNKVLLVLSKYYNNFEIGR SYKNISIDRP 
PY06782 182 6.02e-13 LFNDNDNNEG NSYNKILSALSSDYYNFEKNK VDGKPINLPS 
PY03177 193 7.20e-13 SLNNDRNIED TVRNKILPVLSTNYDHFKNNC NRNGVKCKDF 
PY05820 194 7.87e-13 KFINDTDIEN SSYNKILSTLSNDYTGYGKQT IYLHLRNKLP 
PY04733 233 1.03e-12 LKQDTSFTKN SYDSQIFSTLLKDYDGLKREC EVALSPQTEE 
PY00924 324 1.12e-12 ELKDGSNAEG IPNNQILPALLTDYNKLNKKC SNIPSFSELA 
PY03016 191 1.22e-12 VIGGSSVDKH SSYYKLLYNLSNDHEYFKNKY NSEECNNFSS 
PY05871 216 1.22e-12 FNDVDNNTDN STYSKVLLVMSNYYNNFEKGR NFNSAEIKFP 
PY06877 187 1.59e-12 LKNTFDITKG VSYSQLWSNLSIDYMIFENAY NSFRCNNVSS 
PY04084 199 1.59e-12 HKNALDITKG DSYSQLWFSLLKDYKFFENEY NRVKCGNVPS 
PY03438 195 2.06e-12 KLLNDNDTED SSYNKILSALSNDYTEYGKYT IHSHVKKLHP 
PY02312 215 2.25e-12 NFDDDNNNDG NSYNKVLLVLSKYYDNIGKGR KFDNTEINLP 
PY06666 170 2.45e-12 IEFDHNIGEN IRYLHVLINLLTDYDNLKKNC EHFPSTPDIK 
PY04786 192 3.16e-12 LKNSFDITKG YLYSQLWSSLSIDYHIFESKY NAECNNVSPL 
PY06220 196 3.74e-12 LNEDSNYNEN SSYNKIMSILSNDYNDLKGQV KSYDMPTLQT 
PY06742 194 4.81e-12 LLDGDNNTDN SIYSKVLLVLSKYYNNFESLR VTIDTEMARP 
PY07501 202 1.28e-11 IIIDHNIGEN IRYFYVLINLLTDYDNLKKKC GIFPSTPDIK 
PY04321 228 1.39e-11 FNDNDNNVEG SSYKQILSRLSSEYTYFRNSY VKSIKQGTIP 
PY05912 194 8.90e-11 FLDDENNIDN SSYDKVLCIFSKYYNDFGKGT RFSNISTDRP 
PY02140 192 9.59e-11 DSNITKNGLY RKILSILYTLSNDYDNFKKKN NNSSSLPSIK 
PY07111 196 1.49e-10 LLNDNNNDDG STYNKVLLVLYRYYMNFGKGT NLYSKTKVFP 
PY04155 192 1.49e-10 DSNITKNGLY RKILSILYTLSNDYDNLKKKN NNSSSLPSIK 
PY01111 193 1.49e-10 LFDDDNNDEG NSYNKILNVLSIYYNNLVKGN KFNTTSVDRP 
PY01110 196 2.00e-10 LFDNDNNNEG NSFNKILNVLSNYYNNMGKGT RFNNTSINRP 
PY03973 195 2.15e-10 FNIDHNITKD KPYFHALITILNGYDNLKNEC EDFPSTPDIT 
PY01773 289 7.13e-10 FSDMFTNIGN SLYKNVLSTLKDFYGKLKNSA DNTISYVNEL 
PY03332 224 2.39e-09 FNDIDNNIDN SSYDKVLRVFFKYYNDFGKGT RFSNISKDRP 
PY07187 197 2.39e-09 VEKKKKFFED EYYCNVLVTLQNAYQKFKNDN NIQKKLPEIM 
PY04914 289 2.55e-09 FSSMFTNIKD SLYENVLPTLTDFYGKFKNFA GNTINHVNKE 
PY01981 190 4.87e-09 VLKKKKFFED EYYCNVLVTLKNAYEKFKKDN DTKKNFPEII 
PY01963 191 7.12e-09 INRKKKFFED EYYCEVLLTLKSAYQKFKQDN NIPKNFPEIK 
PY00754 289 1.41e-08 FSKMFTNIGN SLYENVFPTLEDFYGKLKNFA GNTINHVNKE 
PY07516 176 2.28e-08 IGTEKNTKCK TCLENAGEFLSNDYKNFKQEY SAKCSSISPL 
PY02660 212 4.62e-08 INENFNDTNS KIFKRVLSVVSNDYDHIKRTL EVEFVRKQIP 
PY07826 237 3.56e-06 KTCKQLGEEA TTSSKVLSVKVQDASNGKKDL KKVEDTSKHI 

Motif 6 block diagrams 
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MEME

Name 
Lowest 

p-
value 

   Motifs 

PY06567 1.1e-22 6 

PY06029 9.3e-22 6 

PY06851 9.3e-22 6 

PY05816 6.2e-21 6 

PY00500 9.1e-21 6 

PY04795 1.1e-20 6 

PY00988 1.1e-20 6 

PY07406 1.3e-20 6 

PY01837 1.9e-20 6 

PY06334 1.9e-20 6 

PY02943 1.9e-20 6 

PY07849 1.9e-20 6 

PY06151 2.8e-20 6 

PY06204 2.8e-20 6 

PY00085 3.3e-20 6 

PY04755 3.3e-20 6 

PY02940 4e-20 6 

PY07090 4.8e-20 6 

PY00552 1.1e-19 6 

PY01834 1.3e-19 6 

PY01871 1.6e-19 6 

PY07405 1.6e-19 6 

PY00284 1.6e-19 6 

PY05719 2.6e-19 6 

PY03010 3e-19 6 

PY02827 4.1e-19 6 

PY04979 6.6e-19 6 

PY02614 7.7e-19 6 

PY02543 7.7e-19 6 

PY06126 1e-18 6 

PY05244 1.2e-18 6 

PY05586 1.9e-18 6 

PY04787 2.9e-18 6 

PY04554 2.9e-18 6 

PY06514 2.9e-18 6 

PY01080 2.9e-18 6 

PY06339 3.4e-18 6 

PY06374 3.4e-18 6 

PY06760 4.5e-18 6 

PY06740 6e-18 6 

PY02564 6e-18 6 

PY02671 6e-18 6 

PY02688 6.9e-18 6 

PY07017 6.9e-18 6 

PY02565 7.9e-18 6 

PY05648 9.1e-18 6 
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MEME

PY02970 1.2e-17 6 

PY07175 2e-17 6 

PY04773 2e-17 6 

PY05146 2e-17 6 

PY04083 2e-17 6 

PY05781 2e-17 6 

PY04215 2e-17 6 

PY04466 2.3e-17 6 

PY01595 2.3e-17 6 

PY00580 2.7e-17 6 

PY02973 2.7e-17 6 

PY04996 3.9e-17 6 

PY05767 3.9e-17 6 

PY04066 3.9e-17 6 

PY03729 4.5e-17 6 

PY00578 4.5e-17 6 

PY02298 5.1e-17 6 

PY07624 5.8e-17 6 

PY05769 5.8e-17 6 

PY02652 5.8e-17 6 

PY00494 8.5e-17 6 

PY06763 8.5e-17 6 

PY04430 8.5e-17 6 

PY03991 9.6e-17 6 

PY07160 1.1e-16 6 

PY01184 1.2e-16 6 

PY05624 1.4e-16 6 

PY07422 1.6e-16 6 

PY07080 1.8e-16 6 

PY05150 2.3e-16 6 

PY03983 2.3e-16 6 

PY03987 2.3e-16 6 

PY05923 2.3e-16 6 

PY07327 2.3e-16 6 

PY07198 2.6e-16 6 

PY00493 2.9e-16 6 

PY04988 2.9e-16 6 

PY07653 3.3e-16 6 

PY03331 4.1e-16 6 

PY07331 4.1e-16 6 

PY03636 4.1e-16 6 

PY07838 5.2e-16 6 

PY03194 5.9e-16 6 

PY05828 6.6e-16 6 

PY02278 6.6e-16 6 

PY01872 9.3e-16 6 

PY03760 9.3e-16 6 

PY05673 1.2e-15 6 
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MEME

PY06829 1.2e-15 6 

PY06754 1.3e-15 6 

PY02687 1.5e-15 6 

PY07264 1.5e-15 6 

PY07413 1.5e-15 6 

PY05708 1.5e-15 6 

PY07421 1.8e-15 6 

PY04516 1.8e-15 6 

PY03948 2e-15 6 

PY01873 2.3e-15 6 

PY07533 3.2e-15 6 

PY03091 3.5e-15 6 

PY02541 3.5e-15 6 

PY02572 3.9e-15 6 

PY06886 3.9e-15 6 

PY03042 3.9e-15 6 

PY07035 4.9e-15 6 

PY01774 5.5e-15 6 

PY07027 5.5e-15 6 

PY05822 5.5e-15 6 

PY02782 6.1e-15 6 

PY03403 6.8e-15 6 

PY06499 7.5e-15 6 

PY04931 7.5e-15 6 

PY00308 7.5e-15 6 

PY03359 9.3e-15 6 

PY07594 1.1e-14 6 

PY02131 1.4e-14 6 

PY07021 1.6e-14 6 

PY00055 2.3e-14 6 

PY06796 2.3e-14 6 

PY07022 2.9e-14 6 

PY00177 3.2e-14 6 

PY03986 3.2e-14 6 

PY02971 3.5e-14 6 

PY02036 3.5e-14 6 

PY05410 3.5e-14 6 

PY05560 3.9e-14 6 

PY00175 5.2e-14 6 

PY07411 5.7e-14 6 

PY06549 8.5e-14 6 

PY07226 9.3e-14 6 

PY06227 9.3e-14 6 

PY04327 1.4e-13 6 

PY05688 1.5e-13 6 

PY07477 1.7e-13 6 

PY06020 2e-13 6 

PY07342 2.2e-13 6 
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MEME

PY01331 2.6e-13 6 

PY06619 3.5e-13 6 

PY06547 3.8e-13 6 

PY06732 4.6e-13 6 

PY06782 6e-13 6 

PY03177 7.2e-13 6 

PY05820 7.9e-13 6 

PY04733 1e-12 6 

PY00924 1.1e-12 6 

PY03016 1.2e-12 6 

PY05871 1.2e-12 6 

PY06877 1.6e-12 6 

PY04084 1.6e-12 6 

PY03438 2.1e-12 6 

PY02312 2.2e-12 6 

PY06666 2.4e-12 6 

PY04786 3.2e-12 6 

PY06220 3.7e-12 6 

PY06742 4.8e-12 6 

PY07501 1.3e-11 6 

PY04321 1.4e-11 6 

PY05912 8.9e-11 6 

PY02140 9.6e-11 6 

PY07111 1.5e-10 6 

PY04155 1.5e-10 6 

PY01111 1.5e-10 6 

PY01110 2e-10 6 

PY03973 2.1e-10 6 

PY01773 7.1e-10 6 

PY03332 2.4e-09 6 

PY07187 2.4e-09 6 

PY04914 2.6e-09 6 

PY01981 4.9e-09 6 

PY01963 7.1e-09 6 

PY00754 1.4e-08 6 

PY07516 2.3e-08 6 

PY02660 4.6e-08 6 

PY07826 3.6e-06 6 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 6 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 6 position-specific scoring matrix 
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MEME

Motif 6 position-specific probability matrix 

 

Time 1377.95 secs.

P N MOTIF 7     width = 29     sites = 139     llr = 5235     E-value = 1.9e-1408 

Simplified A : : : 1 : : : : : 8 : : : 2 : : : : : : : : 1 : : : : : : 
pos.-

specific 
C : : 8 : : 4 : : : : : : : : : : 1 : : : : : : : : : : : : 

probability D : 1 : 1 1 : : 1 2 1 : 1 : : 1 : : 1 1 : : 1 5 1 4 : 1 1 3 
matrix E : 1 : 1 : : : 6 : : : 5 : : 4 1 : 4 5 : : 2 : : : : : 1 1 

F : : : : : 1 : : : : : : 9 2 : : : : : : 1 : : 1 : : : : : 
G : : : : : : : : : : 2 : : : : : : : : : : 1 : : : : 1 1 3 
H : : : : : : : : 1 : : : : : : : : : : : : : : : : : : : : 
I : : : : : : : : : : : : : : : 1 : : : : 1 : : : : 5 1 : : 

K 1 1 : 2 4 : : 1 2 : 2 2 : : 3 7 : 2 4 : 3 2 : : : : : 3 : 
L 1 : : : : : 6 : : : : : 1 : : : : : : 8 1 : : 1 : : : : : 

M : : : : : : : : : : : : : : : : : : : 1 : : : : : : : : : 
N 1 4 : 2 2 : : 1 3 1 4 1 : : 1 : : 1 : : 4 3 2 1 4 4 3 1 3 
P 1 : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
Q 1 1 : : 1 : : : : : : 1 : : : 1 : 1 : : : : : : : : : : : 
R : : : : : : : : : : 1 : : : : : : : : : : : : : : : : : : 
S 2 : 1 1 : : 3 : : : : : : : : : : : : : : : : 4 2 : : 1 : 
T 1 : : 2 1 : : : : : : : : : : : : : : : : : : : : : 5 : : 
V : : : : : : : : : : : : : 5 : : : : : 1 : : : : : : : : : 

W : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
Y 1 1 : : : 4 : : 1 : : : : : : : 9 : : : 1 : : 2 : : : : : 

.
bits 7.1 

6.4 
5.7 
5.0 

Information 4.3 
content 3.6         

(54.3 bits) 2.8             
2.1                               
1.4                                               
0.7                                                           
0.0 

.
Multilevel SNCKKCLENANEFVEKYEELNNDSDITKG

consensus NYS K KK FK KK KEN NNN N

sequence D

.

NAME       START   
P-

VALUE 
        SITES   

PY02278 169 2.55e-25 KMYTDFNKDT SNCKKCSEKANEFVEKYKKLNEDPNNTNG SSYNKMLSTL 
PY04084 170 1.40e-24 NVYSELDPEK TQCKTCLENAGEFFEKYEKHKNALDITKG DSYSQLWFSL 
PY06877 158 1.68e-24 MYSELDPEKN TECKKCLENAGEFFEKYEKLKNTFDITKG VSYSQLWSNL 
PY04786 163 8.26e-24 MYSEFGPEKN TQCKTCLENAREFFEKYEKLKNSFDITKG YLYSQLWSSL 
PY02565 184 4.37e-23 NMYSEIGAED YQCNKCLENAGELFEKYEKLKNDLDINKG SSYYQLLSSL 
PY07838 181 4.37e-23 NMYIEVDAEN YQCNKCLENAGEFFEKCEKVKNVFDITKG SSYLQLWSSL 
PY00085 183 7.06e-23 DICIGVDEDR SNCDNYLEKAKEFAKKYDELNEDYNNGKG SPYNQLLSTL 
PY03948 164 7.06e-23 NMYSEIIAED YQCNKCLENAGEFFEKCEKVKNAFDINKG SSYLQLWSSL 
PY06754 153 1.13e-22 MDGELDPKKK PQCNKCLESAREFFEKCEKVKNAFDINKG SSYLQLLSIL 
PY02036 159 1.55e-22 NMYSEIELYN YQCNKCLENAGELFEKYEKLKNALDINKG SSYYELLSSL 
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PY03986 168 1.80e-22 MCSEISAEAN TECKKCLENAGEFFEKCEKVKNALDITKE NSYSQLWLSL 
PY02543 170 2.85e-22 EMYTDFDENT SNCKKCSENAIKFAEKYNELNGDSNNTNG SSYNKILSTL 
PY06204 166 2.85e-22 NMYNKFNDST SDCTKCLNDANEFAKKYKELNDDSSITND SSYNKLLCTL 
PY07533 157 3.32e-22 MYSEFDPEEN TECKTCLENAGELFEKYEKLKNALDINKG SSYYELLSSL 
PY06227 187 3.32e-22 NMYSETDVDN YKCNKCLENAGEFFEKCEKVKNVFDITKG SSYLQLWLSL 
PY03760 167 3.32e-22 NMHTEIDANI SNCSKYLEKAQEFAKKYDDLNEDYNNTKD SLYNKILSTL 
PY06567 178 3.32e-22 SMYTEFNANT PDCTKYLEKANQFVEKYANLNENSNNTDG SSYRQVLCTL 
PY07406 176 6.02e-22 EIYTEFDENT SNCTNYSETAKEFVKQYEELYKDDNITKD SSYSKVLCTL 
PY07413 173 6.98e-22 NVYSELDPKK TQCKTCLENAEEFFEKHEKLKNDFDITEE DSYSQLWLSL 
PY04516 190 6.98e-22 NMYSEIDPED YECNKCLENAGELFEKYEKLKNALDINKG SFYLQLLSSL 
PY06029 208 8.08e-22 NMYTELDASN PNCKDYLEKAQEFVKKYNELNENSNNIDG SSYRQILSTL 
PY03042 167 8.08e-22 CEMYTEFDKN SNCTSCSEKAKEFVKKYEQLNGNYSITGN SSYNKMLSSL 
PY05923 201 1.25e-21 MYSEFDPEKS TECKTCLETAGEFFEKCEKVKNAFDINKG SSYLQLWSSL 
PY00500 169 1.92e-21 NMYNEFNANE PNCDKCLEKANEFVGKYEKINEDPNNTNS NSYRQVLCTL 
PY04988 161 2.21e-21 NMYNGFNDNM TDCKKCLNYADEFVKKYNELNGDSSITND SSCNKLLCTL 
PY02827 197 3.37e-21 TMHTEFNENE PDCNNYLEKAREFVKKYEKLNGNYNNNEY SSYIQILSTL 
PY05769 167 3.37e-21 EMHAEFDDNS QYCANCSENAKKFAKKYEEMNENSDITSN GSYKQLLSTL 
PY02652 167 3.37e-21 EMHAEFDDNS QYCANCSENAKKFAKKYEEMNENSDITSN GSYKQLLSTL 
PY02572 159 5.11e-21 NMYSEIGAED NPCNKCLENARELFEKYEKLKNALDINKG SSYYKLLSSL 
PY06514 159 7.70e-21 TMHIEFDETN PQCGKYLNDAKEFVKKYDELKKDPKITEG NPYYKLLSTL 
PY07594 166 1.01e-20 DMYNELATNN SNCAKCLEKARQFVDKYEKFNIDHNINED NSYSHVFLTL 
PY04466 156 1.15e-20 EMYAEFDDKT PYCTKSSENANKFVKKYNELNKDHSITGN ISYNQLLSTL 
PY00988 168 1.15e-20 EMYTEFNENT SNCTKCSGKADQFVKKYEKLKNDSSIAKN SSYSKVLCTL 
PY05560 156 1.32e-20 CNMYSEIDSI SDCKTCLENAGEFFEKCEIVKNVFDITKG NSYLQLWLIL 
PY06151 175 1.32e-20 EICTEIDAST SNCSNYLQKAKEFAKKYDDLNENYNNTKG SPYNQVLSTL 
PY07653 159 1.32e-20 EMYTEFDEDN PKCEKYLEGDNEFVKKYDQLKKDSDINKD DSYSQIFSIL 
PY05150 159 1.72e-20 EMYTEFDEDN PKCEKYLEGDNEFVKKYDQLKKDSDINED DAYSQIFSIL 
PY01331 161 1.72e-20 NVYNELDPEK KQCKTCLESGGEFFEKYEKHKNALDITKG DSYSQLWFSL 
PY06499 178 2.55e-20 CNMYSERDAI TQCKICLENAGEFFEKCEKVKNALDFNKG SSYLQLWSTL 
PY01837 176 2.91e-20 IVHTEFDANK PECTKYIENAKNFVEKYNELNNGSDITES SPYYQVLSTL 
PY03091 178 3.77e-20 NMYSELDENN NQCKTCLESAGEFFEKCEKIKNAFDINKG SSYLQLLSSL 
PY01834 214 4.29e-20 NMYIDYNGNS SNCEKCSENAIQFVKKYNDLNKDSGITED SPYYQALSTL 
PY01774 168 4.29e-20 NMYTGLNEKN PDCTKYITTANEFVKKYQELYGDSDNTGS SLYRKILHNL 
PY07027 168 4.29e-20 NMYTGLNEKN PDCTKYITTANEFVKKYQELYGDSDNTGS SLYRKILHNL 
PY06126 167 4.88e-20 NMYNGFDTKK TDCKNYLKDAKNFVKKYDELNEDYNNGKN SPYNQLLSTL 
PY07405 168 5.55e-20 EMYTEYDENK ENCTNYSEKAKEFVEQYEKLYEDYNSNND SSYKQVLCTL 
PY05673 185 6.30e-20 EDGDGDDDEN KDCKKYSEDNNEFFKKYKELENDSDITGN NSYKQLLLNL 
PY05828 166 6.30e-20 DICTGVNEEK KNCDNYLEKAEEFVEKYDELNEDYYNGIN SPYNQLLSTL 
PY03729 167 6.30e-20 EMYAEFDDNT PYCSNCSKNAKQFVNKYKEMNENSDITNN SSYNELLSTL 
PY07264 158 7.15e-20 KMNNEIGTKK IQCNTCLKNAGEFYEQYEKLKNDLDINKG SSYFQLWLSL 
PY02943 167 1.04e-19 MMYIEFDSEN ADCKNYLEKAKKFVEIYDELNEYYNNGKG SPYNQLLSTL 
PY04554 162 1.04e-19 EMYSAFGGNT SNCKKCSKNFNQFVEKYKELNENYNNTDN SPYRKILFTL 
PY07546 167 1.34e-19 CNLYNELDDN QNCKKYLDDDNDFFKKYEELKKDSSITGN NSYIKILYTL 
PY06339 177 1.72e-19 EMYTEFDENK ENCTNYSEKAKEFVEQYEELYEEYNSTND SSYKKVLCTL 
PY05767 168 1.94e-19 CKMYIEVDAN NQCMSCLENAGEFFEKCEKVKNTLDISKG SSYSQLWYSL 
PY04215 167 1.94e-19 SMYYGFKEGD KKCKNYLDDDNEFFKKYKELNEDSSITND SSYSKILSAL 
PY03010 177 2.48e-19 EMYSEYGENT LNCKKCSNKAIQFVEKYKELNGDSNNNDS SPYKKILSTL 
PY04996 159 2.48e-19 EMYTEFDEDN QKCEKYLEGDNKFVKKYDQLKKDSDINKD DSYSQIFSIL 
PY02614 168 2.48e-19 EMYTDFDENT SNCAKCSEKAFQFVENYKKLNEYPNNTNG SSYNKILSTL 
PY06886 174 2.48e-19 NMYSEISVED YEFNKCLENARELFEKYEKLKNALDINKG SSYYKLLSSL 
PY07021 181 2.48e-19 NMYTGFDESK ANCENISEKARQFVEKYKELNVNCDITGN SSCSKILYTL 
PY02671 167 2.48e-19 EIYSELDIDN SKCDNCLEKAKKFAKKYDDLNESYNNTKG SPYNQLLSRL 
PY00297 166 3.57e-19 NLYNELDEVN PECEKYLEYNNDFFKKYEELKQDSSIAGN NSYIKIFSIL 
PY06619 183 4.02e-19 EMYTGFDTDK LNCTTSSEKAGKFVEIYEELKKDLNITTN NSYNDVLCTL 
PY03973 166 4.02e-19 DIYNGLDTNS SNCANYSEKARQFIQKYEEFNIDHNITKD KPYFHALITI 
PY02564 167 4.53e-19 NMYNEFNDNM TDCKKCLNYANEFSIKYKELNGDSSITND NSYNKLLCTL 
PY06740 206 5.11e-19 NIYTEFNANK PDCEKYLKIAKEFVAKYNELNNVSDIGED SPYYQVLFTL 
PY07327 167 5.76e-19 NMYIDLGENN ADCTKYISNANEFVKKYQELYGDSSNNDN SLYRQILYNL 
PY05719 195 6.48e-19 EMYSEFDGST SNCTKYSGKADNFVEKYNKLNKNSNNTDD SSYKQILCTL 
PY03987 174 7.29e-19 NMYNEIVADD DQCNKCLKSAGELFEKYEKLKNALDVNKG SSYYQLLSSL 
PY07331 160 8.21e-19 EMHAEFDDNS QYCVNCSENAKKFAKKYEEMNENSVITSN NSYKQLLYTL 
PY01080 158 8.21e-19 EMHAEFDDNS QYCAKCSENASNFVNKYKEMNENSDITSN GSYKQLLSTL 
PY05586 195 1.04e-18 MMHFEFDKES PKCNKYLKEAKEFVEKYEYLKKNYSITEN SPYYKLLSTL 
PY04755 159 1.47e-18 EICIEVNEKH TNCNIFSKLANEFAKKYDELNEDYNIGKD SPYNQLLSTL 
PY05648 178 1.85e-18 EMYTEFDETK KDCTNCSEKAKEFVKQYEELYKNHIGTED SSNSKVLCTL 
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PY02298 165 1.85e-18 EMYTNFNETR SNCSLCSENANKFVSKYKEMNKNSNITSN SSYKQLLSTL 
PY03403 226 1.85e-18 KLYNELGDEN KNCKNYLDDNNEFFKKYKDLNEDTNITKN SYYNEILSTL 
PY03331 163 2.61e-18 NMYSEIGVED YEFNKCLENARELFEKYEKLKNALDINKE SSYYQLLSSL 
PY07422 166 2.61e-18 NMYYEFNGNN KKCXKYLDDDNEFFKKYKELKNDSDITDR SPYKEILSAL 
PY05781 166 3.27e-18 MMYIEFDDES SNCKQCLKYANAFIEKYKKLTKDSNITDN SSYNQILSNL 
PY06829 156 4.10e-18 CEMYTIDERN LHSTKCSENANKFVSKYKEMNKNSNITSN SSCKQLLSTL 
PY04787 162 4.58e-18 CKMYIEVDAS NQCMQCLENAXDFFEKCEKVKNTLDISKG SSYSQLWSSL 
PY05822 166 4.58e-18 KMYTGFDEST SNCTNCSQHAQNFAEKYKELNKESNIPNN SSYNKLVYTL 
PY04430 169 5.72e-18 DICTGVNEEQ QNCNKLSEKANEFAKKYDELNEDYYNGIY SPYNQLLSTL 
PY04066 172 5.72e-18 NLYRELDANN KQCMPCLENVGEFFEKCEKVKNTLDISKG SSYSQLWYSL 
PY06760 167 8.90e-18 NLYNELDYEK KNCKNYLEDNNEFFKKSEELKKDTSITGN DSYNQLLSTL 
PY01871 178 1.53e-17 EMYTEFDENT SNCAKRSEKAGNFIKQYEELYKDYNSTKD SSYKQVLCTL 
PY05816 175 1.90e-17 KIHTESNENN LECTKYLEYANKIVDKFKELNGNSSVTGN TSYSQVWSTL 
PY07022 166 2.91e-17 CNMHINVNKK SMGNKYLENADEFADEYKKLFNDDNNADG NSYNQILSIL 
PY07175 177 4.92e-17 EMYNELDDDK TKCKKYLEDDNEFDQKYKELKNDSDIADK SPYKEILSTL 
PY03991 203 4.92e-17 CSMYGNLATN TNEDALLNNANEFVNKYQELNGYSNNTGG SSYQQILSAL 
PY04979 150 4.92e-17 EMYTKFDEDT SICTKCSEQANKFDKQYEELYKDYNSTND SSYNQLLCTL 
PY06334 167 5.46e-17 CDMYIKLEKN SNCDNYLEKAKNFVEIYDVLNEDYYSGKG SPYNQLLSTL 
PY07411 134 5.46e-17 LCNMNTAYTR NSSSKCSEHAKKFADEYEKLFNDNDNIEG SSYNKVLRVL 
PY04795 168 6.06e-17 NMYNEYKEDN TYCEKYLNKAKEFVKIYDDLNKNPNNSDG SSYGQVLCTL 
PY00494 159 8.26e-17 EMYTKIDYGN KTCNNYLKDANKFVDEYQKLLNDNDTDNG NNLYNQLLCS 
PY06763 159 8.26e-17 EMYTKIDYGN KTCNNYLKDANKFVDEYQKLLNDNDTDNG NNLYNQLLCS 
PY01873 174 8.26e-17 NLYNKLDYNN KNCENYLEGDNEFDKKYKELEQDTSNTGN GSYNKLLSTL 
PY01184 189 9.15e-17 EMYIGGNIDK SSCIKHLDDGKEFVKKYEKLNEDSSINEN SSCSQILTTL 
PY04083 168 1.01e-16 NMYFYLDENN PDCTKYISNAKQFVNNYKELYGDSSNNDN SLYRQILSNL 
PY06796 167 1.12e-16 CSMYDNREVN TDGNMLLNKANTFVKKYQELNEYSNNTDD NSYKQLLFAL 
PY07624 168 2.06e-16 KLYTECDNSD SDYNSYLENTQEFVEKYEQLKKDFDVTND DSYSQLFSIL 
PY00284 189 2.06e-16 KMHDELNDGK LECTNYLEYANKIVGKFKELNENSSATRN TSYSQVWSTL 
PY05624 160 2.51e-16 EMYTNFDVKT LHCSICSQNANKFVSKYKEMNQNSVITSN SSYKQLLSTL 
PY06374 167 2.51e-16 TIYGGLDINY SNCDNCLKKSKEFAKKYDDLNENYNNXKD SPYVQLLSTL 
PY06782 153 5.00e-16 CSMYINIGKK NKGEMYLEYAKKFANEYKQLFNDNDNNEG NSYNKILSAL 
PY04155 160 5.00e-16 NMHVTDAGHV PNCEQCEKAANEFVTNYEGVISDSNITKN GLYRKILSIL 
PY04931 189 5.00e-16 KLYNELGDEN KNCKNYLDDNNEFIEKYNNLNEDTSINKN SYYSEILSTL 
PY02940 164 6.69e-16 EMYTKVDEDN NNCNNYLKDDNQFTKIYKELNNGHDVTND SSYNQLLSTL 
PY03016 162 1.58e-15 NMYSEFNEET INCTKYLQKANEFSEKYQKVIGGSSVDKH SSYYKLLYNL 
PY04733 204 1.58e-15 KLYNGLGDGN KNCKNYLEDNSEFFKKYNDLKQDTSFTKN SYDSQIFSTL 
PY07501 173 1.74e-15 DIYIDLDTNN SDCTQDSEKANQFVETYKKIIIDHNIGEN IRYFYVLINL 
PY07849 167 2.30e-15 HIYIEVNEES LSCYRFSEIANDFAKKYDELNENYNNGKD SPYNQLLSTL 
PY07226 188 3.33e-15 CNMYINIGKK NKGGIYLEYAKNFANEYKKLFNDDDNNEG SSYNKILSAL 
PY04321 198 3.33e-15 KMYNDISKIS NNNKKYIEYANKFADEYKKLFNDNDNNVE GSSYKQILSR 
PY05688 179 5.27e-15 LCDMNTSYKN NNSSKISEDGNKFVDEYQKLFDDDNNNGD NSYNKVLLVL 
PY02140 160 6.92e-15 NIHVTDAGHV PNCEQCAKAANGFVTNYEGVISDSNITKN GLYRKILSIL 
PY01872 156 8.28e-15 CIMYGRVAQN KKDDKLLNDAKDFVKKYQELNRYSNNTDV SSYRQILSSL 
PY03332 194 9.06e-15 LCNMHTAYTK DKSNDFSENANQFVDRYKELFNDIDNNID NSSYDKVLRV 
PY04773 180 1.54e-14 KMHDEFNEKT LECSKYLGYANDIVGKFKKLNENSSATRN SSYSQIWSTL 
PY00055 153 1.84e-14 LCKMNTSYTN GKSNDFSEDANKFVYEYEKLLNDNDNNID DSSYNKVLLH 
PY06742 165 2.19e-14 LCSMDTAYTK NKDSEFMQDANKFVEKYQELLDGDNNTDN SIYSKVLLVL 
PY03359 208 3.69e-14 CDVISNADKQ NVRKTYLEYAEEFVTEYQKLINNNNTGTE DSSYSQLLST 
PY00308 178 4.77e-14 YLYYVFHDES LNCKQNLDLANKFVQNVEKLIEDSNNTVD ISYNKLLSTL 
PY06020 164 5.19e-14 LCNMNTAYTK QNNSDFSKYSNKFVEEYEELLNDNNNIHD SSYSKVLLVL 
PY07421 166 7.92e-14 CNVINNAGKK DVSKTYLEYADEFVTEYQKLINNNNTDTE NSSYSQLLST 
PY00552 182 9.36e-14 KLHTEYDEDN LKCTEYLGYANDIVGKFNELNRNSSISGD SSYSQVWSTL 
PY01111 164 1.02e-13 LCNMYTAYNN QNSSQVSEYAKTFADGYTELFDDDNNDEG NSYNKILNVL 
PY06549 167 1.31e-13 CSMYGNFATN INKDSLLNNANEFVIKYQELDVDSNNTSD SSRKQILSAL 
PY01110 167 1.42e-13 LCNMYTSYDN NNSSQASEHAEKFANGYTELFDNDNNNEG NSFNKILNVL 
PY00175 164 1.42e-13 LCNMNTAYNG KNSSKILDYANKFGEEYGKLLNDNDNNID DSSYSKVLSV 
PY03194 172 1.97e-13 CKMHGNVTQN QKDDTLSNNAIDFVKKYQELNKVYGIIGE KPYNKIFSTL 
PY05871 186 2.14e-13 LCEMNTAYTT NKSGDFSQHVNKFVEEYGKLFNDVDNNTD NSTYSKVLLV 
PY05912 165 2.32e-13 LCNMYNAYKN AKSNDFSEHANKFVSKYKEFLDDENNIDN SSYDKVLCIF 
PY07198 157 3.20e-13 EMYTKIDENK KKCNNYLNDNNEFLDEYRKLLTDSDTDNG NSYYNQILST 
PY06732 170 4.78e-13 LCDMNNSYTN ENNSKYSEHVNKFAVEYQNLFDDDNNIDN NSYNKVLLVL 
PY06220 167 2.62e-12 CNMHINVGKK DMFNTYSECSNKFIKIYNELNEDSNYNEN SSYNKIMSIL 
PY07111 167 3.05e-12 LCNMNSDIEK KSSDDILKHANNFLNIYKELLNDNNNDDG STYNKVLLVL 
PY00997 165 2.49e-11 LCNMYTAYTK KNNSDFSKYTNKFIDKYKELFDDDKNIKD SIRFNDMPID 
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MEME

Motif 7 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY02278 2.5e-25 7 

PY04084 1.4e-24 7 

PY06877 1.7e-24 7 

PY04786 8.3e-24 7 

PY02565 4.4e-23 7 

PY07838 4.4e-23 7 

PY00085 7.1e-23 7 

PY03948 7.1e-23 7 

PY06754 1.1e-22 7 

PY02036 1.5e-22 7 

PY03986 1.8e-22 7 

PY02543 2.9e-22 7 

PY06204 2.9e-22 7 

PY07533 3.3e-22 7 

PY06227 3.3e-22 7 

PY03760 3.3e-22 7 

PY06567 3.3e-22 7 

PY07406 6e-22 7 

PY07413 7e-22 7 

PY04516 7e-22 7 

PY06029 8.1e-22 7 

PY03042 8.1e-22 7 

PY05923 1.2e-21 7 

PY00500 1.9e-21 7 

PY04988 2.2e-21 7 

PY02827 3.4e-21 7 

PY05769 3.4e-21 7 

PY02652 3.4e-21 7 

PY02572 5.1e-21 7 

PY06514 7.7e-21 7 

PY07594 1e-20 7 

PY04466 1.2e-20 7 

PY00988 1.2e-20 7 

PY05560 1.3e-20 7 

PY06151 1.3e-20 7 

PY07653 1.3e-20 7 

PY05150 1.7e-20 7 

PY01331 1.7e-20 7 

PY06499 2.6e-20 7 

PY01837 2.9e-20 7 

PY03091 3.8e-20 7 

PY01834 4.3e-20 7 

PY01774 4.3e-20 7 

PY07027 4.3e-20 7 
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PY06126 4.9e-20 7 

PY07405 5.5e-20 7 

PY05673 6.3e-20 7 

PY05828 6.3e-20 7 

PY03729 6.3e-20 7 

PY07264 7.2e-20 7 

PY02943 1e-19 7 

PY04554 1e-19 7 

PY07546 1.3e-19 7 

PY06339 1.7e-19 7 

PY05767 1.9e-19 7 

PY04215 1.9e-19 7 

PY03010 2.5e-19 7 

PY04996 2.5e-19 7 

PY02614 2.5e-19 7 

PY06886 2.5e-19 7 

PY07021 2.5e-19 7 

PY02671 2.5e-19 7 

PY00297 3.6e-19 7 

PY06619 4e-19 7 

PY03973 4e-19 7 

PY02564 4.5e-19 7 

PY06740 5.1e-19 7 

PY07327 5.8e-19 7 

PY05719 6.5e-19 7 

PY03987 7.3e-19 7 

PY07331 8.2e-19 7 

PY01080 8.2e-19 7 

PY05586 1e-18 7 

PY04755 1.5e-18 7 

PY05648 1.9e-18 7 

PY02298 1.9e-18 7 

PY03403 1.9e-18 7 

PY03331 2.6e-18 7 

PY07422 2.6e-18 7 

PY05781 3.3e-18 7 

PY06829 4.1e-18 7 

PY04787 4.6e-18 7 

PY05822 4.6e-18 7 

PY04430 5.7e-18 7 

PY04066 5.7e-18 7 

PY06760 8.9e-18 7 

PY01871 1.5e-17 7 

PY05816 1.9e-17 7 

PY07022 2.9e-17 7 

PY07175 4.9e-17 7 

PY03991 4.9e-17 7 

PY04979 4.9e-17 7 
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PY06334 5.5e-17 7 

PY07411 5.5e-17 7 

PY04795 6.1e-17 7 

PY00494 8.3e-17 7 

PY06763 8.3e-17 7 

PY01873 8.3e-17 7 

PY01184 9.2e-17 7 

PY04083 1e-16 7 

PY06796 1.1e-16 7 

PY07624 2.1e-16 7 

PY00284 2.1e-16 7 

PY05624 2.5e-16 7 

PY06374 2.5e-16 7 

PY06782 5e-16 7 

PY04155 5e-16 7 

PY04931 5e-16 7 

PY02940 6.7e-16 7 

PY03016 1.6e-15 7 

PY04733 1.6e-15 7 

PY07501 1.7e-15 7 

PY07849 2.3e-15 7 

PY07226 3.3e-15 7 

PY04321 3.3e-15 7 

PY05688 5.3e-15 7 

PY02140 6.9e-15 7 

PY01872 8.3e-15 7 

PY03332 9.1e-15 7 

PY04773 1.5e-14 7 

PY00055 1.8e-14 7 

PY06742 2.2e-14 7 

PY03359 3.7e-14 7 

PY00308 4.8e-14 7 

PY06020 5.2e-14 7 

PY07421 7.9e-14 7 

PY00552 9.4e-14 7 

PY01111 1e-13 7 

PY06549 1.3e-13 7 

PY01110 1.4e-13 7 

PY00175 1.4e-13 7 

PY03194 2e-13 7 

PY05871 2.1e-13 7 

PY05912 2.3e-13 7 

PY07198 3.2e-13 7 

PY06732 4.8e-13 7 

PY06220 2.6e-12 7 

PY07111 3e-12 7 

PY00997 2.5e-11 7 
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Motif 7 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 7 position-specific scoring matrix 

 

Motif 7 position-specific probability matrix 

 

Time 1526.60 secs.

P N MOTIF 8     width = 15     sites = 84     llr = 2871     E-value = 1.6e-808 

Simplified A : : : : : : : : : : : : : : : 
pos.-

specific 
C : : : : : : : : : : : : : : : 

probability D : : : : : : : : : : : : : : : 
matrix E : : : : a : : : : : : : : : : 

F : : : : : : : : : : : : : : : 
G : : : : : : : : : : : : : : : 
H : : : : : : : : : : : : : : : 
I : : 2 : : : 7 : : 9 : : : 2 2 

K : 5 : : : a : a 1 : 9 a 6 : : 
L : : 8 : : : 3 : : : : : : : : 

M : : : : : : : : : : 1 : : 8 : 
N : : : : : : : : 9 : : : : : 8 
P : : : : : : : : : : : : : : : 
Q a 2 : : : : : : : : : : : : : 
R : : : a : : : : : : : : 4 : : 
S : : : : : : : : : : : : : : : 
T : : : : : : : : : : : : : : : 
V : : : : : : : : : 1 : : : : : 

W : : : : : : : : : : : : : : : 
Y : 2 : : : : : : : : : : : : : 

.
bits 7.1 

6.4 
5.7     
5.0     

Information 4.3         
content 3.6         

(49.3 bits) 2.8                           
2.1                               
1.4                               
0.7                               
0.0 

.
Multilevel QKLREKIKNIKKKMN

consensus YI L R
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MEME

sequence Q

.

NAME       START   
P-

VALUE 
        SITES   

PY06829 280 1.81e-18 LFGFRKRFQK QKLREKIKNIKKRMN Q 
PY06619 308 2.68e-18 LFGFRKRVQK QYLREKIKNIKKRMN H 
PY07594 277 2.68e-18 LFGFRKRVQK QYLREKIKNIKKRMN K 
PY05673 313 5.25e-18 LFGFRKRFKK QQIREKIKNIKKRMN H 
PY01080 280 5.25e-18 LFGFRKRFKK QQIREKIKNIKKRMN H 
PY04773 310 6.41e-18 LFILRKRSQK QHLREKLKNIKKRMN H 
PY00552 310 6.41e-18 LFVLRKRAQK QHLREKLKNIKKRMN H 
PY04795 293 7.80e-18 LFGFRKRFQK QKLREKLKNIKKRMN Q 
PY05146 336 7.80e-18 LFGFRKRFQK QKLREKLKNIKKRMN H 
PY07021 292 7.80e-18 LFGFRKRFQK QKLREKLKNIKKRMN Q 
PY00494 284 7.80e-18 LFGFRKRFQK QKLREKLKNIKKRMN H 
PY04466 278 1.96e-17 LFGFRKRFQK QKLREKIKNIKKKMN Q 
PY02971 266 1.96e-17 LFGFRKRFQK QKLREKIKNIKKKMN H 
PY02688 266 1.96e-17 LFGFRKRFQK QKLREKIKNIKKKMN Q 
PY03194 283 1.96e-17 LFGFRKRFQK QKLREKIKNIKKKMN R 
PY07546 259 1.96e-17 LFGFRKRFQK QKLREKIKNIKKKMN H 
PY06514 284 1.96e-17 LFGFRKRFQK QKLREKIKNIKKKMN H 
PY02940 277 1.96e-17 LFGFRKRFQK QKLREKIKNIKKKMN Q 
PY01872 267 2.62e-17 LFGFRKRAQK QYLREKIKNIKKKMN H 
PY07477 335 2.62e-17 LFGFRKRVQK QYLREKIKNIKKKMN H 
PY07406 309 2.62e-17 LFGFRKRSQX QYLREKIKNIKKKMN H 
PY02973 273 2.62e-17 LFGFRKRGKK QYLREKIKNIKKKMN H 
PY07342 277 2.62e-17 LFGFRKRAQK QYLREKIKNIKKKMN R 
PY01871 308 3.33e-17 LFGFRKRFQK QKLREKLKNVKKRMN H 
PY02782 316 3.33e-17 LFGFRKRFQK QKLREKLKNVKKRMN H 
PY00493 331 3.33e-17 LFGFRKRFQK QKLREKLKNVKKRMN H 
PY07035 344 3.33e-17 LFGFRKRFQK QKLREKLKNVKKRMN H 
PY02687 308 3.33e-17 LFGFRKRFQK QKLREKLKNVKKRMN H 
PY02970 314 3.33e-17 LFGFRKRFQK QKLREKLKNVKKRMN H 
PY06151 275 3.33e-17 LFGFRKRFQK QKLREKLKNVKKRMN H 
PY01774 289 3.77e-17 LFGFRKRFKK QQIREKIKNIKKKMN Q 
PY07027 289 3.77e-17 LFGFRKRFKK QQIREKIKNIKKKMN Q 
PY07331 282 3.77e-17 LFGFRKRFKK QQIREKIKNIKKKMN Q 
PY05781 282 3.77e-17 LFGFRKRFKK QQIREKIKNIKKKMN R 
PY02564 284 3.77e-17 LFGFRKRFKK QQIREKIKNIKKKMN Q 
PY00924 406 5.73e-17 LFGFRKRFQK QKLREKLKNIKKKMN H 
PY05624 283 5.73e-17 LFGFRKRFQK QKLREKLKNIKKKMN Q 
PY04083 281 8.99e-17 LFGFRKRVQK QKLREKIKNIKKRIN H 
PY05769 289 8.99e-17 LFGFRKRFQK QKLREKIKNIKKRIN H 
PY02298 289 8.99e-17 LFGFRKRFQK QKLREKIKNIKKRIN H 
PY04327 283 9.61e-17 LFGFRKRVQK QYLREKIKKIKKRMN Q 
PY03636 282 9.61e-17 LFGFRKRAQK QYLREKIKKIKKRMN H 
PY05708 280 1.10e-16 LFGFRKRAQK QYIREKIKNIKKKMN R 
PY03042 272 1.19e-16 LFGFRKRFKK QQIREKLKNIKKKMN Q 
PY07017 248 1.65e-16 LFGFRKRFKK QQIREKIKNIKKRIN H 
PY07422 279 1.65e-16 LFGFRKRFKK QQIREKIKNIKKRIN H 
PY04979 278 1.65e-16 LFGFRKRFKK QQIREKIKNIKKRIN H 
PY03729 289 2.02e-16 LFGFRKRFQK QQIREKIKNIKKRMA H 
PY07624 260 2.27e-16 LFGFRKRFQK QKLREKIKNIMKKMI H 
PY00085 283 2.27e-16 LFGFRKRFQK QKLREKIKNIMKKMI H 
PY04996 251 2.27e-16 LFGFRKRFQK QKLREKIKNIMKKMI H 
PY05150 251 2.27e-16 LFGFRKRFQK QKLREKIKNIMKKMI H 
PY05586 317 2.27e-16 LFGFRKRFQK QKLREKLKNIKKRIN H 
PY07160 259 2.27e-16 LFGFRKRFQK QKLREKIKNIMKKMI H 
PY04755 259 2.27e-16 LFGFRKRFQK QKLREKIKNIMKKMI H 
PY02541 259 2.27e-16 LFGFRKRFQK QKLREKIKNIMKKMI H 
PY02614 292 2.27e-16 LFGLRKRFQK QKLREKLKNIKKRIN H 
PY02543 294 2.27e-16 LFGFRKRFQK QKLREKLKNIKKRIN H 
PY07849 272 2.27e-16 LFGFRKRFQK QKLREKIKNIMKKMI H 
PY06567 607 2.27e-16 LFGFRKRFQK QKLREKLKNIKKRIN H 
PY00177 266 2.43e-16 LFGFRKRAQK QHLREKIKKIKKKMN H 
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PY05410 283 3.89e-16 LFGFRKRAQK QYLREKIKKIKKKMN H 
PY00580 273 3.89e-16 LFGFRKRAQK QYLREKIKKIKKKMN H 
PY03991 314 3.89e-16 LFGFRKRAQK QYLREKIKKIKKKMN H 
PY06796 278 3.89e-16 LFGFRKRAQK QYLREKIKKIKKKMN H 
PY04215 280 4.64e-16 LFGFRKRFQK QKXREKIKNIKKRMN H 
PY05719 307 6.88e-16 LFGFRKRFKK QQIREKIKNIKKKIN Q 
PY00500 293 6.88e-16 LFGFRKRFKK QQIREKIKNIKKKIN Q 
PY02278 282 6.88e-16 LFGFRKRFQK QKLREKIKTIKKKMN H 
PY07327 280 7.61e-16 LFGLRKRAQX QYIREKIKNIKKKMI H 
PY03973 277 1.81e-15 LFGFRKRGQK QYLREKIKIIKKKMN H 
PY03177 282 1.99e-15 LFGFRKRFKK QQIKEKIKNIKKRMN H 
PY02652 289 4.63e-15 LFGFRKRFQK QKLREKIKNXKKRIN H 
PY06334 267 7.63e-15 SLGFRKRSQK QCLREKIKNITKKMI H 
PY07653 251 7.63e-15 LFGFRKRAQK QYLRETIKNIKKKMI H 
PY04988 293 8.41e-15 LFGFRKRFKK QQIREKIKKIKKKIN N 
PY00297 258 1.63e-14 LFGFRKRFQK QKLREXLKNIKKRIN H 
PY05822 277 2.19e-14 LFGFRKRFKK QQIKEKIKNIKKRIN N 
PY06126 272 4.66e-14 LLGFRKRSQK QCLREKIKNIKNKMT NNIC 
PY02943 267 6.75e-14 LLGFRKRSQK QCLRERIKNIKKKLI INKLF 
PY04430 269 6.75e-14 LLGFRKRSQK QCLRERIKNIKKKLI INKLF 
PY06220 307 1.34e-12 LFGFRKRSQK QYLREKIKNIKNKTD H 
PY07411 278 1.57e-11 LFGFRKRSQK QNLREKLKKIRRKWM INI 
PY07516 251 1.96e-11 LFGFRKRSQK QHLREKLKNSDYSMN SNND 

Motif 8 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY06829 1.8e-18 8 

PY06619 2.7e-18 8 

PY07594 2.7e-18 8 

PY05673 5.2e-18 8 

PY01080 5.2e-18 8 

PY04773 6.4e-18 8 

PY00552 6.4e-18 8 

PY04795 7.8e-18 8 

PY05146 7.8e-18 8 

PY07021 7.8e-18 8 

PY00494 7.8e-18 8 

PY04466 2e-17 8 

PY02971 2e-17 8 

PY02688 2e-17 8 

PY03194 2e-17 8 

PY07546 2e-17 8 

PY06514 2e-17 8 

PY02940 2e-17 8 

PY01872 2.6e-17 8 

PY07477 2.6e-17 8 

PY07406 2.6e-17 8 

PY02973 2.6e-17 8 

PY07342 2.6e-17 8 

PY01871 3.3e-17 8 

PY02782 3.3e-17 8 

PY00493 3.3e-17 8 
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PY07035 3.3e-17 8 

PY02687 3.3e-17 8 

PY02970 3.3e-17 8 

PY06151 3.3e-17 8 

PY01774 3.8e-17 8 

PY07027 3.8e-17 8 

PY07331 3.8e-17 8 

PY05781 3.8e-17 8 

PY02564 3.8e-17 8 

PY00924 5.7e-17 8 

PY05624 5.7e-17 8 

PY04083 9e-17 8 

PY05769 9e-17 8 

PY02298 9e-17 8 

PY04327 9.6e-17 8 

PY03636 9.6e-17 8 

PY05708 1.1e-16 8 

PY03042 1.2e-16 8 

PY07017 1.6e-16 8 

PY07422 1.6e-16 8 

PY04979 1.6e-16 8 

PY03729 2e-16 8 

PY07624 2.3e-16 8 

PY00085 2.3e-16 8 

PY04996 2.3e-16 8 

PY05150 2.3e-16 8 

PY05586 2.3e-16 8 

PY07160 2.3e-16 8 

PY04755 2.3e-16 8 

PY02541 2.3e-16 8 

PY02614 2.3e-16 8 

PY02543 2.3e-16 8 

PY07849 2.3e-16 8 

PY06567 2.3e-16 8 

PY00177 2.4e-16 8 

PY05410 3.9e-16 8 

PY00580 3.9e-16 8 

PY03991 3.9e-16 8 

PY06796 3.9e-16 8 

PY04215 4.6e-16 8 

PY05719 6.9e-16 8 

PY00500 6.9e-16 8 

PY02278 6.9e-16 8 

PY07327 7.6e-16 8 

PY03973 1.8e-15 8 

PY03177 2e-15 8 

PY02652 4.6e-15 8 

PY06334 7.6e-15 8 
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PY07653 7.6e-15 8 

PY04988 8.4e-15 8 

PY00297 1.6e-14 8 

PY05822 2.2e-14 8 

PY06126 4.7e-14 8 

PY02943 6.8e-14 8 

PY04430 6.8e-14 8 

PY06220 1.3e-12 8 

PY07411 1.6e-11 8 

PY07516 2e-11 8 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600

Motif 8 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 8 position-specific scoring matrix 

 

Motif 8 position-specific probability matrix 

 

Time 1666.73 secs.

P N MOTIF 9     width = 15     sites = 144     llr = 3171     E-value = 3.0e-736 

Simplified A : : 1 : : : : : : : : : : : : 
pos.-

specific 
C a : : : : : : : : : : : : : : 

probability D : 1 : : 3 : : 2 1 1 : 1 9 2 : 
matrix E : 3 1 : 1 1 : : 2 : : : : 5 : 

F : : : 8 : 1 1 : : 1 6 : : : : 
G : 2 : : : : : : : : : : : 1 : 
H : : : : : : : : : : : : : : : 
I : : : 2 : : 2 : : 1 1 : : : : 

K : 2 3 : 2 : : : 3 1 : : : 1 : 
L : : : : : 1 3 : : : 3 : : : 7 

M : : : : : : : : : : : : : : : 
N : : 1 : 2 3 : : 2 1 : : : : : 
P : : : : : : : : : : : 6 : : 1 
Q : : 1 : 1 : : : : : : : : : : 
R : : 2 : : : : 4 1 : : : : : : 
S : 1 1 : : 1 : : : 1 : 1 : : 1 
T : : : : : 2 : : 1 : : : : 1 : 
V : : : : : : 4 : : : : 1 : : : 

W : : : : : : : 3 : 1 : : : : : 
Y : : : : : : : : : 3 : : : : : 

.
bits 7.1 
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6.4 
5.7 
5.0   

Information 4.3   
content 3.6       

(31.8 bits) 2.8           
2.1                 
1.4                       
0.7                               
0.0 

.
Multilevel CEKFDNVRKYFPDEL

consensus K TLW L

sequence I

.

NAME       START   
P-

VALUE 
        SITES   

PY02688 6 1.02e-17 MDAKV CEKFDNVWEFFPDEL GTNGEYEFKE 
PY03438 7 2.92e-16 MLTSKM CGEFDTLWRFFPDEL NESGEYYISG 
PY06204 6 6.69e-16 MNKQI CEKFENVWDKFPDEL NNGEYEFKDN 
PY00297 6 1.22e-15 MNKEV CKRFKNVWKDFPDEL NNSGKYQFKN 
PY07422 6 1.22e-15 MDKKV CEKFENIWEAFPDEL NSSGEYKFKD 
PY07226 28 1.49e-15 DQSKYLQFKA CGEFDTFWRFFPDEL KTSGEYDFKV 
PY07022 7 1.49e-15 MLTSKM CGEFDTFWRFFPDEL NESGSYNFKK 
PY02782 6 1.81e-15 MNKEV CEKFKNIWKWLPDEL IEGKYQFNDN 
PY03194 6 3.82e-15 MDDTL CGQFDFVRKYLPDEL SKEAEFELND 
PY02278 6 3.82e-15 MDKNL CEKFENVWEDFPDTL TDDGKYQLKD 
PY05822 6 5.49e-15 MNKEV CKRFENVWKDFPDTL SNEKYQFKGD 
PY07421 7 7.84e-15 MLTSKM CDQFDTIWKAFPDEL NSGEYDFKGG 
PY02687 6 9.35e-15 MNKEV CKRFKNVWDAFPDTL DSSGKYQFND 
PY07546 6 9.35e-15 MNKEV CKRFKNVWEDFPDTL NNGDYQFNID 
PY05673 6 1.11e-14 MNKEV CKRFKNVWNAFPDTL DNSKNYQFND 
PY03359 48 1.85e-14 NINLYNLYRD CGEFGTIWKFFPDEL TNSGEYNFRV 
PY03983 6 1.85e-14 MDNRL CGRFDALRNYLPDDL NNSATLDFHK 
PY06851 6 2.18e-14 MDNRL CGRFDTLRNYLPDES GKNALELKTL 
PY00494 6 2.58e-14 MDKDV CEKFENVWDKFPDKL TSDNEYDFKK 
PY06763 6 2.58e-14 MDKDV CEKFENVWDKFPDKL TSDNEYDFKK 
PY02541 7 3.04e-14 MLTSTV CEEFDSLREKFPDEL DDPVKYMSTS 
PY07080 6 3.57e-14 MDDTL CGKFDSLREYLPDDL KDSKLDFYDN 
PY01871 6 5.76e-14 MDKQV CERFKNVREWISDEL IGGKYQFKDD 
PY04327 6 5.76e-14 MDDTL CGKFDFLREYLPDDL GATTKLDLND 
PY04083 6 6.74e-14 MNKKV CEKFENVWGKFPDKL TSDNKYQFKT 
PY07327 5 6.74e-14 MNKK CEKFENVWGKFPDKL TSDNKYQFKT 
PY02970 6 7.87e-14 MDKEV CKRFKNIWDTFPDEL DNTENYKFKD 
PY07406 6 7.87e-14 MNKEV CKRFKNIWDTFPDEL GDSGNYQFKD 
PY07111 7 9.18e-14 MAISKV CRDFDTFWRFFPDEL KDSGESKEYD 
PY07594 6 1.07e-13 MDAEI CKKFQNVREWLPHEL IEGNYKNIDD 
PY01184 6 1.07e-13 MDYKL CGRFDTLKKYLPDEL NKSLSYDFHG 
PY06796 6 1.24e-13 MKDDI CSKFDLLRKYLPDEL NVNAEIDLEN 
PY00493 24 1.45e-13 KVYWNKNKVI CKRFENVRKWISDEL IDGNYQFNDN 
PY02298 6 1.68e-13 MDKNV CEKFENVWDKFPDVL NNGEYEFKDN 
PY07175 6 2.25e-13 MDKQV CKRFKNVREWISDEL IKGNDQFNDF 
PY06567 6 2.25e-13 MDYLL CIRFGTLRNYFPDEL GKSTDYDFHK 
PY03332 36 2.61e-13 QCERDKDSIH CQKFDNFRRLFPDEL KDSKQYDFNN 
PY04321 37 3.01e-13 NFYNKIIMDI CGEFESIWKIFPDDL NASGEYSVGG 
PY01834 38 3.48e-13 YSFHNIFRYY CGRFNTLRAFYPDEL DKSPSIKFHN 
PY01595 6 3.48e-13 MDKIL CEQFDTLRNYLPDDS SNSTTSDINK 
PY02940 10 3.48e-13 MNKKVVYAF CEKFDNVWEVFSDTL TSDKKYEFKT 
PY07477 59 4.01e-13 NKAIDLTTIK CGKFDLLRIYLPDEL SKDGTLELKE 
PY01111 7 4.01e-13 MSISKV CGDFATFWKFFPDEL KESKYDFKST 
PY05648 6 4.62e-13 MNKEV CKRFENVRGWISDEL NEGKYQFNDY 
PY05688 21 4.62e-13 KMDVIINMKG CNNFDTLWKIFPDEL NNSGNYNFPN 
PY05912 7 4.62e-13 MAINKV CQKFENFRRLFPDEL KNSKQYDFNN 
PY06220 7 4.62e-13 MLTSKM CGEFESIWKLFPDDL NASGEYSISG 
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PY04430 6 4.62e-13 MNKEV CKRFNNVWEWISDGL VVGINTNINK 
PY02827 20 6.11e-13 MVQLCYHLLS CIRFNTLRRYYPDEL NISTNYDFHS 
PY04466 6 7.01e-13 MNKEV CKKFTSIWEFFPDTL DKGEYKFNDN 
PY03636 6 7.01e-13 MDDFL CRKFALLRTYLPDEL NTNVTSDFEE 
PY00175 7 9.22e-13 MSINNV CEEFDTFWKFFRDGL KEYKYDFNNG 
PY00580 5 9.22e-13 MDDI CGKFVVLRNYLPDEL DGHATLELKD 
PY02564 6 9.22e-13 MNKQV CEKFENLWNGFPDKL ENNKYHEFKN 
PY06760 6 1.06e-12 MNRQM CEKFQEVRNSLPDQL NSSGYYQFKD 
PY05769 6 1.06e-12 MNKQV CEKFRSIWDKFPDTL DSNNNYQFKE 
PY02652 6 1.06e-12 MNKQV CEKFRSIWDKFPDTL DSNNNYQFKE 
PY03729 6 1.38e-12 MNKEV CKKFTSIWDFFPDTL DKGEYKFNDN 
PY05820 7 1.58e-12 MLTSRM CGEFDTLLKFFPDEL DGSGNYDFKK 
PY02660 20 2.05e-12 EYFIKKDNKI CSTFDTLRRFFPDKL KSSGEYNFKG 
PY07160 7 2.34e-12 MLTSTV CKEFDSLREKIPDEL DDPVNYMSTS 
PY02543 6 2.66e-12 MNKQV CESFLSVWDAFPDKL TKTNEYHEFN 
PY04554 6 4.43e-12 MDKKL CQQFKSVLTYFPDEL ENGENYNFVY 
PY07198 5 6.44e-12 MNKE CEKFKSIWDFFSDTL DEGEYKFKEK 
PY07342 6 6.44e-12 MDDSI CSNFDILRKYLPDEL NKSGELELET 
PY01774 6 6.44e-12 MNKQV CEKFENLWDKFSDKL DSDNNYIFQK 
PY07027 6 6.44e-12 MNKQV CEKFENLWDKFSDKL DSDNNYIFQK 
PY07021 16 6.44e-12 IMFSFTFYDI CSNFLLVRNWFPDKL GSNGDYQFKD 
PY07035 42 8.23e-12 VLNNPLFKEV CKRFKNVWDDFADKL DSSGKYQFND 
PY06020 6 9.30e-12 MADRL CNQFDTLRKIFRDEL KDSKQYDFER 
PY05244 6 9.30e-12 MDYRL CARFDKLRSYLPDEL NISTSNDIHS 
PY02312 28 9.30e-12 DQNKYLEFKA CQKFDNFRKLFRDEL KDSKEYDFNN 
PY02614 6 1.05e-11 MDKDV SEKFENLWDKFPDEL KNGEYEFKDN 
PY03177 6 1.05e-11 MEKDI CPKFDLLRTYLPDNL GDVAKSELKE 
PY03042 6 1.05e-11 MDAEI CKNFLLVREKFPDQL NSDGKYTFKD 
PY07090 6 1.18e-11 MDNQI CLRFDKLRNYLPDDL NISKGSDIHS 
PY06151 13 1.33e-11 NYIFFKFIIK CNKFFALRNWFPDQL SRDGNYQFKS 
PY07624 7 1.50e-11 MLTSTV CEEFDSLRKDFSDEW DDSGNYIFTS 
PY00997 7 1.50e-11 MAISKM CDDFDTFRKFFRDEL KGSGEYDFNS 
PY00924 135 1.69e-11 AKYIIKLYNK CGKIDLLRMCLPDEL GTPATTELNT 
PY06029 32 1.69e-11 IYPTTIKVYI CGRFDKLSNYLPDEL SKSTNNDINS 
PY05410 6 1.69e-11 MDDTL CGKIDLVRKYLPDNS ENPTTLDFYD 
PY00284 13 1.69e-11 YPLVYPFFNK CEKFDELKKSLPDEL KRHASVDFNK 
PY07405 6 1.90e-11 MNKEV CEKFQEVRNSISDEL KGNGIPEFGD 
PY01110 7 1.90e-11 MAISKV CSEFTTFWKLFPDGL NDSKEYKINP 
PY03010 14 2.40e-11 LNLQIKNKTP SQHFKSVWGYFPDEL TNDGNYNFLF 
PY02973 5 2.40e-11 MDDI CSNFVVLRNYLPDEL DSTPQSELKN 
PY00578 6 4.26e-11 MNDEL CGKLDLLRKYLSDEL DKAADFELEE 
PY00500 6 4.76e-11 MDKDV CSNFILVRTKFPDTL DSDGNYQIKD 
PY04215 6 5.33e-11 MNKKV SEKFENLWEFFSDEL TSDKKYQIKE 
PY06339 6 5.96e-11 MNKTV CKKFQDVRNAISDEL DSTGNYQFIN 
PY05708 6 6.65e-11 MDDSL CSNFDLLRLHLPDEL GGIPKSEFNK 
PY06549 6 9.24e-11 MNDTL CGHFDLLGKCLPDEL GNRATVELST 
PY02131 7 1.03e-10 MLTSTV CKEFDSLRGDFSDEW DDSGSYIFTS 
PY06740 29 2.41e-10 NKGIYLTTTK CRRFGHLRSIYPDEL NASPYSTFDN 
PY00754 6 2.41e-10 MSSHV CEAFKFVDQILPDGF DFEKDHKTSN 
PY04914 6 2.41e-10 MSSHV CEAFKFVDQILPDGF DFEKDHKTSN 
PY05828 6 2.96e-10 MSVEM CKRFKNVREWLSYDV VVGNNTNINE 
PY03760 6 2.96e-10 MNDQM CNKFFFVRTSFPDRL IEGEYKFNNS 
PY05871 28 3.28e-10 DQNKYLQFKA CQKFDYFRKVFRDGL DDSNQYHFTN 
PY04773 6 4.02e-10 MDYPL CEKFNVVIQHYPDES KIGDGSNFDN 
PY02036 6 7.33e-10 MASKV CDAINTIDKFFDDDP NNTGKGAYES 
PY01981 5 8.09e-10 MTRN CDAFKEVEEYLPDNF LFEKDHDSNQ 
PY05560 6 8.09e-10 MDSKV CESINSIDKYFDDDP KNPGKDISVD 
PY01331 6 8.92e-10 MSSKV CKSINEIDNYFVDDL KNSGNDLSMD 
PY06227 32 9.83e-10 YINFNYSTIY CDAINFIDEYFDDDP NNSRKEMSGD 
PY01873 8 9.83e-10 MKFLIIR CEEFQKVRNSISDES EYKGIPEFDD 
PY03948 15 1.08e-09 VVYILFLILF CDAINTVDTYFDDYL KETGEHTYGS 
PY07413 15 1.19e-09 VVCILFLILF CESINTIDKYFDDDS KTPEKHNSIG 
PY07838 32 1.19e-09 YINFNYSTIY CGIINEIDNYFVDDL NNRGENNYRD 
PY04795 6 1.31e-09 MDAEI CRNFLLVKTDFPDKL IDGKYQFKDD 
PY06499 32 1.59e-09 YINFNHSNIY CESINLIDKFFDDDP KKSGEFNSLD 
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MEME

PY06334 6 1.92e-09 MDADI CKKFQDLRNSLSDNL NASGSYEFTN 
PY03987 15 2.11e-09 VVYIFFLILF CGIINTVDKYVVDDP NNPGEYHSTH 
PY07849 6 2.11e-09 MNNEM CEKFKNVWTNFKYES SNGSYKFIND 
PY04084 17 2.54e-09 IICLTKDKCY CKSINDIDKYFVDDP NNLGIGISMD 
PY06742 7 2.79e-09 MTINNV CYQFKKLWKDFHDES NNSGKSSFKD 
PY01773 6 3.35e-09 MSSHV CEAFKFVDQILPDNY SFDKNKVSTA 
PY06886 17 3.35e-09 IICLTKDNCY CKLINEIDNYFVDDP NNPEEYNFMN 
PY03403 65 5.28e-09 LLSIPLFKQV CKTLQEVKEWFFDEL GSNGDYQLIN 
PY04786 6 8.22e-09 MSYKV WESINTIDTYFVDDP KKPGESNSMD 
PY04733 49 8.22e-09 KGVLRNPIFK CEKFQDVEKWFRGEN KFNHPEYLQK 
PY02943 6 1.07e-08 MDKDV CEKFKNVWTNLEYDS STESYKFKDD 
PY02572 6 1.07e-08 MASNV CKSINDIDTYFVDDS KTPEKHNSMN 
PY03986 17 1.51e-08 IICLTKDNCY CDAINTIDKYFDDNT ENPEEYDVNI 
PY07516 17 2.30e-08 IICLTKDNCY CESINLIEKSFDDGP KLPGEQYMNI 
PY06619 22 2.95e-08 NNSFFTFIDI CNNFIYVTTNFPDKL IGGDYKIVND 
PY01963 6 3.20e-08 MTLNV CKAFILFEDFLPDNF SFENNNVKYK 
PY02565 17 3.47e-08 IICLTKDNCY CDIINLIDKSFDDDP KNSGENKPRS 
PY07826 6 3.77e-08 MSSHV CDALKYVDQILPDGF VFEKDHNPEN 
PY03091 15 6.11e-08 VVYIFFLILF CDAINTIDQYFDEDT KKTREHTSGS 
PY06374 6 6.11e-08 MNVNM CSKFTFVRTNFTYQP NNGKYTFLND 
PY05816 6 7.75e-08 MDYDL CENFDIVIQNYPDKI NSEECDIHNI 
PY05781 6 1.14e-07 MDKRV CKFFYSIRNSISDQL DNKKKYKLIN 
PY04516 32 1.14e-07 KYIFFKFIIK CSLINAADNNFVDDP NNPREDTSTG 
PY03016 6 1.33e-07 MSKDL CELINAAVNYIVDDP NNPRGDHYGS 
PY00552 6 1.68e-07 MDYDL CKNFSTVIENYPDKI DDSEEYDIYD 
PY07187 6 2.27e-07 MTLNV CKAFKEIDDYWDNGF SFGNNDIFTG 
PY05923 41 2.63e-07 KCIIYTYGKS CKSINTIDEYYASDP KTLGKDNSMN 
PY03973 6 4.08e-07 MNKDV CEKFKNVTTNLKYDS NNESYKFINN 
PY03331 6 5.84e-07 MSSNV CDLINAADIYVVDDP NNSEKHKYMG 
PY01872 17 1.10e-06 DKLGEDSILD FYQIENIKKYCPDEN CDTDFDKNTA 
PY04931 28 1.26e-06 NVFASHIWRS CKTLHEVKEWFFNES GSNGDYQLIN 
PY02971 17 2.64e-06 DKLSEDSTLD FYQIENINKYCPDEN CNTELDKITA 

Motif 9 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY02688 1e-17 9 

PY03438 2.9e-16 9 

PY06204 6.7e-16 9 

PY00297 1.2e-15 9 

PY07422 1.2e-15 9 

PY07226 1.5e-15 9 

PY07022 1.5e-15 9 

PY02782 1.8e-15 9 

PY03194 3.8e-15 9 

PY02278 3.8e-15 9 

PY05822 5.5e-15 9 

PY07421 7.8e-15 9 

PY02687 9.3e-15 9 

PY07546 9.3e-15 9 

PY05673 1.1e-14 9 

PY03359 1.8e-14 9 

PY03983 1.8e-14 9 

PY06851 2.2e-14 9 

PY00494 2.6e-14 9 

PY06763 2.6e-14 9 
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MEME

PY02541 3e-14 9 

PY07080 3.6e-14 9 

PY01871 5.8e-14 9 

PY04327 5.8e-14 9 

PY04083 6.7e-14 9 

PY07327 6.7e-14 9 

PY02970 7.9e-14 9 

PY07406 7.9e-14 9 

PY07111 9.2e-14 9 

PY07594 1.1e-13 9 

PY01184 1.1e-13 9 

PY06796 1.2e-13 9 

PY00493 1.4e-13 9 

PY02298 1.7e-13 9 

PY07175 2.3e-13 9 

PY06567 2.3e-13 9 

PY03332 2.6e-13 9 

PY04321 3e-13 9 

PY01834 3.5e-13 9 

PY01595 3.5e-13 9 

PY02940 3.5e-13 9 

PY07477 4e-13 9 

PY01111 4e-13 9 

PY05648 4.6e-13 9 

PY05688 4.6e-13 9 

PY05912 4.6e-13 9 

PY06220 4.6e-13 9 

PY04430 4.6e-13 9 

PY02827 6.1e-13 9 

PY04466 7e-13 9 

PY03636 7e-13 9 

PY00175 9.2e-13 9 

PY00580 9.2e-13 9 

PY02564 9.2e-13 9 

PY06760 1.1e-12 9 

PY05769 1.1e-12 9 

PY02652 1.1e-12 9 

PY03729 1.4e-12 9 

PY05820 1.6e-12 9 

PY02660 2.1e-12 9 

PY07160 2.3e-12 9 

PY02543 2.7e-12 9 

PY04554 4.4e-12 9 

PY07198 6.4e-12 9 

PY07342 6.4e-12 9 

PY01774 6.4e-12 9 

PY07027 6.4e-12 9 

PY07021 6.4e-12 9 
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MEME

PY07035 8.2e-12 9 

PY06020 9.3e-12 9 

PY05244 9.3e-12 9 

PY02312 9.3e-12 9 

PY02614 1e-11 9 

PY03177 1e-11 9 

PY03042 1e-11 9 

PY07090 1.2e-11 9 

PY06151 1.3e-11 9 

PY07624 1.5e-11 9 

PY00997 1.5e-11 9 

PY00924 1.7e-11 9 

PY06029 1.7e-11 9 

PY05410 1.7e-11 9 

PY00284 1.7e-11 9 

PY07405 1.9e-11 9 

PY01110 1.9e-11 9 

PY03010 2.4e-11 9 

PY02973 2.4e-11 9 

PY00578 4.3e-11 9 

PY00500 4.8e-11 9 

PY04215 5.3e-11 9 

PY06339 6e-11 9 

PY05708 6.7e-11 9 

PY06549 9.2e-11 9 

PY02131 1e-10 9 

PY06740 2.4e-10 9 

PY00754 2.4e-10 9 

PY04914 2.4e-10 9 

PY05828 3e-10 9 

PY03760 3e-10 9 

PY05871 3.3e-10 9 

PY04773 4e-10 9 

PY02036 7.3e-10 9 

PY01981 8.1e-10 9 

PY05560 8.1e-10 9 

PY01331 8.9e-10 9 

PY06227 9.8e-10 9 

PY01873 9.8e-10 9 

PY03948 1.1e-09 9 

PY07413 1.2e-09 9 

PY07838 1.2e-09 9 

PY04795 1.3e-09 9 

PY06499 1.6e-09 9 

PY06334 1.9e-09 9 

PY03987 2.1e-09 9 

PY07849 2.1e-09 9 

PY04084 2.5e-09 9 
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MEME

PY06742 2.8e-09 9 

PY01773 3.4e-09 9 

PY06886 3.4e-09 9 

PY03403 5.3e-09 9 

PY04786 8.2e-09 9 

PY04733 8.2e-09 9 

PY02943 1.1e-08 9 

PY02572 1.1e-08 9 

PY03986 1.5e-08 9 

PY07516 2.3e-08 9 

PY06619 2.9e-08 9 

PY01963 3.2e-08 9 

PY02565 3.5e-08 9 

PY07826 3.8e-08 9 

PY03091 6.1e-08 9 

PY06374 6.1e-08 9 

PY05816 7.7e-08 9 

PY05781 1.1e-07 9 

PY04516 1.1e-07 9 

PY03016 1.3e-07 9 

PY00552 1.7e-07 9 

PY07187 2.3e-07 9 

PY05923 2.6e-07 9 

PY03973 4.1e-07 9 

PY03331 5.8e-07 9 

PY01872 1.1e-06 9 

PY04931 1.3e-06 9 

PY02971 2.6e-06 9 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 9 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 9 position-specific scoring matrix 

 

Motif 9 position-specific probability matrix 

 

Time 1807.25 secs.

P N MOTIF 10     width = 21     sites = 182     llr = 4145     E-value = 5.1e-934 
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MEME

Simplified A : : : : : : : : : : 1 : : : : : : : : : : 
pos.-

specific 
C : : : : : : : : : : : : : : : 1 : 1 : : : 

probability D 1 : 1 : : : 5 : : 1 : : : 1 1 1 2 : : : : 
matrix E 2 : : : : : 2 : : 1 1 : : 2 : : 1 1 : : 1 

F : 1 : : : : : a : : : 1 : : : : : : : : : 
G 3 : 1 : : : : : : : : : : : 1 1 1 : : : : 
H : : : : : : 1 : : : : 3 : : : 1 : 1 : : : 
I : 3 : 1 3 : : : : : : : 7 : : : : : : : : 

K 1 1 1 1 : 2 : : : 1 3 : : 3 1 : 1 4 1 3 3 
L : : : : 5 : : : : : : : : : : : : : : : : 

M : : : : : : : : : : : : 1 : : : : : : : : 
N 2 1 1 4 : 4 1 : : 1 2 1 : 2 5 4 1 : : 3 2 
P : : : : : : : : : : : : : : : : : : : : : 
Q : : : : : 1 : : : : : : : 1 : : : : : : : 
R : : : : : : : : : : : : : : : : 1 : : : : 
S 1 : 1 1 : : : : : 2 : : : : 1 1 1 : : 1 1 
T 1 2 5 2 : 1 : : : 3 2 1 : : 1 : 1 : : 2 1 
V : : : : : : : : : : : : 2 : : : : : : : : 

W : : : : : : : : : : : : : : : : : : : : : 
Y : 1 : : : 1 1 : 9 : : 4 : : : : : 1 9 : : 

.
bits 7.1 

6.4 
5.7 
5.0 

Information 4.3 
content 3.6       

(32.9 bits) 2.8         
2.1             
1.4                             
0.7                                           
0.0 

.
Multilevel GITNLNDFYTKYIKNNxKYKK

consensus E I TH E NN

sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY06754 81 4.31e-19 GHKLNQKKEN ETTTLNDFYTKHVKTNSHYNQ KINTNSSNKI 
PY06742 96 8.71e-18 SYKLNQKSEN GINTLKDFYSKHIENNEKYTK SEIYNKKFKG 
PY06549 97 1.33e-17 SNKLKQNKGH NTTTINDFYTNHVKNNNKYNK FIKEAYTISG 
PY06732 101 1.64e-17 GHILSLKSHE GITNLMDFYSKHIEHNTEYTN RKVNDEKYGS 
PY03194 102 3.73e-17 SNKLKQKSIY NTTSLNDFYDTHVKNNDKYNS FTDPAYKISE 
PY03948 95 5.55e-17 SYKLNQKKEN ETTKLYDFYTEHIETNSCYKE NIGTDSKIKK 
PY00284 108 6.75e-17 NYMLNLKKDG KITALKDFYTNHIENNTHYTN CTNGDNGCSN 
PY03010 106 8.19e-17 SYMLSLKKEN EINKLNDFYTKHIEKNEHYNK KIQSVRDYEC 
PY06126 96 1.75e-16 SYILSLKPHE GITNLNDFYDKYIKDGEKYNK KIDGVTAYES 
PY07264 87 3.05e-16 GHILNQKTEN RTTTLNDFYTKYIKTNSYYNQ EKIGDSNNKI 
PY06227 114 3.05e-16 SHKLNQKKQN GTTRLNEFYTNHIETNSCYKD NIDKTTDSNS 
PY07226 118 3.65e-16 SYKLNQKSQD GITTFNDFYSKHIQNAEEYKK DIDGVDDYSS 
PY06499 112 5.22e-16 SHKLNQKKQN GTTRLDDFYTKHIETNNCYKG NIPNNINMDD 
PY05767 100 6.23e-16 SYKLNQKTQN GTTKLYDFYNNHIKTNSKYKE HITAGDKINN 
PY06020 95 7.43e-16 SYKLSLKPPE NITTLKDFYSSHIKNNEEYTK HDAGNSGYES 
PY03332 125 8.84e-16 SYKLSLKTFD NITTLKDFYSNHIEKNTEYTS RNVNDRTYGS 
PY05912 96 8.84e-16 SYKLNLKTFD NITTLKDFYSNHIEKNTEYTS RNVNDQTYGS 
PY07533 85 1.05e-15 SYKLNQKTEN GTTTLNNFYTEHIKENSKYNE DIGTDSGSKI 
PY00924 226 1.48e-15 SYKLNQNTEE TFTTINDFYTNHVKTGGKYSN FNGDSNKFTS 
PY05244 101 1.75e-15 DHMLNLKKNE KIKNLNDFYEGHIKNNTHYTK CNKKNNNNYE 
PY04084 99 1.75e-15 SYKLNQKTQN GTTKLDDFYTKHIKENSCYNE NIGVNSDDKI 
PY06029 127 2.44e-15 NYMINLKKDG KINNLNDFYTNYIKNNMHYTK CNKGNKDCNI 
PY05688 110 2.44e-15 SYKLSLKTFN NITTLKDFYSNYIENNKEYTK DKLNDETYSS 
PY00177 84 2.44e-15 SYKLNQNREK TFTSINDFYTNHVKNGGKYSN FNSDSFRFTS 
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MEME

PY07411 65 2.44e-15 SYMLNLKSHD GINTLKSFYSQHIQNNEKYTK IEVNDETYDN 
PY07516 98 2.44e-15 SYKLNQKKKN GTTILNDFHTGHIKGNDCYSE HIDTDNSSGN 
PY02312 117 2.88e-15 GYILNLKSHG GINTLNDFYSKHIINNTEYTD QKIYNQKHKS 
PY02660 110 3.39e-15 SYKLNQKTNN GITKLNEFYSKYMENVDEYKK TIDGVTEYKN 
PY04787 91 3.99e-15 SYKLNQKTEN GTTKLYDFYTKHIEKNSYYDK HITTDNGSNK 
PY04996 88 3.99e-15 SYKLNQKTDN GITKLMDFYTGHMQNVNEYQK SIDDVGAYNS 
PY05150 88 3.99e-15 SYKLNQKTDN GITKLMDFYTGHMQNVNEYQK PIDDTGAYNS 
PY03983 101 3.99e-15 GHMLNLKKDD KIKNLNDFYEGHIKNNTHYTS CKKRNDDKYD 
PY00055 84 3.99e-15 SYKLSLKLPD DITTLNSFYSQHIQHNEKYTK SKVNDGTYGS 
PY06782 84 8.82e-15 SYKLNQKPQK EITKFNDFYSKHMENVEEYKK TIDGATGYKN 
PY03091 107 1.03e-14 SYRLNQKAQN GTTTLNEFYTKDIERNSCYKE NIGVKSGDKI 
PY07838 114 1.03e-14 SYKLNQKKEI GITKLYDFYTENIENNSCYKG NIPNDINMDD 
PY00997 96 1.20e-14 GYILNLKPHE GINTINDFYSKHIQDNAEYSK HKIDDKTYTD 
PY07342 97 1.40e-14 SYKLNQITRK NFTKINEFYTKHVDNNNKYSK FIKHSSTFTN 
PY02565 109 1.40e-14 SYNLNQKTES EITTLNNFYTKNIKTNSCYNQ KINAHNDSDS 
PY05560 86 1.63e-14 SHKLNQKTQN GTTTLNDFYTNRIETNDFYKG KISNVSNGHI 
PY07421 96 1.90e-14 SYKLNQKKQD GITTFNDFYSNHMQNIEEYKN TINDVDDYSS 
PY04321 127 2.20e-14 GYKLNQKLNK EFPNLKDFYSKHIQNANEYNK TIDDVEGYIS 
PY00500 98 2.56e-14 YMLNLKKSVE GITNVKHFYDTYIKTGEKYIN NIANVSEYSS 
PY07022 96 2.56e-14 SYKLNQKPQN EITNLKDFYSKNMQNVEEYKK SIDDDTEYTS 
PY03438 97 7.05e-14 GYKLNQKLNT KFPNLNEFYNKHIENADEYNN HIDDVDDYSS 
PY02827 116 1.62e-13 SYKLNKNPDV GITTLNEFYTKYIKNHTDSTN CKKSDIDCSN 
PY07501 102 1.62e-13 SYVFSLIKSE EKGSLNEFYNKYIENGERYKK EINDVTTYKN 
PY06877 87 2.12e-13 SYKLNQKKEN EMTILNDFYTDNIKTNSCYKE HITDSGENIN 
PY05923 127 2.43e-13 SYNINQKKEN RTTRLNDFHTGNIKGNDCYNK HIASDSSSGK 
PY07198 96 2.77e-13 MLNLKSTQDD TITNLNNFYKVYIENHQRYKS FIEVINKKKK 
PY07413 100 2.77e-13 SYKLNQKKQY GTTKLDDFYIKNIETNSCYKE NISNSIDSNG 
PY01184 104 2.77e-13 SYMLKLKNVN DFKSLKDFYEDHIKNNSHYTN CKKRNNNNYD 
PY07111 99 3.61e-13 GYILSLKPPD NIKTLNDFYSNHIEKNTMYSE HKVNNQETYN 
PY05820 97 3.61e-13 GYKLNQKLNS EFSNINEFYNKHMKNTDEYNN HITGIDAYSS 
PY03991 133 4.11e-13 SYKLNKNTEH NTTKINDFYTQHVIDSNKYSN FKDSAYKFSG 
PY05586 124 4.68e-13 SYMLNLKEHV GKTNLQYFYEMYINRGDKYKN SKTDITGYNN 
PY06220 97 4.68e-13 SHKLNKMLNT QFSNLNEFYSKHMQNTDEYKN HIDDVTGYTN 
PY04066 100 4.68e-13 SYKLNQKTEN GTIKLYDFYTKHIEKNSYYDK HITTDSGSNK 
PY06886 99 5.33e-13 SYKLNQKTHN GTTKLYDFYIKDIETNNCYKE NIAADSDSDS 
PY05708 97 5.33e-13 SYKLNQNLDH KTSNINEFYTQHVIGNTKYSN FTGDSNKFTF 
PY00578 66 5.33e-13 CYQLNQSTKH NTTKIYDFYNSHVKNNDKYEK FINDSGRYTG 
PY00552 101 7.80e-13 SYMLNLKKDG KITALKDFYTNHIENNPNYAN CKSDGKDCNS 
PY01110 96 7.80e-13 GYILSLKSHE GIKTINDFYSSHIKDNAEYSK HKIGDKKYTD 
PY07653 88 7.80e-13 SYKLNQKTNN GITQFMDFYTGHVKNVKEYQN PINDVGAYNS 
PY04516 117 8.85e-13 SYRLNQKKEN GTTILNDFYTNNVETNSNYDE VINANSDSGS 
PY01331 88 1.14e-12 SYKLNQKTQN GTTKLYDFYTEKIKTNSCYNG HIADNSDNGD 
PY07160 97 1.45e-12 GYKLNHKLNT EFSNINEFYDKHMKNYHKYTK KIYDVDGYSS 
PY00175 95 1.45e-12 SYKLNQKTEH ATTKLSDFYTNYIQNSTEYAT HKPNDETYDS 
PY03636 102 1.45e-12 SYKLKQNSEH NTTKINDFYTEYVNNSNKYGS FKSHAYRYTD 
PY01595 96 1.45e-12 SYKLNQKKYD GIKDLNEFYTKYIDNNMHYTD CKQGGVNCSN 
PY02940 103 1.45e-12 MLNLKSTQDG SFTNLNNFYKANIENHNKYNS FIELIKKKKE 
PY05624 89 1.64e-12 SYMLNLKKQV GITNLRYFYNTYVQGGDRYKI PLTGVEGYTS 
PY07017 80 1.64e-12 MLNLKSTQDD NITNLNNFYKVNIEKHEKYNS FIEVINKKKE 
PY03986 98 1.85e-12 SYKLNQKTQN GTTTLNEFYTNRVVKNNKYEE NISTNNNINK 
PY03760 96 1.85e-12 SYMLSLKSHD NINNLKEFYDQYINNGDKYIK AITGVSDYKS 
PY03359 138 2.36e-12 SYKLNQKPQK EISXFTDFYSKHIQNAEEYNK FIGDITEYTS 
PY05871 117 2.99e-12 GYILNLKSHE GITTLIDFYYKHIENDTSYTE DNIINQKHKN 
PY05648 107 3.36e-12 SYMLNLDKSE EKNNINDFYIAYMNDCDKYNT KINELTDYDN 
PY07477 155 3.36e-12 SYKLNKNKGH NATTINDFFTEYVKNSGKYKK FISDAYTIGD 
PY06547 96 4.24e-12 SYKLNQSSEH NFTKIKDFYNAYVNDNTEYND LITNAQKCTN 
PY03016 92 4.76e-12 SYIINQITQN GTTKLYDFYTKNIESNSNYYE EDIFADNNIR 
PY07546 97 4.76e-12 YMVNLKNNEP NLTNQQHFYTAYIKSGNKYNN TINHVSGYNS 
PY07080 95 5.34e-12 SYKLKQNSVD GSTTINGFYNEHVKNSGKYPK FTNAANTFTN 
PY06567 97 5.34e-12 SNMLSITNAD EFKNISEFYNKHIENNKYYIN CDNDGKDCSD 
PY02036 88 6.71e-12 SHKLNQKTQN GTTKLYNFYTENIITNSCYIN NIDDNSDDNI 
PY02140 89 7.51e-12 LSYTLNKTIN GEKSINEFYNKYIENSDWYKK EITGVTAYKN 
PY05816 99 8.41e-12 LNYMLNLKKD EKNNLNDLYTNHIENIENYTK CKNYDNDCSN 
PY02671 96 8.41e-12 SYMLSLNKNM DYKNIHDFYEANIKTNDKYNE GISGVNAYNS 
PY01837 95 9.40e-12 SYMLNLKNVK EFNNINEFYDAHIKNITDYIN CNTDGKECNS 

http://65.54.168.250/cgi-bin/getmsg/meme%2e10173%2eresults%2ehtml?&msg=...ct=%26hm___ts%3d1154186161%26hm___ha%3d857ef5ff1153cf52aca0f396f8d6791d (66 of 111)29/07/2006 16:53:27



MEME

PY05673 107 1.05e-11 RYMLNLNKTI KNNNINDFYNAYINNCDKYKV QISELNDYDY 
PY04979 89 1.17e-11 MLNLKSTEDD TITNLNNFYKVNVNKHEKYNS FIDLINNKKE 
PY07090 104 1.63e-11 NFKLNQTTHA KNTEFKDFYNKYIENNTYYTN CKKIKNNDDC 
PY00494 98 1.82e-11 MLNLKSTQDD TITNLNNFYIVNVNKHEKYNS FIDLINNKKK 
PY06763 98 1.82e-11 MLNLKSTQDD TITNLNNFYIVNVNKHEKYNS FIDLINNKKK 
PY06374 96 2.50e-11 SYMLSLNKNM NYKNIYDFYEKNIKNNNKYTA RISGVNDYNS 
PY01080 88 2.50e-11 SYMLNLKEQV GISNLQYFYNTTIDNDRYKKT INGVTKYSNY 
PY04083 98 4.22e-11 YMLNLKEQTG NDTNLQYFYSTTIDNDRYKNS IADVKEYKNY 
PY07327 97 4.22e-11 YMLNLKEQTG NDTNLQYFYSTTIDNDRYKNS IADVKEYKNY 
PY02782 114 4.68e-11 LNYMLNLNKS EKDNVTCFYIAYIYNCDKYKT EISELTDYKN 
PY07406 105 5.19e-11 LSYTLNLKKS EKDNITCFYKEYIYDCDKYKT KINEFTDYDD 
PY02971 86 5.74e-11 SYKLNQNSEH NSTQISDFYTKRIKNSDKYSS FTNDAYKFTD 
PY03177 95 6.36e-11 SYKLNQNKGN NFTTINDFFTNNVISNGKYSK FTNEAFKISD 
PY06514 88 6.36e-11 YMLSLKKQVG DKTNLQYFYEIYINGGNMYKK PITGVKEYNS 
PY06619 112 7.03e-11 YMLNLKNDAP GLTNLEHFYKIYIEGGNNYKQ AIKNVTEYTN 
PY06334 97 7.03e-11 SYMLIFTPIY ENTSIEPFYKKYINNDNKYNQ EINDVTAYTS 
PY07594 95 7.03e-11 SYMLNLIKTK ENNSIDSFYKTYVKDGDKYTN NINYISGYNC 
PY02572 88 7.77e-11 SYKLNQTKQN GTIKLDDFYTNRIETNSFYKG NISADSDDHI 
PY05781 96 8.59e-11 YMLNLKEQVG DVNNLQYFYNMYMKSGDKYTN PITDVTEYKS 
PY03973 95 9.49e-11 LSYMLSLIKS KEDNRKHFYNTYIMDGDEYTN NINYIIDFDG 
PY06796 97 9.49e-11 SYKLNQNSDS KPTKIYDFYTKNVIGNSKYSK FIEDSSRFTD 
PY06666 96 9.49e-11 SYVLSLIKSN QDDNRVHFYNTYIKEGEKYNK NIDDVTTYKN 
PY02688 98 1.16e-10 MLNLKSTQDD SITNLNNFYKVNVDKHKKYNS FIDPINKKKE 
PY07187 100 1.27e-10 SNKMKLIKYG NYGSVADFYVTFIKGAEKYKE YLDKIDKNHK 
PY01111 95 1.27e-10 GYILSLKSQD GINKLSDYYSKHIKDNVEYSN HKIVDDKYDN 
PY02298 95 1.27e-10 SYMLNLKPEG NISNLQYFYSTTINNDRYKSS VPDATEYKNY 
PY02278 96 1.27e-10 SYMLILKENS YKDSIKHFYTTFINNNAKYKS TVDNVEGCRT 
PY00085 112 1.40e-10 SYVLSLIESN EAGNRTSFYNKYINGDEKYNK NIDDVTAYKN 
PY02973 94 1.55e-10 SYKLKQFTKE NFTTINEFYANSVINNGKYSK FTNDAYRVGG 
PY04215 97 1.55e-10 SYMLNLKENE ANNSLEFFYNTDIKNNQKYTN SIAGFTEYTS 
PY06760 96 1.70e-10 LSYMLNLTNS KGDNIKSFYSAYINSCDKYKT EISELKDHDN 
PY04795 97 1.70e-10 YMLNLMEPSG STTNLEYFYKLYINTGVKYNE VINGDKPYNS 
PY07849 96 1.70e-10 SYMLNFKKID ENETIKHFYETYITKDDRYIK DINNVSGYNS 
PY03331 92 2.06e-10 SYKLNQKKEN RSTKLYDFYNNNIKTNSQYEK NISTDSNIKI 
PY02970 115 2.06e-10 LSYMLTLKES EKDNTTCFYSTYIYYCDKYNT GINGFTDYKN 
PY06151 103 2.06e-10 SYILSLKKDN SIKNLKEFYDQYISNDKEYTS PISGVEAYYS 
PY06740 125 2.50e-10 SHMLELKNVT EFKNINAFYTKYTKNNIHYTN CKENNDDCSS 
PY07035 142 2.50e-10 LIYMLNLKES EKDNTTCFYSTYIYYCDKYKT KINGFTDYDD 
PY02687 106 2.50e-10 LSYMLNLKES EKDNTTCFYSTYIYYCDKYKT KINGFTDYDD 
PY04155 89 2.74e-10 LSYTLNKTIN GEKSINEFYNKYINSDESYKK GIEGVTAYKN 
PY01981 99 3.30e-10 SNKMKLIKKG SYGSVGDFYVTFIDDNTRYNK YINNINSKKK 
PY06339 106 3.63e-10 SYMINLKYSE ESNIITCFYIAYMNDCDKYNK KINGCTGYKD 
PY01872 86 3.63e-10 SYKLNQITGN KFTKINDLYTNYVKNSGKYEA FITDAYRIGD 
PY05822 96 3.63e-10 SYMLKLKKNE GSDSLKYFYTTTIDNDKYKTS IDKVGDCSNY 
PY02614 95 4.36e-10 IYMLSLKDNP NKNSLKHFYTTYINSDLNYKN TVDYVEGCNN 
PY01871 107 5.23e-10 SYMLNLGKSE EEDNITGFYIEYIHDCNKYNK KINELTDYDN 
PY07405 97 5.73e-10 SYMLNLGKSE EKDNIGEFYSDYIYHYDKYKT GINELTDYDN 
PY05719 123 5.73e-10 NYMLSLKENQ AKNSLNHFYTTFINNEGYKNT INYIEGYNNY 
PY04755 88 6.27e-10 KYMLNFKRIN ENDSIESFYEMYINKDNKYNK RIEGVSGYQN 
PY02541 97 6.86e-10 GYKLNHKLNT QFSNINEFYNTHMKNYYGYAK KIDYVDDYNS 
PY01963 100 7.50e-10 SNKMKLLKHG TYGAVSEFYVTFMKDNEHYQK YLSRINKSKQ 
PY07331 89 7.50e-10 YMLNLKQQVG DETNPQYFYRMYILNHEKYKN SIIGVDGYTS 
PY00308 110 7.50e-10 SYKLDQKQKD KLTDLNKFYTDHIEKNKYYNE KIKDDDTTTY 
PY00493 132 8.20e-10 LSYMLNLKES EKDNTTCFYSTCIYDCDKYNT EINKLTDYKS 
PY03729 97 8.20e-10 YMLNLKEQPG NDSNLKFFYSTTINNDRYKNS INGVTEYKNY 
PY06851 100 8.96e-10 GHMLNLKDVN DFKNINEFFTKYKESNTHYTK CNKEGKDCSN 
PY05410 97 9.78e-10 SYKLNQNKEE KFATINDFFTEYVKKSGKYKR FISDAFKFGN 
PY02131 97 1.07e-09 GYKLNKMVNP QFPNINEFYDKHMKTIQDCKK NIDNVDGYSS 
PY01774 98 1.17e-09 YMLNLKEQTG SDSNLQFFYSTTIDNDRYKNS IADVTEYKHY 
PY07027 98 1.17e-09 YMLNLKEQTG SDSNLQFFYSTTIDNDRYKNS IADVTEYKHY 
PY02943 96 1.27e-09 SYMLNFTTID ESGSIELFYEIYIKDCDKYNN KIDGVTAYNS 
PY00580 94 1.27e-09 SYKLKQSTNE NFTTIKDFFTNSVIDNVKYSK FTSQAFKISD 
PY07175 106 1.39e-09 SYMLNLGKSE DEDNITGFYSEYIFNCNKYNT EINELTDYKS 
PY02543 97 1.39e-09 IYMLSLKSNP DKNSLKHFYTTFIKSDFKYIS TVDHVKGCSN 
PY06204 95 1.39e-09 LSHMLNLKDK NGNILTTFYNVYINNQEKYKN PINGVDGCSN 
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PY04988 90 1.51e-09 LSHMLNLKDN KGNILNNFYEIYIKKQDKYKN TIDGVDGCSN 
PY07422 97 1.79e-09 SYMLNLKKNE SNDSLKYFYDKDIKIHQKYTN PIAGFKGYNS 
PY05828 95 2.13e-09 GYMLNLIKMN ENATIDLFYETYINNDQKYNI KINGVTGYKT 
PY05146 132 2.13e-09 YMLNLKKSEE NMSNLQYFYKTYINNDMYTHT ITDVTDYKDY 
PY04430 95 2.13e-09 GYMLNRIKNN ENDIIYSFYNTYINNDDKDNK YNKIITGVTG 
PY02652 97 2.31e-09 SYMLNLKPEG TMSNIHFFYKTTIDNDRYKNT INGVPEYSNY 
PY02564 97 2.31e-09 SYMLNLKENI SNDSLQYFYDKGIKIHQKYTN PIAGFAEYTS 
PY03987 101 2.52e-09 SYKLNQKKEN GTIILNDFYNNIVVTNSCYYQ KINANSDSDN 
PY04327 102 2.97e-09 SYKLNQHEGK KFNTINDFFNEYVKSSGNYKS FITDANRIGN 
PY07826 100 3.23e-09 SNKMKLIKYG SYGSIGDFYVTFIRNSKKYKL YHDKINKNRK 
PY00988 95 3.81e-09 SYMLSLMDNE LKESLGFFYKTYIIGGDKYKN TIADISEYNS 
PY04786 91 4.13e-09 SYKLNQKKED ETIISNEFYTDYIEANSCYDK HITSDTSENI 
PY01773 99 5.28e-09 SNKMKLIAKG RYGSVADFYVTFIQNSKKYIL YHDKIDKNRK 
PY05769 97 5.72e-09 SYMLNLKPEG TMSNIHFFYKTTIDNDRYKNP INGVPEYSNY 
PY07021 109 6.71e-09 MLNLKENTGS TISHIKHFYDTTIDNDKYKKP IDNISEYKSY 
PY03042 95 7.27e-09 SYMLSLMESE LKESLVFFYNIYIKGGERYTN TISGINEYSS 
PY00297 96 1.16e-08 SYMLSAIKNQ ENNSLKFFYSIYINSDNYKKS ITSIEGCNNY 
PY07624 97 2.14e-08 GYKLNKMLKT QFSNINEFYDKDMKTIQDCKK NIDGVDGYSS 
PY06829 87 2.14e-08 SYMLNLKETE FNNGLKYFYTTNINTGKYKNS IANFTEHKSY 
PY00754 100 3.88e-08 SNKMKLIKKG SYGSVGDFHVTFIRNSKKYQL YHDKINKNRK 
PY04914 100 4.17e-08 SNKMKLIKIG SYGSVADFHVTFIRNSKKYQL YHDKINKNRK 
PY01834 133 4.48e-08 NYILRLKNVN DFKNISEIYEANIKNNTDYIN HDTCAKDCNI 
PY04773 100 5.56e-08 LNYKLNLKKD EGTNLNDFYTNIEKNENYTNC TNGDDDCSNK 
PY03403 155 9.78e-08 SYMLSLDTTI KYNGIKYFYENYITQRSTYKE YINDLTYYDT 
PY04931 118 1.48e-07 SYMLNMDKTI NYDGIKYFYENYITKRSIYKD YINGLTDYDN 
PY04466 106 4.84e-07 GNDNNLQFFY NTTINNDRYQKTITGVENYYE NYKNLIDKKK 
PY04733 143 1.83e-05 KNEGIKYFYD NYITQRSTYKEHISGLTGYGT YKELIDDRKG 
PY01873 238 7.68e-05 SSLSEKTKKK HGQTLVDSSEQDIYDLRQYSG QESVQYVDNS 

Motif 10 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY06754 4.3e-19 10 

PY06742 8.7e-18 10 

PY06549 1.3e-17 10 

PY06732 1.6e-17 10 

PY03194 3.7e-17 10 

PY03948 5.5e-17 10 

PY00284 6.7e-17 10 

PY03010 8.2e-17 10 

PY06126 1.8e-16 10 

PY07264 3e-16 10 

PY06227 3e-16 10 

PY07226 3.7e-16 10 

PY06499 5.2e-16 10 

PY05767 6.2e-16 10 

PY06020 7.4e-16 10 

PY03332 8.8e-16 10 

PY05912 8.8e-16 10 

PY07533 1.1e-15 10 

PY00924 1.5e-15 10 

PY05244 1.7e-15 10 

PY04084 1.7e-15 10 

PY06029 2.4e-15 10 

PY05688 2.4e-15 10 
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PY00177 2.4e-15 10 

PY07411 2.4e-15 10 

PY07516 2.4e-15 10 

PY02312 2.9e-15 10 

PY02660 3.4e-15 10 

PY04787 4e-15 10 

PY04996 4e-15 10 

PY05150 4e-15 10 

PY03983 4e-15 10 

PY00055 4e-15 10 

PY06782 8.8e-15 10 

PY03091 1e-14 10 

PY07838 1e-14 10 

PY00997 1.2e-14 10 

PY07342 1.4e-14 10 

PY02565 1.4e-14 10 

PY05560 1.6e-14 10 

PY07421 1.9e-14 10 

PY04321 2.2e-14 10 

PY00500 2.6e-14 10 

PY07022 2.6e-14 10 

PY03438 7.1e-14 10 

PY02827 1.6e-13 10 

PY07501 1.6e-13 10 

PY06877 2.1e-13 10 

PY05923 2.4e-13 10 

PY07198 2.8e-13 10 

PY07413 2.8e-13 10 

PY01184 2.8e-13 10 

PY07111 3.6e-13 10 

PY05820 3.6e-13 10 

PY03991 4.1e-13 10 

PY05586 4.7e-13 10 

PY06220 4.7e-13 10 

PY04066 4.7e-13 10 

PY06886 5.3e-13 10 

PY05708 5.3e-13 10 

PY00578 5.3e-13 10 

PY00552 7.8e-13 10 

PY01110 7.8e-13 10 

PY07653 7.8e-13 10 

PY04516 8.8e-13 10 

PY01331 1.1e-12 10 

PY07160 1.5e-12 10 

PY00175 1.5e-12 10 

PY03636 1.5e-12 10 

PY01595 1.5e-12 10 

PY02940 1.5e-12 10 

http://65.54.168.250/cgi-bin/getmsg/meme%2e10173%2eresults%2ehtml?&msg=...ct=%26hm___ts%3d1154186161%26hm___ha%3d857ef5ff1153cf52aca0f396f8d6791d (69 of 111)29/07/2006 16:53:28



MEME

PY05624 1.6e-12 10 

PY07017 1.6e-12 10 

PY03986 1.9e-12 10 

PY03760 1.9e-12 10 

PY03359 2.4e-12 10 

PY05871 3e-12 10 

PY05648 3.4e-12 10 

PY07477 3.4e-12 10 

PY06547 4.2e-12 10 

PY03016 4.8e-12 10 

PY07546 4.8e-12 10 

PY07080 5.3e-12 10 

PY06567 5.3e-12 10 

PY02036 6.7e-12 10 

PY02140 7.5e-12 10 

PY05816 8.4e-12 10 

PY02671 8.4e-12 10 

PY01837 9.4e-12 10 

PY05673 1.1e-11 10 

PY04979 1.2e-11 10 

PY07090 1.6e-11 10 

PY00494 1.8e-11 10 

PY06763 1.8e-11 10 

PY06374 2.5e-11 10 

PY01080 2.5e-11 10 

PY04083 4.2e-11 10 

PY07327 4.2e-11 10 

PY02782 4.7e-11 10 

PY07406 5.2e-11 10 

PY02971 5.7e-11 10 

PY03177 6.4e-11 10 

PY06514 6.4e-11 10 

PY06619 7e-11 10 

PY06334 7e-11 10 

PY07594 7e-11 10 

PY02572 7.8e-11 10 

PY05781 8.6e-11 10 

PY03973 9.5e-11 10 

PY06796 9.5e-11 10 

PY06666 9.5e-11 10 

PY02688 1.2e-10 10 

PY07187 1.3e-10 10 

PY01111 1.3e-10 10 

PY02298 1.3e-10 10 

PY02278 1.3e-10 10 

PY00085 1.4e-10 10 

PY02973 1.5e-10 10 

PY04215 1.5e-10 10 
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PY06760 1.7e-10 10 

PY04795 1.7e-10 10 

PY07849 1.7e-10 10 

PY03331 2.1e-10 10 

PY02970 2.1e-10 10 

PY06151 2.1e-10 10 

PY06740 2.5e-10 10 

PY07035 2.5e-10 10 

PY02687 2.5e-10 10 

PY04155 2.7e-10 10 

PY01981 3.3e-10 10 

PY06339 3.6e-10 10 

PY01872 3.6e-10 10 

PY05822 3.6e-10 10 

PY02614 4.4e-10 10 

PY01871 5.2e-10 10 

PY07405 5.7e-10 10 

PY05719 5.7e-10 10 

PY04755 6.3e-10 10 

PY02541 6.9e-10 10 

PY01963 7.5e-10 10 

PY07331 7.5e-10 10 

PY00308 7.5e-10 10 

PY00493 8.2e-10 10 

PY03729 8.2e-10 10 

PY06851 9e-10 10 

PY05410 9.8e-10 10 

PY02131 1.1e-09 10 

PY01774 1.2e-09 10 

PY07027 1.2e-09 10 

PY02943 1.3e-09 10 

PY00580 1.3e-09 10 

PY07175 1.4e-09 10 

PY02543 1.4e-09 10 

PY06204 1.4e-09 10 

PY04988 1.5e-09 10 

PY07422 1.8e-09 10 

PY05828 2.1e-09 10 

PY05146 2.1e-09 10 

PY04430 2.1e-09 10 

PY02652 2.3e-09 10 

PY02564 2.3e-09 10 

PY03987 2.5e-09 10 

PY04327 3e-09 10 

PY07826 3.2e-09 10 

PY00988 3.8e-09 10 

PY04786 4.1e-09 10 

PY01773 5.3e-09 10 
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PY05769 5.7e-09 10 

PY07021 6.7e-09 10 

PY03042 7.3e-09 10 

PY00297 1.2e-08 10 

PY07624 2.1e-08 10 

PY06829 2.1e-08 10 

PY00754 3.9e-08 10 

PY04914 4.2e-08 10 

PY01834 4.5e-08 10 

PY04773 5.6e-08 10 

PY03403 9.8e-08 10 

PY04931 1.5e-07 10 

PY04466 4.8e-07 10 

PY04733 1.8e-05 10 

PY01873 7.7e-05 10 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 10 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 10 position-specific scoring matrix 

 

Motif 10 position-specific probability matrix 

 

Time 1937.66 secs.

P N MOTIF 11     width = 21     sites = 126     llr = 3175     E-value = 4.7e-688 

Simplified A : 1 : 1 : 1 : : : : : : : : : : : : : : : 
pos.-

specific 
C : : : : : : 1 : : : : : : : : : : : : : : 

probability D : 2 3 1 1 2 : 1 1 : : 4 : : 6 : : : 3 : : 
matrix E : : 1 : 1 2 : : : : : 4 : : 1 1 : 1 2 : : 

F : : : : : : 1 : : 1 : : 2 : : : : : : 2 : 
G : : 3 : : 3 : 1 : : : 1 : : : : : : : : : 
H : : : : : : : : : : : : : : : : : 1 : : : 
I 6 : : 1 : : : : : : : : 2 9 : : 1 1 : : 1 

K 1 1 : 1 1 1 : 2 : : 7 1 : : : 6 5 4 : : : 
L 1 : : 1 : : : : : 1 : : 6 : : : : : : 5 4 

M : : : : : : : : : : : : : 1 : : : : : : 4 
N : 3 2 : : : : 2 4 : 1 : : : 2 : 2 2 1 : : 
P : : : : : : : : : : : : : : : : : : : : : 
Q : : : : : : : : : : : : : : : 1 : : : : : 
R : : : : : 1 : : : : : : : : : : 1 : : : : 
S : 1 : : 1 : : 2 3 : : : : : : : : : : : : 
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T : 1 : : 4 1 : 2 : : : : : : : 1 : : : : : 
V : : : 4 : : : : : : : : : : : : : : : 1 : 

W : : : : : : : : : : : : : : : : : : : : : 
Y : : : : 1 : 8 : : 7 : : : : : : : : 3 1 : 

.
bits 7.1 

6.4 
5.7 
5.0 

Information 4.3 
content 3.6 

(36.4 bits) 2.8     
2.1                   
1.4                                   
0.7                                           
0.0 

.
Multilevel INDVTGYNNYKDLIDKKKDLL

consensus G S E NNYFM

sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY01774 119 3.03e-19 TIDNDRYKNS IADVTEYKHYKDLIDKKKEFM DISSEKITKL 
PY07027 119 3.03e-19 TIDNDRYKNS IADVTEYKHYKDLIDKKKEFM DISSEKITKL 
PY03760 118 2.24e-18 INNGDKYIKA ITGVSDYKSYKDLIDKKQELM NMDMKIISKF 
PY02943 118 3.93e-18 IKDCDKYNNK IDGVTAYNSYKDLIDKKEDLI SIYVKDISKF 
PY06220 119 3.93e-18 MQNTDEYKNH IDDVTGYTNYIDLINQKKELM NINISVMSKF 
PY03729 118 3.93e-18 TINNDRYKNS INGVTEYKNYKDLIDKKTYFL NMNRNIISKF 
PY04083 119 4.73e-18 TIDNDRYKNS IADVKEYKNYKDLIDKKKEFM DISNEKISKL 
PY07327 118 4.73e-18 TIDNDRYKNS IADVKEYKNYKDLIDKKKEFM DISNEKITKL 
PY06126 118 5.68e-18 IKDGEKYNKK IDGVTAYESYKDLIDKKENLM NIGIKDMSRF 
PY02140 111 1.96e-17 IENSDWYKKE ITGVTAYKNYKDLIDRNNYFL SMDKSIISKL 
PY07849 118 2.76e-17 ITKDDRYIKD INNVSGYNSYKDLIDKKQNLM SIYVKDMSNF 
PY01080 109 3.27e-17 TIDNDRYKKT INGVTKYSNYKDLIDQKKYLI DMDKKIISNF 
PY07226 140 1.41e-16 IQNAEEYKKD IDGVDDYSSYMDLINQKNELM DIDISVMSKF 
PY00085 134 1.65e-16 INGDEKYNKN IDDVTAYKNYKDLIDKNNYIL SMDMSIISKF 
PY06334 119 1.93e-16 INNDNKYNQE INDVTAYTSYKDLIYKKENLM SISIIDMYIF 
PY06619 134 2.26e-16 IEGGNNYKQA IKNVTEYTNYKDLIDTKKYYL KMDKNIISKL 
PY05828 117 2.26e-16 INNDQKYNIK INGVTGYKTYNELVDKKEDLM SIDIKDMSKF 
PY04931 140 2.26e-16 ITKRSIYKDY INGLTDYDNYKDLIDKRKGFL DMDKNIVSKF 
PY06567 429 3.57e-16 IQGGDQYKNS ITGVTGYNSYKDLIDNKIDLI NMDMSIVPKL 
PY04755 110 4.16e-16 INKDNKYNKR IEGVSGYQNYKDLIDKKQNLM SIDIKDMSKF 
PY02298 116 4.16e-16 TINNDRYKSS VPDATEYKNYKDLIDKKKYFL GMDRNIISDF 
PY07331 111 4.16e-16 ILNHEKYKNS IIGVDGYTSYKDLIDQKKYLV DMDKKIISNF 
PY06666 118 5.61e-16 IKEGEKYNKN IDDVTTYKNYKDLIDRNKYIL SMDMXIISKL 
PY07501 124 6.50e-16 IENGERYKKE INDVTTYKNYKDLIDRNKYIL SMDMSIISKL 
PY04996 110 7.53e-16 MQNVNEYQKS IDDVGAYNSYDDLINKKNYLM EMNIKDISKF 
PY07653 110 8.72e-16 VKNVKEYQNP INDVGAYNSYDDLINKKNYLM KMNIKDISKF 
PY04155 111 1.01e-15 INSDESYKKG IEGVTAYKNYKDLIDRNDYFL SMDKSIISKL 
PY06374 118 1.01e-15 IKNNNKYTAR ISGVNDYNSYNDLIDKKKDLL NINFEDMSKF 
PY07546 119 1.17e-15 IKSGNKYNNT INHVSGYNSYKKLIDKNNYFL SMDKSIIFKF 
PY06829 108 1.35e-15 NINTGKYKNS IANFTEHKSYKDLIDQRNYFM GMDRNIISDF 
PY04430 120 1.35e-15 DDKDNKYNKI ITGVTGYETYNELVDKKEDLM SIDIKDMSKF 
PY02782 136 2.37e-15 IYNCDKYKTE ISELTDYKNYKELIDKKNDVL NMDSNIAPKF 
PY05769 118 2.37e-15 TIDNDRYKNP INGVPEYSNYKYLIDKKKYFL DMDKKIISNF 
PY02652 118 2.37e-15 TIDNDRYKNT INGVPEYSNYKYLIDKKKYFL DMDKKIISNF 
PY04988 112 3.13e-15 IKKQDKYKNT IDGVDGCSNYNDLIYKKKELM EVTNEKLSKF 
PY06514 110 4.73e-15 INGGNMYKKP ITGVKEYNSYKDLIDQKQNLI TMDMSIISKL 
PY06204 117 6.19e-15 INNQEKYKNP INGVDGCSNYNELIYKKNELM KITNDKLAKF 
PY03438 119 9.24e-15 IENADEYNNH IDDVDDYSSYKDLINKKKEYI DIDIKDMSKL 
PY02671 118 9.24e-15 IKTNDKYNEG ISGVNAYNSYNDLIDKKRDLL NINFEDMSKF 
PY05822 117 1.05e-14 TIDNDKYKTS IDKVGDCSNYKDLIDKKKYFL DIDKNIISNL 
PY02660 132 1.20e-14 MENVDEYKKT IDGVTEYKNYIEFINKNNKLM DIDINVMSKF 
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PY02131 119 1.37e-14 MKTIQDCKKN IDNVDGYSSYNDLINKKTYLL TMSIKDISKF 
PY04554 113 1.37e-14 IETNTHYISK LGDARGYNCYKEIIDQKKDLL NMDNSIISNF 
PY05624 111 1.56e-14 VQGGDRYKIP LTGVEGYTSYKNLIDQKTYLL DMDTNIISNF 
PY07022 118 1.77e-14 MQNVEEYKKS IDDDTEYTSYNDLINQKNKFM DIDISVMSEF 
PY06339 128 2.29e-14 MNDCDKYNKK INGCTGYKDYKELLDKKNDVL NMDSKIVPKF 
PY05244 137 2.60e-14 NNNYEDCSNK LNDKTGYNNFKEFIEKNEYLM NIGINDMSKF 
PY04795 119 2.60e-14 INTGVKYNEV INGDKPYNSYKDLIDKNNYFL TMDKSIIIKL 
PY05146 153 2.95e-14 YINNDMYTHT ITDVTDYKDYKELIDNNIDLI NMNIKDISNF 
PY07624 119 3.35e-14 MKTIQDCKKN IDGVDGYSSYNDLINKKNVFL NIPNKDMSKF 
PY07175 128 3.79e-14 IFNCNKYNTE INELTDYKSYKGLIDTKMEVL NMDSNNVSKF 
PY07160 119 5.50e-14 MKNYHKYTKK IYDVDGYSSYNDLIDTHNYVL NIPKEDISKF 
PY03359 160 6.21e-14 IQNAEEYNKF IGDITEYTSYNDLINQKNKLM DIDISDMSKF 
PY00500 120 1.01e-13 IKTGEKYINN IANVSEYSSYKELVDKNDYFL SMDKIIISKL 
PY03983 137 1.01e-13 DDKYDDCSVS LKGITGHNNFKEFIEKNKYLM NIGINDMSNF 
PY07021 130 1.14e-13 TIDNDKYKKP IDNISEYKSYKDLIDKKHDLK NKDMNKNIIS 
PY07421 118 1.14e-13 MQNIEEYKNT INDVDDYSSYIDLMNKKQKLM DIDISDMSKF 
PY06760 118 1.28e-13 INSCDKYKTE ISELKDHDNYKDLIDKRKEFL YMDSNIVSKF 
PY07090 138 4.55e-13 IKNNDDCSSS LKEATGYNNFKEFIEANKCLM NIGINDVSNL 
PY01871 129 5.70e-13 IHDCNKYNKK INELTDYDNYKKLLDKKNYVL NMNSNIVPKF 
PY03403 177 5.70e-13 ITQRSTYKEY INDLTYYDTYKELIDTRKNFL DMDSNTVFKF 
PY07594 117 6.37e-13 VKDGDKYTNN INYISGYNCYKDLIDRNDYFL SMDMSIISKL 
PY06851 132 7.11e-13 NKEGKDCSNS LKEKTEYNNFKEFIEKNEYLM NIGINDISNF 
PY03010 128 7.94e-13 IEKNEHYNKK IQSVRDYECYKELINKKKDLL NMDNYIISNF 
PY00493 154 9.88e-13 IYDCDKYNTE INKLTDYKSYKGLIDTKIDVL NMDSKIVSKF 
PY02541 119 1.37e-12 MKNYYGYAKK IDYVDDYNSYNDLINKHNYVF NIPNEHMSKF 
PY05648 129 1.52e-12 MNDCDKYNTK INELTDYDNYKKLLDEKNYVL NMDSNDVPKF 
PY05150 110 1.52e-12 MQNVNEYQKP IDDTGAYNSYYDLMNKKKYLM EMNIKYISKF 
PY05586 146 1.52e-12 INRGDKYKNS KTDITGYNNYKDIIDNKIDLI NMDMSIVPKL 
PY00988 117 1.88e-12 IIGGDKYKNT IADISEYNSYMELITKNHDLT NVNMNKNIIS 
PY00578 88 1.88e-12 VKNNDKYEKF INDSGRYTGLNDFIDKQKDLL NINIKDLSKF 
PY01834 165 2.09e-12 DTCAKDCNII LKEKTEYTDFKELIEKNECLM NISINDISKF 
PY00297 117 2.58e-12 YINSDNYKKS ITSIEGCNNYKELIDKTQDLT TIDIKDISKF 
PY06029 159 2.58e-12 NKGNKDCNIT LNDKTGYNNFKKIIEENKCLM NIDINDISNF 
PY07405 119 3.18e-12 IYHYDKYKTG INELTDYDNHKKLLDKKNDVL NMDSKIVPKF 
PY05719 144 3.53e-12 FINNEGYKNT INYIEGYNNYKGLIDKNHNLK NTDMDSNIIS 
PY02278 118 3.53e-12 INNNAKYKST VDNVEGCRTFKDIIEKRHNLM NKDMDKNSIS 
PY01595 128 4.33e-12 KQGGVNCSNL LSNNTGYSNYKEIINGRKGLL STNIENMSKI 
PY04327 124 4.80e-12 VKSSGNYKSF ITDANRIGNLKEFMDKRDYLL NINIDDLSKF 
PY01873 125 5.31e-12 SKYSTEMSEF MYNDHDYDNYKGLIDKRKEFL YMDSNIIPKF 
PY01837 127 6.50e-12 NTDGKECNSI LKNNLGYNNFKEIIDKKKDLL SINLKDMSNF 
PY06740 157 7.94e-12 KENNDDCSSS LKNKTGYNNFKEFIEANECLM NIGIKDMSNF 
PY03042 117 7.94e-12 IKGGERYTNT ISGINEYSSYMELISKKHDLT NVDMNKSIIS 
PY06547 118 9.68e-12 VNDNTEYNDL ITNAQKCTNLKEIIDQKSDLL DINIKDMSDF 
PY07406 127 1.18e-11 IYDCDKYKTK INEFTDYDDYIGLIDTKMGVL NMDSNTASKF 
PY07477 177 1.58e-11 VKNSGKYKKF ISDAYTIGDLGEFIDKRNDFM NINIEDLSKF 
PY01872 108 1.74e-11 VKNSGKYEAF ITDAYRIGDLKGFMDERNDLL NINIEDLSKF 
PY05673 131 2.32e-11 NCDKYKVQIS ELNDYDYGNYKELIDTKKYLF NMDDHIISNF 
PY02614 117 2.80e-11 INSDLNYKNT VDYVEGCNNFKDIIVKRHTLT NDDMDNKIIS 
PY02973 116 2.80e-11 VINNGKYSKF TNDAYRVGGLKEFMDKKNDLL NINIEDMSKF 
PY02827 148 3.08e-11 KKSDIDCSNT LKDKTGYKNFKEFIEGNEYFT NMDMNIMSNF 
PY04773 131 4.08e-11 TNGDDDCSNK LKKKTGYNNFKEIIVKNMDLL NIHFEDISKF 
PY04321 149 4.47e-11 IQNANEYNKT IDDVEGYISYIDLINKNDNVI NISNENMSKL 
PY06796 119 4.47e-11 VIGNSKYSKF IEDSSRFTDIKGFIDKQKDFM NINIEDLSKL 
PY05410 119 5.38e-11 VKKSGKYKRF ISDAFKFGNFEEFMNERNDFM NINIEDLSKF 
PY05688 132 5.89e-11 IENNKEYTKD KLNDETYSSYKEIIDEIKEYM NIDIINISKF 
PY02543 119 6.46e-11 IKSDFKYIST VDHVKGCSNFKDIIENRHTLT NDDMDNKIIS 
PY00055 106 7.07e-11 IQHNEKYTKS KVNDGTYGSYKEIIDVIKEYM DINITHMSKF 
PY02970 137 1.01e-10 IYYCDKYNTG INGFTDYKNYKELIDNKIAMY GMDSNILSNF 
PY07411 87 1.01e-10 IQNNEKYTKI EVNDETYDNYKKIIDEIKEYM DINISHMSRF 
PY03636 124 1.32e-10 VNNSNKYGSF KSHAYRYTDLKEFIAEQKDLL NINIEDLSKF 
PY00997 118 1.72e-10 IQDNAEYSKH KIDDKTYTDYKKIIDKVEEYM NINIDNMPKF 
PY01184 140 2.23e-10 NNNYDDCSSS LNAKTGYNNFMEFIKGNECFM SINITEMSKF 
PY07342 119 4.05e-10 VDNNNKYSKF IKHSSTFTNLEEFINKEKYLM NIDIEDLSKF 
PY06151 126 9.99e-10 SNDKEYTSPI SGVEAYYSSYKDLMDKKNGLM SIGIKDISKF 
PY06020 117 1.17e-09 IKNNEEYTKH DAGNSGYESHKKIIDEIEEYM NINISHMAKF 
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MEME

PY03973 117 1.38e-09 IMDGDEYTNN INYIIDFDGYKDLIDKNYYIL NMDISIISRL 
PY01111 117 1.38e-09 IKDNVEYSNH KIVDDKYDNYKKIIDETKEYM NIDINIMPKF 
PY05912 118 1.49e-09 IEKNTEYTSR NVNDQTYGSYKSIIDTIKEYM DINISNMSKF 
PY01110 118 1.61e-09 IKDNAEYSKH KIGDKKYTDYKKIIEETKEYM DINININDMS 
PY03332 147 1.74e-09 IEKNTEYTSR NVNDRTYGSYQNIIDKIKEYM DIDISHMSKF 
PY00284 140 2.04e-09 TNGDNGCSNK LKGKMRYNNFKEIIFKNMDFS NIDIKDISKF 
PY00552 133 3.23e-09 KSDGKDCNST LKDNLGYNNFKEIIFKNMDFS NINIEDISKF 
PY06549 119 3.76e-09 VKNNNKYNKF IKEAYTISGIEEFINKQKDLF NINIENLSKF 
PY06732 123 4.71e-09 IEHNTEYTNR KVNDEKYGSYKNVIDQVKEYI DIDISHMPKF 
PY02971 108 7.90e-09 IKNSDKYSSF TNDAYKFTDIKEVLNKKSDLL NINIKDMSEF 
PY06742 118 2.00e-08 IENNEKYTKS EIYNKKFKGYKEIIDEIKEYL DIDISHMSKF 
PY03991 155 2.14e-08 VIDSNKYSNF KDSAYKFSGLEEFINKQKELF NININDLSNF 
PY05708 119 2.63e-08 VIGNTKYSNF TGDSNKFTFLEEFINKQKDLL DIDFKDLSKF 
PY00177 106 4.23e-08 VKNGGKYSNF NSDSFRFTSIDEFIEGHKDLL NINIKDLSEF 
PY07080 117 4.84e-08 VKNSGKYPKF TNAANTFTNLEDVLNTKSDLL NNNIEDLSEF 
PY03194 124 1.20e-07 VKNNDKYNSF TDPAYKISELKKFMDDRNDFL NINIEDLSKF 
PY03177 117 1.36e-07 VISNGKYSKF TNEAFKISDLDEFMKERTDLL NMNIKDMSKF 
PY05560 108 4.61e-07 IETNDFYKGK ISNVSNGHINMDLIGEKIRLM NMDIKDISNF 
PY07533 107 5.49e-07 IKENSKYNED IGTDSGSKIKKEVIDTKIKSM DIDIKDISNF 
PY03016 113 1.22e-06 NIESNSNYYE EDIFADNNIRKDVIDKKIGSM NIDINDISNF 

Motif 11 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY01774 3e-19 11 

PY07027 3e-19 11 

PY03760 2.2e-18 11 

PY02943 3.9e-18 11 

PY06220 3.9e-18 11 

PY03729 3.9e-18 11 

PY04083 4.7e-18 11 

PY07327 4.7e-18 11 

PY06126 5.7e-18 11 

PY02140 2e-17 11 

PY07849 2.8e-17 11 

PY01080 3.3e-17 11 

PY07226 1.4e-16 11 

PY00085 1.7e-16 11 

PY06334 1.9e-16 11 

PY06619 2.3e-16 11 

PY05828 2.3e-16 11 

PY04931 2.3e-16 11 

PY06567 3.6e-16 11 

PY04755 4.2e-16 11 

PY02298 4.2e-16 11 

PY07331 4.2e-16 11 

PY06666 5.6e-16 11 

PY07501 6.5e-16 11 

PY04996 7.5e-16 11 

PY07653 8.7e-16 11 

PY04155 1e-15 11 

PY06374 1e-15 11 

PY07546 1.2e-15 11 
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MEME

PY06829 1.3e-15 11 

PY04430 1.3e-15 11 

PY02782 2.4e-15 11 

PY05769 2.4e-15 11 

PY02652 2.4e-15 11 

PY04988 3.1e-15 11 

PY06514 4.7e-15 11 

PY06204 6.2e-15 11 

PY03438 9.2e-15 11 

PY02671 9.2e-15 11 

PY05822 1.1e-14 11 

PY02660 1.2e-14 11 

PY02131 1.4e-14 11 

PY04554 1.4e-14 11 

PY05624 1.6e-14 11 

PY07022 1.8e-14 11 

PY06339 2.3e-14 11 

PY05244 2.6e-14 11 

PY04795 2.6e-14 11 

PY05146 3e-14 11 

PY07624 3.3e-14 11 

PY07175 3.8e-14 11 

PY07160 5.5e-14 11 

PY03359 6.2e-14 11 

PY00500 1e-13 11 

PY03983 1e-13 11 

PY07021 1.1e-13 11 

PY07421 1.1e-13 11 

PY06760 1.3e-13 11 

PY07090 4.6e-13 11 

PY01871 5.7e-13 11 

PY03403 5.7e-13 11 

PY07594 6.4e-13 11 

PY06851 7.1e-13 11 

PY03010 7.9e-13 11 

PY00493 9.9e-13 11 

PY02541 1.4e-12 11 

PY05648 1.5e-12 11 

PY05150 1.5e-12 11 

PY05586 1.5e-12 11 

PY00988 1.9e-12 11 

PY00578 1.9e-12 11 

PY01834 2.1e-12 11 

PY00297 2.6e-12 11 

PY06029 2.6e-12 11 

PY07405 3.2e-12 11 

PY05719 3.5e-12 11 

PY02278 3.5e-12 11 
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MEME

PY01595 4.3e-12 11 

PY04327 4.8e-12 11 

PY01873 5.3e-12 11 

PY01837 6.5e-12 11 

PY06740 7.9e-12 11 

PY03042 7.9e-12 11 

PY06547 9.7e-12 11 

PY07406 1.2e-11 11 

PY07477 1.6e-11 11 

PY01872 1.7e-11 11 

PY05673 2.3e-11 11 

PY02614 2.8e-11 11 

PY02973 2.8e-11 11 

PY02827 3.1e-11 11 

PY04773 4.1e-11 11 

PY04321 4.5e-11 11 

PY06796 4.5e-11 11 

PY05410 5.4e-11 11 

PY05688 5.9e-11 11 

PY02543 6.5e-11 11 

PY00055 7.1e-11 11 

PY02970 1e-10 11 

PY07411 1e-10 11 

PY03636 1.3e-10 11 

PY00997 1.7e-10 11 

PY01184 2.2e-10 11 

PY07342 4e-10 11 

PY06151 1e-09 11 

PY06020 1.2e-09 11 

PY03973 1.4e-09 11 

PY01111 1.4e-09 11 

PY05912 1.5e-09 11 

PY01110 1.6e-09 11 

PY03332 1.7e-09 11 

PY00284 2e-09 11 

PY00552 3.2e-09 11 

PY06549 3.8e-09 11 

PY06732 4.7e-09 11 

PY02971 7.9e-09 11 

PY06742 2e-08 11 

PY03991 2.1e-08 11 

PY05708 2.6e-08 11 

PY00177 4.2e-08 11 

PY07080 4.8e-08 11 

PY03194 1.2e-07 11 

PY03177 1.4e-07 11 

PY05560 4.6e-07 11 

PY07533 5.5e-07 11 
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MEME

PY03016 1.2e-06 11 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600

Motif 11 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 11 position-specific scoring matrix 

 

Motif 11 position-specific probability matrix 

 

Time 2057.45 secs.

P N MOTIF 12     width = 11     sites = 157     llr = 1994     E-value = 5.0e-262 

Simplified A : : : : : : : : : : : 
pos.-

specific 
C : : : : : : : a : : : 

probability D 2 1 1 : 2 1 : : 1 2 1 
matrix E 1 1 : : : 1 : : : : 1 

F : : 2 3 : : : : : : : 
G 1 2 : : : 1 : : : 1 2 
H : : 1 : : : : : : : : 
I 1 : 1 1 : : : : : : : 

K 1 1 : : 4 2 : : : 1 1 
L : : 1 5 : : : : : : : 

M 1 : : : : : : : : : : 
N 2 2 1 : 2 2 : : 1 4 4 
P : : : : : : : : 4 : : 
Q : : : : : : : : : : : 
R : : : : : : : : : : : 
S 1 1 1 : 1 2 : : 1 1 1 
T : 1 1 : : 1 : : 1 : : 
V : : : : : : : : : : : 

W : : : : : : : : : : : 
Y : : : 1 : : 9 : : : 1 

.
bits 7.1 

6.4 
5.7 
5.0   

Information 4.3   
content 3.6     

(18.3 bits) 2.8     
2.1         
1.4             
0.7                       
0.0 

.
Multilevel xNFLKKYCPNN
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MEME

consensus F D

sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY03332 60 2.42e-10 LKDSKQYDFN NGTFKRYCPNN KCDSDTNIVN 
PY02312 52 5.99e-10 LKDSKEYDFN NGAFKKYCPNN NCDGDINKIN 
PY00175 30 9.23e-10 GLKEYKYDFN NGTFKKYCPSN SCVADTDILN 
PY05719 57 1.40e-09 SNNKKYQFKE DTHFKKYCTGG KCDGDLDKIN 
PY03331 29 1.71e-09 DPNNSEKHKY MGMFNSYCPDN NCDTDEKKVI 
PY03983 31 1.71e-09 NNSATLDFHK NDNLKKYCPNG GSGETKCNTE 
PY01110 31 2.09e-09 LNDSKEYKIN PGSFKKYCPDG NCNNDIDKIN 
PY03010 40 2.54e-09 NDGNYNFLFN GQHFKQYCTNN SCDSNLEQIN 
PY04321 61 3.08e-09 LNASGEYSVG GGTIKNYCPNR KCDSDINKID 
PY07546 30 3.08e-09 LNNGDYQFNI DRHFKTYCTNN NCEMPLEKIN 
PY06877 28 3.71e-09 GDPKKPGEQH MNILNTYCPDG NCSSDELKII 
PY06619 46 4.45e-09 LIGGDYKIVN DEHLKNYCTSG CDNALDKINA 
PY06732 36 4.45e-09 LKGSEEYEFK STFFNGYCPNN NCESDINKIT 
PY03438 31 4.45e-09 LNESGEYYIS GGTIKKYCPNK NCDSDINKIH 
PY06020 30 7.53e-09 LKDSKQYDFE RGIFKKYCPNK NCGTDTDIAN 
PY05708 31 7.53e-09 GGIPKSEFNK ITNFDKYCPNN NCDTDLEKIT 
PY06547 18 8.91e-09 GESAKIDFKK SSSLKKYCPNG NCDTNLDKIK 
PY03359 72 1.05e-08 LTNSGEYNFR VGSLNSYCPNR KCENDIDKIN 
PY02131 31 1.45e-08 WDDSGSYIFT SGTLKQYCPDK ECKNYINLVK 
PY03729 30 1.45e-08 LDKGEYKFND NNFLDSYCDGN KCDSAFERID 
PY07421 30 1.45e-08 ELNSGEYDFK GGSLNRYCPKN NCETNINKIH 
PY07080 30 1.99e-08 LKDSKLDFYD NNNFKNYCPDK NCNSELEKIT 
PY04084 40 1.99e-08 DPNNLGIGIS MDLLKMYCPDY NCSSDELKII 
PY01111 30 2.33e-08 ELKESKYDFK STFFKDYCPNK NCNNDIEKIN 
PY02564 31 2.33e-08 ENNKYHEFKN NNFLNGYCDGN KCDSDFEKIS 
PY02940 35 2.33e-08 TSDKKYEFKT GNFLDSYCGDN NCSTDYGKIS 
PY04155 24 2.71e-08 GTEGNHYFNS GNNFDKYCTNN SCDSNLGKIN 
PY03986 39 3.15e-08 DNTENPEEYD VNILHMYCPGN KCSSDEEEIV 
PY01080 22 3.15e-08 TSDKKYQFKT GNFLDSYCDGK GCDTDLAKIN 
PY04066 37 3.66e-08 DPKNSKGYNS ISHFDYYCPNS KCDTDEKKII 
PY00297 31 4.24e-08 NNSGKYQFKN DQHFKKYCNSN CDTDLEKISA 
PY04466 30 4.24e-08 LDKGEYKFND NNFLDSYCGGN KCDSAFERIA 
PY01873 33 4.24e-08 EYKGIPEFDD DHFLNKYCDSN KCQSDYDRIS 
PY04786 29 4.90e-08 DPKKPGESNS MDILKLYCPGN NCSSDEQKII 
PY03016 29 4.90e-08 DPNNPRGDHY GSLFNSYCPDD KCDTDDKKVS 
PY05767 37 4.90e-08 DPKNSKGYNS ISHFDYYCPDS NCDTDEKRVC 
PY03760 30 4.90e-08 LIEGEYKFNN SNHFKEYCDNE LCDKDVDKIN 
PY05912 31 5.65e-08 LKNSKQYDFN NGTFKSYCSNN KCDNDTDIVN 
PY07021 41 5.65e-08 GSNGDYQFKD AEHLQKYCDDG KCNGPLDKIS 
PY00284 38 5.65e-08 KRHASVDFNK NENIKYYCPNG NSGHNECITE 
PY04215 31 5.65e-08 TSDKKYQIKE GNFLDSYCGSN SCDSDFEKIS 
PY02827 45 6.50e-08 NISTNYDFHS NGSISDYCPNG DSGSKQECKT 
PY05560 29 6.50e-08 DPKNPGKDIS VDSLNDYCPDN NCSSDEEKVI 
PY05822 30 6.50e-08 LSNEKYQFKG DNFLNKYCDGS KCDNDIEQIS 
PY07226 52 7.47e-08 LKTSGEYDFK VGSINNYCPNR KCESDIDKIN 
PY02543 32 7.47e-08 KTNEYHEFNY GNFLNSYCFNN ECKGDLEKIN 
PY06204 30 7.47e-08 LNNGEYEFKD NNFLDSYCNGN KCEGNLDKIN 
PY00500 31 8.58e-08 DSDGNYQIKD DEHFKKYCDKE KCDDPLEKVN 
PY06220 31 8.58e-08 LNASGEYSIS GGTIKNYCPKK KCDSNVNKIH 
PY03042 30 8.58e-08 LNSDGKYTFK DEYFKDYCTGG CDNDFKKINA 
PY00578 31 8.58e-08 DKAADFELEE ITDYKNYCPGN NCNSETEKIT 
PY00924 160 9.83e-08 GTPATTELNT IQNYKRYCPSG DCNTELEKIT 
PY07022 31 9.83e-08 LNESGSYNFK KGLFTKYCPNN CENNIDKINA 
PY04787 28 1.12e-07 DPKNSGGYNS ISYFKYYCPDN KCDTDEKKII 
PY07624 31 1.12e-07 WDDSGNYIFT SGTLKQHCPDK ECKNYINLVK 
PY02541 31 1.12e-07 LDDPVKYMST SGTLKQHCPDK ECKTYNNIVN 
PY01184 31 1.12e-07 NKSLSYDFHG LGSIRNYCPNG DSKEKECKNE 
PY00988 30 1.12e-07 SNNKDYKFKE DEHLKNYCISG CDNNLEKINA 
PY00997 31 1.29e-07 LKGSGEYDFN SRTFKKYCPKE SCNNDIDKIN 
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PY02278 31 1.29e-07 TDDGKYQLKD TTFLNSYCDGN KCDSNLEKIN 
PY01331 29 1.47e-07 DLKNSGNDLS MDLLSMYCPDS KCSSDELKII 
PY04795 30 1.47e-07 LIDGKYQFKD DEHSKKYCDNG NCNGPLDKIN 
PY00055 19 1.47e-07 LNNSGEYAFS RGILGKYCPNE NCNNYIDKIN 
PY07594 30 1.47e-07 LIEGNYKNID DDRLKKYCTNN CDNNLDKISA 
PY01774 31 1.47e-07 DSDNNYIFQK ENFLDGYCGSN SCDTDFEKIN 
PY07027 31 1.47e-07 DSDNNYIFQK ENFLDGYCGSN SCDTDFEKIN 
PY04430 29 1.47e-07 GLVVGINTNI NKNLKKYCDNG SCDDPFGKVN 
PY00552 31 1.67e-07 DDSEEYDIYD IPDIDEYCPDG ESGEGKCNTK 
PY04554 32 1.67e-07 NGENYNFVYG DQNFKKYCTNS CDSNLEKINA 
PY02973 30 1.90e-07 DSTPQSELKN IKDFDKYCPND NCNTELEKNT 
PY02140 24 1.90e-07 DTGGNHYFNS GRNFDKYCTND SCDSNLGKIN 
PY06334 31 2.16e-07 NASGSYEFTN EDDFKDYCTGN KCNDDTGKIS 
PY05828 29 2.46e-07 DVVVGNNTNI NEKLKNYCDNG SCDASFGKVN 
PY07111 34 2.79e-07 SGESKEYDFN SRMLKKYCPKE SCNNDIDKIN 
PY04083 31 2.79e-07 TSDNKYQFKT ENFLDGYCDSY SCDTDAEKIN 
PY07331 22 2.79e-07 TNDGKYQFKT ENFLNNYCSSN DCNTDLEKIN 
PY07327 30 2.79e-07 TSDNKYQFKT ENFLDGYCDSY SCDTDAEKIN 
PY01595 31 2.79e-07 SNSTTSDINK NKDIKYYCPNG ESGDTECKTD 
PY06760 31 3.58e-07 NSSGYYQFKD EEFLNNYCNSN QCQSDYDRIS 
PY02036 29 3.58e-07 DPNNTGKGAY ESYLSAYCPDG NCSIDEEKII 
PY00580 30 3.58e-07 DGHATLELKD ITNFKDYCPKE DCDTELEKNT 
PY06829 22 3.58e-07 TDDKQYDFKK DNFLDSYCGSY SCDGDIEKIN 
PY07849 30 3.58e-07 SSNGSYKFIN DKYFKEYCTDG QCEEDINKIN 
PY06499 55 4.04e-07 DPKKSGEFNS LDLLKLYCPDN TCSSDEEKIT 
PY07160 31 4.04e-07 LDDPVNYMST SGTLTLYCPDN QCKTYNNIVN 
PY05244 31 4.04e-07 NISTSNDIHS LGNAKNYCPNR DSGETECKTD 
PY05769 31 4.04e-07 DSNNNYQFKE KNFLDSYCDDK SCDTDFRRID 
PY02652 31 4.04e-07 DSNNNYQFKE KNFLDSYCDDK SCDTDFRRID 
PY02943 30 4.57e-07 SSTESYKFKD DNDFKEYCTDV NCEEDINKIN 
PY06754 18 4.57e-07 DQASQNYTLD GSHTEMHCPDN KCDDDNKKLS 
PY07422 31 4.57e-07 NSSGEYKFKD TNFLNSHCDGN TCDNDIEKIS 
PY04979 22 4.57e-07 GTNGEYQFKT ENFLDSYCNDY ECGTNYGKLN 
PY01837 25 5.15e-07 NLSTERDIHS IGGVVKYCPNG GSKKNECKTD 
PY02688 31 5.15e-07 GTNGEYEFKE KNFLDSYCYNG ECSSDFGKIN 
PY05146 65 5.15e-07 GKGDYQIIIN GDILNSYCAGN KCSDNLAKIN 
PY06567 341 5.15e-07 KNKNYQIVIN ESTLNRYCSGN SCDNDLDKIN 
PY05688 45 5.80e-07 LNNSGNYNFP NGLFKKYCSSE KCEGDVNIVN 
PY06374 30 5.80e-07 PNNGKYTFLN DSLFKDYCDNK KCVTDLDKIH 
PY07405 31 6.52e-07 KGNGIPEFGD DDILNNYCDNK KCQSDFDKIS 
PY05624 25 6.52e-07 ANGDYQIIMN KHILNNYCTGN NCSSNLDKLN 
PY02572 29 6.52e-07 DSKTPEKHNS MNILSTYCHNN NCSSDEEKII 
PY07017 12 6.52e-07 DSDKNYKFRT ENFLDSYCFND ECNSDYGKIN 
PY04516 55 6.52e-07 DPNNPREDTS TGLFNSYCPYN NCDTDDNKVS 
PY00494 31 6.52e-07 TSDNEYDFKK ENFLEGYCDDY ECSTNYGKLN 
PY06763 31 6.52e-07 TSDNEYDFKK ENFLEGYCDDY ECSTNYGKLN 
PY00085 46 8.21e-07 DKGVTYQFTT DEDYKNYCTNE NCDNDTDKMN 
PY07090 31 8.21e-07 NISKGSDIHS LGNIKKYCSNG ESEGTGCKTD 
PY06666 30 8.21e-07 EKDESYRFID DVDFKEYCTNE NCVDDTAKIN 
PY07516 39 8.21e-07 DGPKLPGEQY MNILNTYCPES NCSSDELKII 
PY05820 31 9.20e-07 LDGSGNYDFK KRFFKTYCSSN NCDIDINKIN 
PY03991 67 1.15e-06 DNIKPLDFYG YQGFKNYCPSS SCNSELEKIT 
PY07198 29 1.28e-06 LDEGEYKFKE KNFLDSYCNNY KCEGDLDKIN 
PY06549 31 1.28e-06 GNRATVELST IKNYKNYCPSE NCDTDLEKIT 
PY02614 30 1.43e-06 LKNGEYEFKD NNFLDSYCYKN ECKGDLEKIN 
PY03973 30 1.59e-06 SNNESYKFIN NEYFQEYCTGD SCDNDLDKIN 
PY07342 31 1.59e-06 NKSGELELET ISNYSNYCPGK DCNTELEKIT 
PY06796 31 1.59e-06 NVNAEIDLEN ISNYSNYCPGK DCNTELEKIT 
PY05586 58 1.77e-06 EKGDYKIIIN GNILSNYCNSN ECSDNLAKIN 
PY06227 55 1.77e-06 DPNNSRKEMS GDLLSMYFPNN NCSSDEEKII 
PY06782 18 1.97e-06 ELNSGEYDFK GGSLNIYCSNR KCENDIDKIN 
PY04327 31 2.18e-06 GATTKLDLND NSEIKKYCPEN GLGDNTCNTN 
PY03194 31 2.68e-06 SKEAEFELND NESFKKYCPIT DSGKNECNND 
PY07264 23 2.68e-06 DRNSQNYTLE GSYTNIYCPDN NCDNDDNKKI 
PY01834 63 2.96e-06 DKSPSIKFHN NGKIKNYCPIE DSGNQECKTD 
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PY05816 30 2.96e-06 INSEECDIHN IDGIEEYCPHG NSGNNKCITE 
PY05781 31 2.96e-06 DNKKKYKLIN DQPIKEYCAGN SCDDDLEKIN 
PY04733 68 3.27e-06 WFRGENKFNH PEYLQKYCING CDHNLDKINV 
PY07477 84 3.27e-06 SKDGTLELKE HTDFKNYCPVT DSGENECDNN 
PY06742 31 3.27e-06 SNNSGKSSFK DIVFRKYCPND NCDTNIKKIN 
PY02298 30 3.60e-06 LNNGEYEFKD NNFLDSYCFKY KCEGDLDKIN 
PY06339 31 3.97e-06 DSTGNYQFIN DDFLSNYCDNI DFSNGYCNID 
PY06851 30 3.97e-06 SGKNALELKT LKNFNNYCSNG GSGETECNNE 
PY06740 54 4.36e-06 NASPYSTFDN NRGIKSYCHNV DSGNSKECKT 
PY06126 30 4.36e-06 PDNRIYKFIS DVLFKEYCNNK ICGSDLDKIN 
PY03403 90 4.79e-06 GSNGDYQLIN VEHLKKHCISK CDNNFDKINA 
PY06029 57 5.77e-06 SKSTNNDINS LGSIRDYCSNG ESDGTGCKTD 
PY05871 52 5.77e-06 LDDSNQYHFT NSLFKKYCLNE KCNNDLDKIN 
PY00177 18 6.32e-06 SGNAKIEFNK IKDFQKYCSNK SCNTELEQIT 
PY03177 31 6.32e-06 GDVAKSELKE IKEYKDYCPDD DCNTEIEQIT 
PY06514 21 6.32e-06 EKGEYQIIIN KSILDNYCTSS GCTDDLAKIN 
PY07501 36 6.32e-06 EEDESYRFKT VEDFIDYCTDG ECDDDTDKIN 
PY03636 31 6.91e-06 NTNVTSDFEE NPNFKKYCYNQ GSGVNECNTD 
PY07533 23 8.25e-06 DSNSPGEHTS GGLLSFNCPNN NCDTDDKQIS 
PY00308 44 9.81e-06 DEGVFRINTQ HKSINDYCNNG SNSGFGKCND 
PY01871 30 1.07e-05 LIGGKYQFKD DNFLNNSCNNN NFLNNYSCNN 
PY07413 38 1.07e-05 DSKTPEKHNS IGFLNMFFPGS SCNSDEEKII 
PY04988 23 1.37e-05 NSNEYHEFDD SSFLNGYCFKD KCGRGYPLDK 
PY01773 28 1.49e-05 DNYSFDKNKV STAIQTYCRSN KKPWKRECNT 
PY01981 28 1.90e-05 NFLFEKDHDS NQKYNTYCQNN KKKEKGECQT 
PY04755 22 2.40e-05 DPNTKNYKFK DEVSQKYCTDV NCDDDINKIN 
PY05410 31 3.01e-05 ENPTTLDFYD NKNFLEYCPQK NCNSELEQIT 
PY02671 30 3.01e-05 SNNKKYIFGN DSLFKENCTNQ KCESDLAKIN 
PY04773 31 4.34e-05 KIGDGSNFDN ITNVARYCRDE ESGETECKTE 
PY06886 40 1.06e-04 DPNNPEEYNF MNKLNTFFPDS NCSSDEENII 
PY03987 38 3.77e-04 DPNNPGEYHS THLLKVAFPKN DCSNDDRKLS 
PY07838 55 6.55e-04 DLNNRGENNY RDALSTFFDDS DSCSGEEKII 
PY07454 247 8.54e-04 IKFVDIKQNI YSFIDIFCNTN FLWNCIIFVI 

Motif 12 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY03332 2.4e-10 12 

PY02312 6e-10 12 

PY00175 9.2e-10 12 

PY05719 1.4e-09 12 

PY03331 1.7e-09 12 

PY03983 1.7e-09 12 

PY01110 2.1e-09 12 

PY03010 2.5e-09 12 

PY04321 3.1e-09 12 

PY07546 3.1e-09 12 

PY06877 3.7e-09 12 

PY06619 4.4e-09 12 

PY06732 4.4e-09 12 

PY03438 4.4e-09 12 

PY06020 7.5e-09 12 

PY05708 7.5e-09 12 

PY06547 8.9e-09 12 

PY03359 1.1e-08 12 

PY02131 1.5e-08 12 
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PY03729 1.5e-08 12 

PY07421 1.5e-08 12 

PY07080 2e-08 12 

PY04084 2e-08 12 

PY01111 2.3e-08 12 

PY02564 2.3e-08 12 

PY02940 2.3e-08 12 

PY04155 2.7e-08 12 

PY03986 3.2e-08 12 

PY01080 3.2e-08 12 

PY04066 3.7e-08 12 

PY00297 4.2e-08 12 

PY04466 4.2e-08 12 

PY01873 4.2e-08 12 

PY04786 4.9e-08 12 

PY03016 4.9e-08 12 

PY05767 4.9e-08 12 

PY03760 4.9e-08 12 

PY05912 5.6e-08 12 

PY07021 5.6e-08 12 

PY00284 5.6e-08 12 

PY04215 5.6e-08 12 

PY02827 6.5e-08 12 

PY05560 6.5e-08 12 

PY05822 6.5e-08 12 

PY07226 7.5e-08 12 

PY02543 7.5e-08 12 

PY06204 7.5e-08 12 

PY00500 8.6e-08 12 

PY06220 8.6e-08 12 

PY03042 8.6e-08 12 

PY00578 8.6e-08 12 

PY00924 9.8e-08 12 

PY07022 9.8e-08 12 

PY04787 1.1e-07 12 

PY07624 1.1e-07 12 

PY02541 1.1e-07 12 

PY01184 1.1e-07 12 

PY00988 1.1e-07 12 

PY00997 1.3e-07 12 

PY02278 1.3e-07 12 

PY01331 1.5e-07 12 

PY04795 1.5e-07 12 

PY00055 1.5e-07 12 

PY07594 1.5e-07 12 

PY01774 1.5e-07 12 

PY07027 1.5e-07 12 

PY04430 1.5e-07 12 
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PY00552 1.7e-07 12 

PY04554 1.7e-07 12 

PY02973 1.9e-07 12 

PY02140 1.9e-07 12 

PY06334 2.2e-07 12 

PY05828 2.5e-07 12 

PY07111 2.8e-07 12 

PY04083 2.8e-07 12 

PY07331 2.8e-07 12 

PY07327 2.8e-07 12 

PY01595 2.8e-07 12 

PY06760 3.6e-07 12 

PY02036 3.6e-07 12 

PY00580 3.6e-07 12 

PY06829 3.6e-07 12 

PY07849 3.6e-07 12 

PY06499 4e-07 12 

PY07160 4e-07 12 

PY05244 4e-07 12 

PY05769 4e-07 12 

PY02652 4e-07 12 

PY02943 4.6e-07 12 

PY06754 4.6e-07 12 

PY07422 4.6e-07 12 

PY04979 4.6e-07 12 

PY01837 5.1e-07 12 

PY02688 5.1e-07 12 

PY05146 5.1e-07 12 

PY06567 5.1e-07 12 

PY05688 5.8e-07 12 

PY06374 5.8e-07 12 

PY07405 6.5e-07 12 

PY05624 6.5e-07 12 

PY02572 6.5e-07 12 

PY07017 6.5e-07 12 

PY04516 6.5e-07 12 

PY00494 6.5e-07 12 

PY06763 6.5e-07 12 

PY00085 8.2e-07 12 

PY07090 8.2e-07 12 

PY06666 8.2e-07 12 

PY07516 8.2e-07 12 

PY05820 9.2e-07 12 

PY03991 1.2e-06 12 

PY07198 1.3e-06 12 

PY06549 1.3e-06 12 

PY02614 1.4e-06 12 

PY03973 1.6e-06 12 
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PY07342 1.6e-06 12 

PY06796 1.6e-06 12 

PY05586 1.8e-06 12 

PY06227 1.8e-06 12 

PY06782 2e-06 12 

PY04327 2.2e-06 12 

PY03194 2.7e-06 12 

PY07264 2.7e-06 12 

PY01834 3e-06 12 

PY05816 3e-06 12 

PY05781 3e-06 12 

PY04733 3.3e-06 12 

PY07477 3.3e-06 12 

PY06742 3.3e-06 12 

PY02298 3.6e-06 12 

PY06339 4e-06 12 

PY06851 4e-06 12 

PY06740 4.4e-06 12 

PY06126 4.4e-06 12 

PY03403 4.8e-06 12 

PY06029 5.8e-06 12 

PY05871 5.8e-06 12 

PY00177 6.3e-06 12 

PY03177 6.3e-06 12 

PY06514 6.3e-06 12 

PY07501 6.3e-06 12 

PY03636 6.9e-06 12 

PY07533 8.3e-06 12 

PY00308 9.8e-06 12 

PY01871 1.1e-05 12 

PY07413 1.1e-05 12 

PY04988 1.4e-05 12 

PY01773 1.5e-05 12 

PY01981 1.9e-05 12 

PY04755 2.4e-05 12 

PY05410 3e-05 12 

PY02671 3e-05 12 

PY04773 4.3e-05 12 

PY06886 0.00011 12 

PY03987 0.00038 12 

PY07838 0.00065 12 

PY07454 0.00085 12 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 12 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 
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MEME

Motif 12 position-specific scoring matrix 

 

Motif 12 position-specific probability matrix 

 

Time 2173.40 secs.

P N MOTIF 13     width = 15     sites = 113     llr = 1867     E-value = 5.4e-264 

Simplified A : : : : : : : : : 1 1 1 1 2 1 
pos.-

specific 
C : : : : : : : : : : : : : : : 

probability D 3 : : : : : : : : : : : : 1 : 
matrix E : : : : : 1 4 1 2 : 1 1 : : 1 

F : 2 : : 2 : : : : : : : : : : 
G : : : : : : : : : : : : : : : 
H : : : : : : : : : : : : : : : 
I : 2 : : 1 : : 7 : 1 : 1 1 1 1 

K 1 : : : : : : 1 4 1 2 2 1 : 1 
L : 1 : : 6 : : : : : : : : : 1 

M : : : : : : : : : : : : : : : 
N 3 : : : : : : : : : 1 1 3 : 1 
P 1 : 6 1 : 8 1 : : : 1 : : : : 
Q : : : : : : : : 1 : : 2 1 : 1 
R : 1 : : : : : : : 1 : : : : : 
S 1 1 2 6 : 1 1 : 1 : 1 1 1 1 : 
T : : 1 1 : : 3 : 1 6 2 : : : 1 
V : : : : : : : : : : : : : 1 2 

W : : : : : : : : : : : : : : : 
Y : : : : : : : : : : : : 1 : : 

.
bits 7.1 

6.4 
5.7 
5.0 

Information 4.3   
content 3.6   

(23.8 bits) 2.8     
2.1               
1.4                   
0.7                               
0.0 

.
Multilevel DIPSLPEIKTxKNxx

consensus NFS T

sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY02614 226 3.77e-14 YCGKKGGTCN NFPSLPPIKTEENDA LSSGLISEDA 
PY00284 245 1.55e-13 KDEYDDINCV DIPSLPSIKTTQHHI QSSEDHSEHG 
PY00175 222 3.01e-13 DYTLLNNTPI NRPPLPTKKTPQQVN QEVPKEIKTT 
PY05816 231 5.71e-13 KNKYNGINCM NIPSFPSIKRTQQHV QSSGVTSSSL 
PY05912 222 1.43e-12 KGTRFSNIST DRPPLPTEKTAKKVE VEGYNETKIG 
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PY06567 234 1.43e-12 KKKCNGANCM DIPSLPPIKTIKPHV KSSEGNYEQN 
PY01110 224 3.41e-12 KGTRFNNTSI NRPSLPTEKTPKKDN TEGTKVTKAT 
PY06740 264 3.92e-12 YCTSKGVDCN DFPSLPMIKTKKNSV KSSERTSVQD 
PY05410 222 3.92e-12 KEKCNNVQPR SFPPLPEIATSISAQ MSGVTSPSLS 
PY05244 243 4.51e-12 YCDDNNVDCN DIPLLPEIKTTNNPV QDSGQKIEAT 
PY01111 221 4.51e-12 KGNKFNTTSV DRPSLPTQKTPKKDN PGPKVTKATD 
PY04554 218 5.19e-12 KNECKDAQDV VFPSLPEIKTSQNTT KIPGETSDKN 
PY05624 218 1.52e-11 YYTSKGGNSK DIPSLSPIKTEENDA LSSGLISEDA 
PY07421 223 1.52e-11 GKNKIGNTSI NLPSLPTEKTNENVG ISDSKETITV 
PY06732 227 1.73e-11 IGRSYKNISI DRPSLPTQKTVKKVN VEGSNGTKTP 
PY02543 228 2.55e-11 YCSKKGGTCN NFPSLSPIKTKENDA LSSGLFSEDA 
PY01837 234 2.89e-11 YCNENKGDCN DIPSLLPIKTKENAV QSSAHDNVQN 
PY03332 252 2.89e-11 KGTRFSNISK DRPPLPTEKTGKKVE VEGSKGNKTV 
PY04773 236 2.89e-11 KKDYDDNSCM GIPSIPTIKIKQNHV QSYEDHSEHD 
PY06782 209 4.77e-11 EKNKVDGKPI NLPSLPTKKTVENVD ISNPKETQDV 
PY07080 221 5.39e-11 YCNKKGANCK EFSSLPEITTKFAAQ LSGDTSSSSI 
PY03359 265 6.88e-11 GKNQIGDTSI NLPSLPTEKTVENID ISESKETIIV 
PY07477 275 6.88e-11 DYNNLINKCK SFTSLPEITTEFSAQ MSGVTSSSPI 
PY06029 266 8.75e-11 YCTENGVDCN DIPSLSPIKTKENDL QGSEHISEVT 
PY00552 237 8.75e-11 FKKEYNVNCE GIPLFPSIKTTQHVQ SYEDHSEHDS 
PY00988 219 8.75e-11 DYDNLKNKCK NFPLFPEINTTQNSV KCSENILKQI 
PY07226 244 9.85e-11 EKNKVDGKSI EFPSLPTKKTVENVD IPNSEEEKAV 
PY03983 243 1.25e-10 YCNESKVDCS DVSVLPEIKTTQNSA QVSEETIQKF 
PY06020 221 2.79e-10 KSKALRSISI DLPQLPTEKRAQKVN QEVPKEIKTT 
PY03194 223 2.79e-10 DYNNLKDKCT NCSSLPEITAKISAL RSGYTSSSSI 
PY00997 203 3.50e-10 DSIRFNDMPI DRPSLPTEKTLKKDN PEDPKVTKAT 
PY07111 224 4.37e-10 KGTNLYSKTK VFPSLPTKKTAENGG ISDSKVTKTI 
PY06514 215 5.44e-10 KKKCSDVSCK DIPPLQSIEKTRNAV DFSELSKQTS 
PY02827 253 6.76e-10 KNKCENIKCN DIPSLPEIAKKNYEQ RSEVTSSSSS 
PY03991 254 9.32e-10 DYDNLKNKST NVTSLPEITAKVSAL ISGDTSSSSI 
PY04979 201 1.04e-09 DYDNLKSKCS NCSSFPEIKKPKKCV ENFKQNPERA 
PY04327 222 1.28e-09 DYNNLINKCK SFTSLPDITTKFSAQ MSGVISSSSS 
PY07021 232 1.28e-09 DYINFKNKCN DIPPLPGIASEIFAQ RFGFTSSSSI 
PY06549 218 1.94e-09 DYGTLRSKRN DITFLPEITAKISAL RSGYTLSSSS 
PY07090 244 2.15e-09 YCKNNKNDCS DIPLLPNIKTKENGV RNSEPSPEHI 
PY02564 218 2.38e-09 DYDNFKKKYK DSLSFPTIEKPKNCV QRLEQISQDA 
PY06339 233 2.63e-09 IKKCNDTQCC KSSSLPTIETEKIPE NCSEETSEKT 
PY07405 224 2.63e-09 IKKCNDAQCC KSSSLPTIETEKIPE NCSEETSEKT 
PY05688 236 2.63e-09 KGTRYNNTSI NLTPLPTKKTPKKDN VESSKETKTT 
PY05586 251 2.91e-09 KKNCSDVNCK DIPPLQSIEKTKNIV DFSKQNSEVG 
PY00494 211 2.91e-09 DYDNLKSKCS DSSSFREIKTPTNCV KRSKQSSQLI 
PY06763 211 2.91e-09 DYDNLKSKCS DSSSFREIKTPTNCV KRSKQSSQLI 
PY05648 229 3.22e-09 DYDNFKKKCN DNSSLPTIETEKISE ICSEKTSKKT 
PY07406 227 3.22e-09 DYDNFKKKCN DNSSLPTIETEKISE ICSEQTSKKT 
PY06742 222 4.79e-09 SLRVTIDTEM ARPQLPSKKTAQKVE VEISNETKTT 
PY03729 226 4.79e-09 YNNSKYFKSS PLPTIEEIKTPAQKI LQSSEDTSSS 
PY05708 217 4.79e-09 DYDYLKNKCK NVQPLPEITADISAL ASTLEDASSS 
PY05781 217 5.28e-09 NYNNFKKKCN DLPSISTIDTTDNSV YTSGLTSEVT 
PY02140 214 5.82e-09 DYDNFKKKNN NSSSLPSIKTKIYMP IYGFSSLIFL 
PY04155 214 5.82e-09 DYDNLKKKNN NSSSLPSIKTKIYMP IYGFSSLIFL 
PY07342 217 5.82e-09 DYNNLNEKYS DIPSFSEIESKISAL ASEDTSSSSI 
PY00493 253 6.41e-09 DYKNLKNKYK NYDFLPEIDTTQSDA KCSEQTSKKT 
PY02970 236 6.41e-09 DYKNLKNKYK NYDFLPEIDTTQSDA KCSEQTSKKT 
PY03636 221 7.06e-09 DYNNLKEKCK DIQPLPEITSNIYAL SSGYTSSSSS 
PY06796 218 7.78e-09 DYGNLKNKST NITSLPEITENVSAL ISGDTSSSSI 
PY02687 226 8.56e-09 DYNNLKNKYK GDTPLPEINTKETDA ECSEQTSKKN 
PY05769 226 8.56e-09 YNNSQHFKSS PLPTIEEIQTSAQQI LQISGDTSSS 
PY02652 226 8.56e-09 YNNSQHFKSS PLPTIEEIQTSAQQI LQISGDTSSS 
PY07331 219 8.56e-09 YNNSQYFKSS PLPTIEEIQTSAQQI LQSSEDTSSS 
PY02312 243 8.56e-09 KGRKFDNTEI NLPTLPTQKISKTVD VEGSNRTKTD 
PY05822 217 8.56e-09 DYNNLKINCK NCSSFPEIEPSIYAL TSEDTSSSSI 
PY05146 255 1.04e-08 NFKKNCSVKC SISSFPTIEKPKNYV ETFEKGSDKT 
PY05719 246 1.51e-08 DYDNLKNKCR SFRSLPEITKKCSAQ MSGVTSSSSS 
PY06619 238 1.51e-08 FKNKFKNSKC SDTSFPEIKIPQNII KCSEQKLKQI 
PY01872 207 1.81e-08 NYDDLKIKCK NDQTLPEIPASIYAL TSEDTSSSSI 
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MEME

PY06851 238 1.81e-08 YCSINKVDCD DIPSLSPINTTKKNL QGSELSFEDT 
PY00500 225 1.99e-08 KKKCKDIKCS NSSSFPTIEKNKIPV NCPERTVQIS 
PY04755 210 1.99e-08 DYNNLKNVCN DFPSLPTYSRRLVIK KTLVPIAFIF 
PY04466 212 2.61e-08 MNKYNNTQCS KSSPXPTIETTENFA QQILQSSEDT 
PY00055 211 2.61e-08 KYRVPYNKQM KRPPLPTEKKAEKND VVDSSETKID 
PY04083 219 2.61e-08 DYGNLKKKCK NSSSFPSIEITDNSA HTSEVASSSS 
PY07327 218 3.42e-08 DYGNLKKKCK NSSPFPSIEITDNSA HTSEVASSSS 
PY04795 224 4.47e-08 KNKCKDIKCS NYSSFPTIEKKNNSL KCSEKTAQGS 
PY01774 219 4.47e-08 DYSNFKKKCK NSSSFPSIEATNNFI RTSELTSTQT 
PY07027 219 4.47e-08 DYSNFKKKCK NSSSFPSIEATNNFI RTSELTSTQT 
PY01080 217 4.88e-08 YNNSQHFKSS PIPTIEGIQTSAQQI LQISGDTSSS 
PY02660 240 6.34e-08 RTLEVEFVRK QIPELPKEKTTQVST IPKESEMHES 
PY02278 220 6.92e-08 DYNKLKDKCN GNSSFPSIETMQNSG LISEDTSSSS 
PY07411 191 8.22e-08 KGRSYNNISL YLPSLSTEKTSRKVI VAGSNETKID 
PY06666 192 1.26e-07 DYDNLKKNCE HFPSTPDIKKIISEQ HVCEVASSSS 
PY03010 233 1.36e-07 KNECKDAKDS NFPALKEISTPQDTI ESIGQTTEQI 
PY00578 186 1.36e-07 DYNNLKNRCK HIQSLPEITEFSALA STYEFTSSSS 
PY06334 218 1.75e-07 DYCNLKNKCN QFPTLPTYSRRFVIK RTLIPIAFML 
PY03177 222 1.90e-07 NCNRNGVKCK DFLSLSEIETNLFAL TSEDTSSSST 
PY05871 244 2.24e-07 KGRNFNSAEI KFPTLPKEKPAKKVS VEGSNATQTV 
PY06126 223 2.63e-07 KNICNGAQSS NFPSLPTYSRRLLIK NTLISIGFIF 
PY07594 217 3.09e-07 DYDNLKKKCK NFPSIPGIINENSEQ RSEVTSGSSI 
PY00177 204 3.93e-07 DYNNIKGKRK DYQTLPEITEFSALA SKYGVTSSSS 
PY02298 226 3.93e-07 SKGGNCKNYP ELPTIEEIQASAQKT VQISEDTSSS 
PY06829 217 3.93e-07 SKGGNCKNYP ELPTIEEIQASAQKT VQISEDTSSS 
PY00924 346 4.97e-07 DYNKLNKKCS NIPSFSELASKISAL ASEDTSSSSI 
PY02971 206 4.97e-07 DYNKLKSKYN GFPSIPETSANSFAL TSEDTSSSSI 
PY03973 217 4.97e-07 GYDNLKNECE DFPSTPDITNIISEH ASEVTSSSSI 
PY02782 235 5.81e-07 DYNNLKNKYK DDNPLPEINTKNDAK CSEQTSKQTN 
PY02671 223 6.28e-07 KNIYKNAKSI DFPILPTYSRRSVIK KTLMSIGFIF 
PY01834 268 6.79e-07 NLKDKCNDIS PFPSIETIKIHVKGS EQKIEQTPAP 
PY06204 217 6.79e-07 DYDNFKKKCK DISSFPAIDKPNITP KCPEQNLSSA 
PY06220 220 1.55e-06 NDLKGQVKSY DMPTLQTKPIPKKKT QMDDSTSGIS 
PY06760 218 1.67e-06 DYNDFKKECK EILSPPPKETKDNPG QTLVGISGQG 
PY02943 218 1.80e-06 DYNRFKNKCN NLPSLSTYSRKLVIK RALIPIAFIF 
PY07826 341 1.80e-06 KCMSEKKETG SGPSSPPSSTEQTDT HQSSSEESEK 
PY02973 213 1.94e-06 DYNNLKIKCK SCTSLPDITNISALA SVYTSSSSSI 
PY07035 262 2.58e-06 DYKNLKNKYK NYDFLLEIDTTETDA KCSEQTSKKN 
PY05820 222 3.20e-06 KQTIYLHLRN KLPNLITEKTATQVS GSSPKEPQDT 
PY00580 213 3.44e-06 DYNNLKIKCK DCTFLPDITNISALA SVDTSSSSSI 
PY04321 253 3.67e-05 YFRNSYVKSI KQGTIPELITEKTTQ ISVSNHEGTQ 
PY07187 361 3.17e-04 PPSSQDPPGS SGPSGPSDSSDTPDS SDTSDTSDTS 
PY06547 219 4.79e-04 FTTKNASKID NSKKFPILPTEKATK SLIRHSSIQI 

Motif 13 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY02614 3.8e-14 13 

PY00284 1.6e-13 13 

PY00175 3e-13 13 

PY05816 5.7e-13 13 

PY05912 1.4e-12 13 

PY06567 1.4e-12 13 

PY01110 3.4e-12 13 

PY06740 3.9e-12 13 

PY05410 3.9e-12 13 

PY05244 4.5e-12 13 

PY01111 4.5e-12 13 
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MEME

PY04554 5.2e-12 13 

PY05624 1.5e-11 13 

PY07421 1.5e-11 13 

PY06732 1.7e-11 13 

PY02543 2.5e-11 13 

PY01837 2.9e-11 13 

PY03332 2.9e-11 13 

PY04773 2.9e-11 13 

PY06782 4.8e-11 13 

PY07080 5.4e-11 13 

PY03359 6.9e-11 13 

PY07477 6.9e-11 13 

PY06029 8.7e-11 13 

PY00552 8.7e-11 13 

PY00988 8.7e-11 13 

PY07226 9.9e-11 13 

PY03983 1.2e-10 13 

PY06020 2.8e-10 13 

PY03194 2.8e-10 13 

PY00997 3.5e-10 13 

PY07111 4.4e-10 13 

PY06514 5.4e-10 13 

PY02827 6.8e-10 13 

PY03991 9.3e-10 13 

PY04979 1e-09 13 

PY04327 1.3e-09 13 

PY07021 1.3e-09 13 

PY06549 1.9e-09 13 

PY07090 2.1e-09 13 

PY02564 2.4e-09 13 

PY06339 2.6e-09 13 

PY07405 2.6e-09 13 

PY05688 2.6e-09 13 

PY05586 2.9e-09 13 

PY00494 2.9e-09 13 

PY06763 2.9e-09 13 

PY05648 3.2e-09 13 

PY07406 3.2e-09 13 

PY06742 4.8e-09 13 

PY03729 4.8e-09 13 

PY05708 4.8e-09 13 

PY05781 5.3e-09 13 

PY02140 5.8e-09 13 

PY04155 5.8e-09 13 

PY07342 5.8e-09 13 

PY00493 6.4e-09 13 

PY02970 6.4e-09 13 

PY03636 7.1e-09 13 
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MEME

PY06796 7.8e-09 13 

PY02687 8.6e-09 13 

PY05769 8.6e-09 13 

PY02652 8.6e-09 13 

PY07331 8.6e-09 13 

PY02312 8.6e-09 13 

PY05822 8.6e-09 13 

PY05146 1e-08 13 

PY05719 1.5e-08 13 

PY06619 1.5e-08 13 

PY01872 1.8e-08 13 

PY06851 1.8e-08 13 

PY00500 2e-08 13 

PY04755 2e-08 13 

PY04466 2.6e-08 13 

PY00055 2.6e-08 13 

PY04083 2.6e-08 13 

PY07327 3.4e-08 13 

PY04795 4.5e-08 13 

PY01774 4.5e-08 13 

PY07027 4.5e-08 13 

PY01080 4.9e-08 13 

PY02660 6.3e-08 13 

PY02278 6.9e-08 13 

PY07411 8.2e-08 13 

PY06666 1.3e-07 13 

PY03010 1.4e-07 13 

PY00578 1.4e-07 13 

PY06334 1.8e-07 13 

PY03177 1.9e-07 13 

PY05871 2.2e-07 13 

PY06126 2.6e-07 13 

PY07594 3.1e-07 13 

PY00177 3.9e-07 13 

PY02298 3.9e-07 13 

PY06829 3.9e-07 13 

PY00924 5e-07 13 

PY02971 5e-07 13 

PY03973 5e-07 13 

PY02782 5.8e-07 13 

PY02671 6.3e-07 13 

PY01834 6.8e-07 13 

PY06204 6.8e-07 13 

PY06220 1.6e-06 13 

PY06760 1.7e-06 13 

PY02943 1.8e-06 13 

PY07826 1.8e-06 13 

PY02973 1.9e-06 13 
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MEME

PY07035 2.6e-06 13 

PY05820 3.2e-06 13 

PY00580 3.4e-06 13 

PY04321 3.7e-05 13 

PY07187 0.00032 13 

PY06547 0.00048 13 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 13 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 13 position-specific scoring matrix 

 

Motif 13 position-specific probability matrix 

 

Time 2286.34 secs.

P N MOTIF 14     width = 8     sites = 65     llr = 1206     E-value = 1.2e-226 

Simplified A : : : : : : : : 
pos.-

specific 
C : : : : : : : : 

probability D : : : : : : : : 
matrix E : : : 8 : : : : 

F : : : : : : : : 
G : : : : : : : : 
H 7 : : : : : : : 
I : 1 : : : 1 : : 

K 1 : : 1 8 : a 9 
L : 9 : : : 9 : : 

M : : : : 1 : : : 
N : : : : : : : : 
P : : : : : : : : 
Q : : : : : : : : 
R : : a : : : : : 
S : : : : : : : : 
T : : : : : : : : 
V : : : : : : : : 

W : : : : : : : : 
Y 1 : : : : : : : 

.
bits 7.1 

6.4 
5.7 
5.0   

Information 4.3     
content 3.6       
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MEME

(26.8 bits) 2.8               
2.1                 
1.4                 
0.7                 
0.0 

.
Multilevel HLREKLKK

consensus 
sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY03331 268 1.70e-10 FGFRKRSQKQ HLREKLKK
PY04786 268 1.70e-10 FGFRKRSQKQ HLREMLKK
PY03016 268 1.70e-10 FGFRKRPEKQ HLREMLKK
PY06029 333 1.70e-10 FGSRKRSQKQ HLREKLKK
PY06020 309 1.70e-10 FGFRKRSQKQ HLREKLKK
PY06499 284 1.70e-10 FGFRKRSQKQ HLREMLKK
PY04733 336 1.70e-10 LFGFRKRVQK HLREKLKK
PY01110 312 1.70e-10 FGFRKRSKKQ HLREKLKK
PY05688 323 1.70e-10 LFGFRKRSQK HLREKLKK
PY07111 312 1.70e-10 FGFRKRVQKQ HLREKLKK
PY06732 315 1.70e-10 FGFRKRSQRQ HLREKLKK
PY00997 293 1.70e-10 FGFRKRSKKQ HLREKLKK
PY06754 294 1.70e-10 FGFRKRSQKQ HLREKLKK
PY05560 262 1.70e-10 FGFRKRSQKQ HLREMLKK
PY03986 274 1.70e-10 FGFQKRSQKQ HLREKLKK
PY06877 264 1.70e-10 FGFRKRSQKQ HLREMLKK
PY02660 339 1.70e-10 LFGFRKRAQK HLREKLKK
PY07264 304 1.70e-10 FGFRKQSQKQ HLREKLKK
PY06886 279 1.70e-10 FGFRKRSQKH HLREKLKK
PY01184 316 1.70e-10 LFGFRKQSKK HLREKLKK
PY05923 306 1.70e-10 FGFRKRSQKQ HLREMLKK
PY04516 295 1.70e-10 FGFRKRFKKQ HLREKLKK
PY03948 270 1.70e-10 FGFRKRSQKQ HLREKLKK
PY02312 331 1.70e-10 FGFRKRAQKQ HLREKLKK
PY02671 272 1.70e-10 LFGFRKRSKK HLREKLKK
PY06374 272 1.70e-10 LFGFRKRSKK HLREKLKK
PY07022 316 1.70e-10 FGFRKRSQKQ HLREKLKK
PY04084 276 1.70e-10 FGFRKRSQKQ HLREMLKK
PY03983 317 4.84e-10 FGFRKRSQKQ HLREKIKK
PY00055 308 4.84e-10 FGFRKRSQKQ HLREKIKK
PY02827 337 7.12e-10 FGFRKRTQKQ HIREKLKK
PY04554 292 7.12e-10 FGFRKRSQKQ HIREKLKK
PY01834 340 1.20e-09 FGFRKRTQKH HLRENLKK
PY05244 310 1.20e-09 FGFRKRTQKQ HLRKKLKK
PY01331 267 1.27e-09 FGFRKRSQKQ HLREKLKT
PY07226 331 3.27e-09 FGFRKRSQKQ YLREKLKK
PY05871 332 3.27e-09 FGFRKRSQKQ QLREKLKK
PY07838 285 3.27e-09 FGFRKRSQKQ YLREMLKK
PY01595 300 3.27e-09 FVLRKRAQKQ YLREKLKK
PY03091 284 5.32e-09 FGFRKRFQKQ KLREKLKK
PY06760 314 5.32e-09 FGFRKRFQKQ KLREKLKK
PY00175 309 5.32e-09 FGFRKRFQKQ KLREKLKK
PY03987 278 5.32e-09 LGFRNRFQKQ KLREKLKK
PY06851 305 5.32e-09 FGFRKRSQKQ KLREKLKK
PY01873 314 5.32e-09 FGFRKRFQKQ KLREKLKK
PY03760 272 5.98e-09 LFGFRKRFQK HLRKRLKK
PY02036 265 7.22e-09 FGFRKRSQKH HLKEMLKK
PY06742 310 7.22e-09 FGFRKRSQKQ HLKEKLKK
PY03403 363 1.60e-08 LFGFRKRVQK NLREKLKK
PY06666 255 1.88e-08 FGFRKRSQKQ HLREIVKK
PY06204 290 2.40e-08 FGFRKRFQKQ KLREKIKK IKKK 
PY02565 289 2.40e-08 FGFRKRFQKQ KLREKIKK
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MEME

PY05820 323 2.78e-08 FGFRKRSQKQ QIREKLKK
PY02140 276 3.29e-08 SGFRNRFKKL YLRKKLKK MKKEWTINI 
PY04155 276 3.29e-08 SGFRNRFKKL YLRKKLKK MKKEWTINI 
PY05912 310 3.29e-08 FGFRKRARKQ YLRENLKK
PY07090 315 4.57e-08 FGFRKRTKKQ HLKEKIKK
PY06227 293 4.57e-08 FGFRKRFQKQ KLRENLKK
PY05648 311 5.86e-08 LFGFRKRVQK HLRKKLIK
PY03359 352 8.98e-08 FGFRKRSQKQ HLRKKIKT
PY04787 267 1.10e-07 LFGFRKKVKK RLRRKLKS LRRKWLIDI 
PY05767 273 1.10e-07 LFGFRKKVKK RLRRKLKS LRRKWLIDI 
PY04066 277 1.10e-07 LFGFRKKVKK RLRRKLKS LRRKWLIDI 
PY00308 305 2.43e-07 FGFDKLFQRQ YIRKKLKK FLCCGTHIRF 
PY03010 309 3.73e-07 LFGFRKRSQK HLREKVDV MF 

Motif 14 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY03331 1.7e-10 14 

PY04786 1.7e-10 14 

PY03016 1.7e-10 14 

PY06029 1.7e-10 14 

PY06020 1.7e-10 14 

PY06499 1.7e-10 14 

PY04733 1.7e-10 14 

PY01110 1.7e-10 14 

PY05688 1.7e-10 14 

PY07111 1.7e-10 14 

PY06732 1.7e-10 14 

PY00997 1.7e-10 14 

PY06754 1.7e-10 14 

PY05560 1.7e-10 14 

PY03986 1.7e-10 14 

PY06877 1.7e-10 14 

PY02660 1.7e-10 14 

PY07264 1.7e-10 14 

PY06886 1.7e-10 14 

PY01184 1.7e-10 14 

PY05923 1.7e-10 14 

PY04516 1.7e-10 14 

PY03948 1.7e-10 14 

PY02312 1.7e-10 14 

PY02671 1.7e-10 14 

PY06374 1.7e-10 14 

PY07022 1.7e-10 14 

PY04084 1.7e-10 14 

PY03983 4.8e-10 14 

PY00055 4.8e-10 14 

PY02827 7.1e-10 14 

PY04554 7.1e-10 14 

PY01834 1.2e-09 14 

PY05244 1.2e-09 14 
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MEME

PY01331 1.3e-09 14 

PY07226 3.3e-09 14 

PY05871 3.3e-09 14 

PY07838 3.3e-09 14 

PY01595 3.3e-09 14 

PY03091 5.3e-09 14 

PY06760 5.3e-09 14 

PY00175 5.3e-09 14 

PY03987 5.3e-09 14 

PY06851 5.3e-09 14 

PY01873 5.3e-09 14 

PY03760 6e-09 14 

PY02036 7.2e-09 14 

PY06742 7.2e-09 14 

PY03403 1.6e-08 14 

PY06666 1.9e-08 14 

PY06204 2.4e-08 14 

PY02565 2.4e-08 14 

PY05820 2.8e-08 14 

PY02140 3.3e-08 14 

PY04155 3.3e-08 14 

PY05912 3.3e-08 14 

PY07090 4.6e-08 14 

PY06227 4.6e-08 14 

PY05648 5.9e-08 14 

PY03359 9e-08 14 

PY04787 1.1e-07 14 

PY05767 1.1e-07 14 

PY04066 1.1e-07 14 

PY00308 2.4e-07 14 

PY03010 3.7e-07 14 

SCALE 
| | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350

Motif 14 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 14 position-specific scoring matrix 

 

Motif 14 position-specific probability matrix 

 

Time 2390.97 secs.
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MEME

P N MOTIF 15     width = 50     sites = 7     llr = 952     E-value = 1.5e-186 

Simplified A : 1 : : : : : : : : : : : : : : : : : : : : : : a : : : : : : : : : : : : : : : : : : : : : : : : : 
pos.-

specific 
C : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 

probability D : 1 : 4 : : : : : : : : : : : : : : : : : : : : : a : : : : : : : : : : : : : : : : : : : 1 a : : : 
matrix E : : : : : : : : : : : 4 : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : a 

F : : : : a : : 1 : : : : : : : : : : : : : : : : : : : : : a : : : a : : a : a : : : : : : : : : : : 
G : : : : : : : : : : : 6 : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 9 : : : : 
H : : : 4 : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
I : : : : : a : : 4 : : : : : : : : : a : : : : : : : : 1 : : a a : : : : : a : : : : : : : : : : : : 

K : : 9 : : : : : : : : : a : : : : : : : a : : a : : : : : : : : : : : : : : : : : : a : a : : : : : 
L : : : : : : : : : : : : : : : a a : : : : a : : : : : : : : : : a : a a : : : : 6 : : : : : : : a : 

M : : : : : : : : : : : : : : : : : : : : : : a : : : : : : : : : : : : : : : : : : : : : : : : : : : 
N : : 1 1 : : a : : : : : : : : : : a : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
P : : : : : : : : : : : : : : a : : : : : : : : : : : a : a : : : : : : : : : : : : : : : : : : : : : 
Q a : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
R : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : a : : : : : : 
S : : : : : : : 9 : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : a : : 
T : 7 : : : : : : 6 : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
V : : : : : : : : : : : : : : : : : : : : : : : : : : : 9 : : : : : : : : : : : : 4 : : : : : : : : : 

W : : : : : : : : : : a : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
Y : : : : : : : : : a : : : a : : : : : a : : : : : : : : : : : : : : : : : : : a : a : : : : : : : : 

.
bits 7.1   

6.4   
5.7               
5.0                 

Information 4.3                                           
content 3.6                                                                                   

(196.2 bits) 2.8                                                                                                     
2.1                                                                                                     
1.4                                                                                                     
0.7                                                                                                     
0.0 

.
Multilevel QTKDFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE

consensus H I E V

sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY01963 496 1.47e-61 IIINSSTQKK QTKHFINSIYWEKYPLLNIYKLMKADPVPFIILFLLFIFYVYKRKGDSLE
PY00754 537 2.63e-61 EIIINSSKKK QTKDFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE
PY04914 537 2.63e-61 EIIINSSKKK QTKDFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE
PY01773 535 2.63e-61 EIIINSSKKK QTKDFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE
PY01981 604 1.43e-60 KFIDLSTQKK QAKHFINSIYWEKYPLLNIYKLMKADPVPFIILFLLFIFYVYKRKGDSLE
PY07826 546 3.99e-60 EIIINSSKKK QTNHFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE
PY07187 604 1.52e-53 IFINSYTPKK QDKNFINFIYWEKYPLLNIYKLMKADPIPFIILFLLFIFYVYKRKDDSLE

Motif 15 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY01963 1.5e-61 15 

PY00754 2.6e-61 15 

PY04914 2.6e-61 15 

PY01773 2.6e-61 15 

PY01981 1.4e-60 15 
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PY07826 4e-60 15 

PY07187 1.5e-53 15 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 15 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 15 position-specific scoring matrix 

 

Motif 15 position-specific probability matrix 

 

Time 2494.50 secs.

P N MOTIF 16     width = 50     sites = 7     llr = 936     E-value = 1.4e-178 

Simplified A a : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
pos.-

specific 
C : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 

probability D : : : : : 9 : : : : : : : : : : : : a : : : : : : : : : : : : : : : : : 6 : : : : : : : : : : : : a 
matrix E : : : : : : : : a : : 9 7 : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 

F : : : : a : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 3 : : : : : : : : : : 
G : : : : : 1 : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 4 : : : : : : : : : : : : : 
H : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
I : a : : : : : : : : : : : : a : : : : : : : : : : a 4 a : : : : : : : : : : : : 3 : : : 1 : : : : : 

K : : : : : : : : : : : 1 : : : : : : : : a a : : 6 : : : : : : : : : a : : a a : : : : : : : a a : : 
L : : : : : : : : : : : : : : : : : : : : : : : : : : : : : a : : : : : : : : : 7 : : : : : : : : : : 

M : : : a : : : : : : : : : : : : : : : : : : : a : : : : : : : : : : : : : : : : : : : : : : : : : : 
N : : a : : : : a : : : : : : : a : : : : : : : : : : : : a : : 1 : a : : : : : : : a : : : : : : : : 
P : : : : : : : : : : : : : : : : 9 : : : : : 1 : : : : : : : : : : : : : : : : : : : : : : 9 : : : : 
Q : : : : : : : : : : : : : : : : : : : : : : 9 : 4 : : : : : : : a : : a : : : : : : : : : 1 : : a : 
R : : : : : : : : : : : : 1 : : : : : : a : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
S : : : : : : : : : : : : 1 : : : 1 : : : : : : : : : : : : : a 6 : : : : : : : : : : a a : : : : : : 
T : : : : : : a : : a a : : : : : : a : : : : : : : : 6 : : : : 3 : : : : : : : : 7 : : : 9 : : : : : 
V : : : : : : : : : : : : : a : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 

W : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
Y : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 

.
bits 7.1 

6.4 
5.7             
5.0                       

Information 4.3                                   
content 3.6                                                                             

(192.8 bits) 2.8                                                                                                   
2.1                                                                                                     
1.4                                                                                                     
0.7                                                                                                     
0.0 

.
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Multilevel AINMFDTNETTEEVINPTDRKKQMKITINLSSQNKQDKKLTNSSTPKKQD

consensus Q I T G FI

sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY00754 438 2.81e-61 KSKKKKKMKK AINMFDTNETTEEVINPTDRKKQMKITINLSSQNKQDKKLTNSSTPKKQD KQFINSSTPK 
PY07826 460 2.81e-61 KSKKKKKMKK AINMFDTNETTEEVINPTDRKKQMKITINLSSQNKQDKKLTNSSTPKKQD KQFINSSTPK 
PY01773 449 2.81e-61 KSKKKQKMKK AINMFDTNETTEEVINPTDRKKQMKITINLSSQNKQDKKLTNSSTPKKQD KQFINSSTPK 
PY04914 438 1.74e-59 KSKKKKKMKK AINMFDTNETTEEVINPTDRKKQMKITINLSNQNKQDKKLTNSSTPKKQD KQFINSSTPK 
PY01963 409 4.99e-58 KSKKKKKMKK AINMFDTNETTEEVINPTDRKKQMQIIINLSSQNKQGKKLTNSSIQKKQD KKLTNSSTQK 
PY01981 465 4.94e-56 KSKKKKKMKK AINMFGTNETTESVINPTDRKKQMQIIINLSTQNKQGKKFINSSTPKKQD KQFINSSTPK 
PY07187 491 1.82e-52 KSKKKKKMKK AINMFDTNETTKRVINSTDRKKPMQIIINLSTQNKQGKKFINSSTPKKQD KKLTNSYTQK 

Motif 16 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY00754 2.8e-61 16 

PY07826 2.8e-61 16 

PY01773 2.8e-61 16 

PY04914 1.7e-59 16 

PY01963 5e-58 16 

PY01981 4.9e-56 16 

PY07187 1.8e-52 16 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625

Motif 16 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 16 position-specific scoring matrix 

 

Motif 16 position-specific probability matrix 

 

Time 2597.37 secs.

P N MOTIF 17     width = 29     sites = 32     llr = 1223     E-value = 1.1e-171 

Simplified A 2 3 : 1 1 : : : : : : : : 8 : : : 1 : 1 : 1 : : : : : : : 
pos.-

specific 
C : : : : : : 3 : : 2 : : : : : : : : : : : : : : : : : : : 

probability D 4 1 : 1 1 4 2 1 : : : 1 2 : 1 1 : : : : : : 1 : : 4 2 2 1 
matrix E : 3 1 1 : : : 2 : : : 3 : : 1 4 : : 2 1 : 3 5 : : 1 : : : 

F : : : : : : : : : : : : : : : : a : : : : : : : : : : : : 
G : : : : : : 2 : : : : 1 : : : : : : : : : : : : : : 1 : : 
H : : : 1 : : 1 : : : : : : : : : : : : : : : : : : : : : : 
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I : : : : : : : : 1 : : : : : : : : : 1 1 : : : : : : : : 2 
K 1 : 2 1 2 2 : 2 4 : : 1 3 : 3 1 : : 4 7 : 2 2 : 3 : 1 : 1 
L : : : : : : : : : 4 6 : : : : : : : : : : : : 9 : : 1 : : 

M : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
N 2 : 3 3 1 2 2 2 : : : 3 4 : 3 1 : : 1 : : 1 : : 6 4 1 3 5 
P : : : : 1 : : : : : 1 : : : : : : : : : : : : : : : 2 : : 
Q : : 1 : 1 : : : : : : : : : 1 : : : 1 : : 1 1 : : : : : : 
R : : : : : : : : : : : : : : : 1 : : : : : : : : : : : : : 
S 1 1 1 1 3 1 : 1 1 : 3 : 1 : : 1 : : : : : : : : : : 2 2 : 
T : : 2 2 2 1 : 2 4 : : : : 1 2 : : : : : : 3 : : 1 : : : : 
V 1 1 : : : : : : : : : : : 1 : : : 8 : : : : : : : 1 : : : 

W : : : : : : : : : : : : : : : : : : : : : : : : : : : : : 
Y : : : : : : 1 : : 3 : : : : : : : : : : a : : : : : 1 3 : 

.
bits 7.1 

6.4 
5.7 
5.0 

Information 4.3       
content 3.6         

(55.1 bits) 2.8           
2.1                     
1.4                                                       
0.7                                                           
0.0 

.
Multilevel DANNSDCNKLLENAKEFVKKYTELNDxNN

consensus E K TYSNK N E KN YI

sequence C

.

NAME       START   
P-

VALUE 
        SITES   

PY02782 181 4.37e-25 KLLCEMYTEF DENTSKCTKCLEKAKEFVKIYEELNDPNN AKYIGYCQTL 
PY07035 208 2.09e-23 KLLCEMYTEF DENASNCTKCSEKANEFVKAYEKLNDPNN AKYIGYCQAF 
PY03983 182 5.31e-23 KPLCNMYTEL DANDTDNKKYLENAEEFVKKYERLNDPNH TKDSDYYQVL 
PY02970 182 1.86e-22 KLLCEMYTEF DENTPNCATCSEKADNFVKIYKELNDPDN IKYSGYCQAW 
PY00580 160 2.67e-21 FKLLCNMYSE VATNKDDNTLLDNANRFVQKYTELTNYNI EDTPRSQILS 
PY02687 172 4.27e-21 KLLCEMYTEF DENASNCTKCSEKANEFVKIHKELNDSNN TKYIGYCQAF 
PY02973 160 9.38e-20 FKLLCIMYNA DATNKDDNTLSDNATRFVQKYIELTNYNI EDTPRSQILS 
PY05244 182 2.44e-19 KPLCNMYTEL NANDASDKRYLKNAKEFVKKYDELNNPNN TKDSAYYQVL 
PY00493 199 2.79e-19 KLLCEMYTEF DEKKNDCTKCLGKSEEFVKIYKELNDPDN TNYEGYCQAW 
PY07090 183 3.64e-19 KPLCNMYTEL SANNPQNKKYLENAREFVEKYEKLNVSAI SEDSPYYKVL 
PY00578 132 5.40e-19 SKLICSMYGN VAQSQTGEILSNNVKEFVKKYTELKNTYN DEGSPHSKIL 
PY07477 221 7.00e-19 SKLLCSMYIN AEKHTKDSTLPNEAKDFVIKYKDLNEGYN IEDTARSKIL 
PY05410 163 1.17e-18 SKLLCNMYGN VEKNANDTTLSNDAKDFAKKYTGLNEGYN IESSARIKIL 
PY05708 163 1.71e-18 SKLICSMYAN KATNTDNKKLLNDATSFVIKYKKLKDGSN TEGTSNNQIL 
PY04327 168 2.48e-18 SKLICSMYIN AEKHTKESTVPNDAKNFVIKYTDLNESYN IEDTARRKIL 
PY03636 167 3.17e-18 AFKLICSMYG NFETNKHEQLPDNATSFVNKYTELKDDSN IKGTLHSQLL 
PY00924 292 4.57e-18 SKLICSMYAN KSMNTDGNKLLNDATMFVKTYAELKDGSN AEGIPNNQIL 
PY02971 152 5.15e-18 FKLLCNIYGN VTTRKDNNTLSNSATSFVNKYTELNNDSK IEGTARSKIL 
PY06851 177 5.81e-18 KPLCKMYTEL NANESKCEECLKNAKKFVEKYNELNASDI DENSPYYQVL 
PY07342 163 1.05e-17 SKLICSMYGN GVQNKKGETLSNDATSFVQKYTNLNNKYK TEGASHLQIL 
PY07160 164 1.67e-17 KSLCKLYTEC DDSESDYNSYLEKTQEFVKKYEQLKDLDI SENESYRQLF 
PY03438 163 2.36e-17 FKILCKMIIN ADKKDDGKTYLEKANEFVIEYQKLLNDND TEDSSYNKIL 
PY05146 198 1.25e-16 YALCMMHFEF NQESPDCGKYLKNAQNFAEKYKKLNNVSD NKDSPYNRLL 
PY02541 164 2.91e-16 KSLCKLYTEC DNIESDYNSYLEKTQEFVKKYEQLKDLDI NKNESYGKLF 
PY03177 161 6.65e-16 FKLLCIMYDN YSTNKDNKTLLNSANDFVKVYASLNNDRN IEDTVRNKIL 
PY00177 150 1.81e-15 SKLICNMYGN AAQNQTGNILSNNVNDFASQYTELNNKYK DKGTPHSKIL 
PY02131 164 3.57e-15 KSLCKLYTEC DDSDSNYYSYLEKTQEFVNKYEQLKEDFD VSEGSPHQLF 
PY01595 173 3.57e-15 KPLCNMYTEL DGSKTISEKSLENANKFVEKYNELNVSDI DKDSPYHQVL 
PY06567 474 1.46e-14 YTLCMMYLEF DEESRNCSKNSGRAKEFVEKYEYLKKNYS ITKNSPYYKL 
PY07080 160 1.75e-14 IFKLICSMYN NVETNSRDKLPNNANAFIEKYRELSNNCN IKGTAYSKIF 
PY06547 161 3.02e-14 AFKSLCNMYN SVATSKHDTLLDNAINFFNEYTEINDYYN IENSPYSQIL 
PY05820 162 4.66e-13 FKILCNMINS ADKKDGGETCLKYADQFVDAYQKFINDTD IENSSYNKIL 
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Motif 17 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY02782 4.4e-25 17 

PY07035 2.1e-23 17 

PY03983 5.3e-23 17 

PY02970 1.9e-22 17 

PY00580 2.7e-21 17 

PY02687 4.3e-21 17 

PY02973 9.4e-20 17 

PY05244 2.4e-19 17 

PY00493 2.8e-19 17 

PY07090 3.6e-19 17 

PY00578 5.4e-19 17 

PY07477 7e-19 17 

PY05410 1.2e-18 17 

PY05708 1.7e-18 17 

PY04327 2.5e-18 17 

PY03636 3.2e-18 17 

PY00924 4.6e-18 17 

PY02971 5.2e-18 17 

PY06851 5.8e-18 17 

PY07342 1.1e-17 17 

PY07160 1.7e-17 17 

PY03438 2.4e-17 17 

PY05146 1.2e-16 17 

PY02541 2.9e-16 17 

PY03177 6.6e-16 17 

PY00177 1.8e-15 17 

PY02131 3.6e-15 17 

PY01595 3.6e-15 17 

PY06567 1.5e-14 17 

PY07080 1.8e-14 17 

PY06547 3e-14 17 

PY05820 4.7e-13 17 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600

Motif 17 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 17 position-specific scoring matrix 

 

Motif 17 position-specific probability matrix 
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Time 2699.16 secs.

P N MOTIF 18     width = 15     sites = 25     llr = 703     E-value = 1.2e-097 

Simplified A : : : : : 1 : : : 1 : : : : : 
pos.-

specific 
C : : : : : : : : 1 : : : : : : 

probability D 2 : : : : 6 2 : 2 : : : : : : 
matrix E 1 : : : : : : : 4 : : : 2 : : 

F : : : : : : : : : : : : : : : 
G : : : : : 1 : : 1 : : : : : : 
H : : : : : : : : : : : : : : : 
I : : a : : : : a : : : a : : 1 

K : 7 : 2 6 : : : 1 4 a : 7 : : 
L : : : : : : : : : : : : : : : 

M : : : : 3 : : : : : : : : : 9 
N 4 2 : 6 : 1 : : : 3 : : : : : 
P : : : : : : : : : : : : : : : 
Q : : : : : : : : : : : : : : : 
R : : : : : : : : : : : : 1 : : 
S 2 : : 1 : 1 : : : : : : : a : 
T : : : : : : : : : 1 : : : : : 
V : : : : : : 8 : : : : : : : : 

W : : : : : : : : : : : : : : : 
Y : : : : : : : : : : : : : : : 

.
bits 7.1 

6.4 
5.7 
5.0   

Information 4.3   
content 3.6           

(40.6 bits) 2.8                 
2.1                       
1.4                               
0.7                               
0.0 

.
Multilevel NKINKDVIEKKIKSM

consensus DN KM DN

sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY01331 118 2.02e-16 GHIADNSDNG DKINKDVIENKIKSM NIDIKYISNY 
PY03986 124 8.03e-16 NKYEENISTN NNINKDVIENKIKSM NMNIKDVSNF 
PY04066 129 1.28e-15 DKHITTDSGS NKINKAVIEKKIKSM NMNIKDISNF 
PY04787 120 3.39e-15 DKHITTDNGS NKINKAVIDKKIKSM NMNIKDISNF 
PY07413 130 3.96e-15 ENISNSIDSN GKINMGVIDKKIKSM KMNIKDISNF 
PY04084 127 5.24e-15 YNENIGVNSD DKIKKDVIENKIKSM DMNIKDISNF 
PY06227 144 1.99e-14 DNIDKTTDSN SNINMTVIEKKIRSM DIDIKDIYNF 
PY06877 114 2.28e-14 CYKEHITDSG ENINKDVIEKKMKSM NMNIKDISNF 
PY02036 116 2.59e-14 YINNIDDNSD DNINKSVIENKIKSM NMDIKDISNF 
PY06886 131 5.18e-14 IAADSDSDSD SKINKNVICKKIKSM DIDIKDISNF 
PY05923 157 5.18e-14 KHIASDSSSG KKIHMDVIDTKIESM NIDIKDISNF 
PY04786 119 5.80e-14 YDKHITSDTS ENINKSVIEKKIKSM NMNIKDISNF 
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PY02572 116 9.02e-14 YKGNISADSD DHINMEVISAKIKSM NIDIKDISNF 
PY05767 126 9.02e-14 SKYKEHITAG DKINNDVIKNKIKSM NMNIKDISNF 
PY03987 131 1.58e-13 QKINANSDSD NKISKDVIKKKIESM DIDIKDISNF 
PY07264 115 2.18e-13 YNQEKIGDSN NKIKIDVIDAKIKSM NMNIKDISNF 
PY07516 128 4.55e-13 EHIDTDNSSG NKIYMGVIDEKIESM DIDIKDISNF 
PY03948 121 6.78e-13 SCYKENIGTD SKIKKDDICKKIKSM NIDIKDISNF 
PY03331 120 2.63e-12 YEKNISTDSN IKINMGFIDTKIESM NMDIKDISNF 
PY07838 138 2.89e-12 NNSCYKGNIP NDINMDDIGNKIKLM DIDIKDISNF 
PY02565 141 3.47e-12 INAHNDSDSG NKISKDVIETKIRSI NIDIKDISNF 
PY06499 136 6.60e-12 TNNCYKGNIP NNINMDDIGNKIKSI DIDIKDISNF 
PY03091 135 1.22e-11 YKENIGVKSG DKITKDVIKKQISSM NIDIKDISNF 
PY06754 109 1.34e-11 YNQKINTNSS NKIKKNDIENKINSM NIGIKDMSNF 
PY04516 147 3.42e-11 EVINANSDSG SKIKKDVIYKKIKST NIDIKDISNF 

Motif 18 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY01331 2e-16 18 

PY03986 8e-16 18 

PY04066 1.3e-15 18 

PY04787 3.4e-15 18 

PY07413 4e-15 18 

PY04084 5.2e-15 18 

PY06227 2e-14 18 

PY06877 2.3e-14 18 

PY02036 2.6e-14 18 

PY06886 5.2e-14 18 

PY05923 5.2e-14 18 

PY04786 5.8e-14 18 

PY02572 9e-14 18 

PY05767 9e-14 18 

PY03987 1.6e-13 18 

PY07264 2.2e-13 18 

PY07516 4.5e-13 18 

PY03948 6.8e-13 18 

PY03331 2.6e-12 18 

PY07838 2.9e-12 18 

PY02565 3.5e-12 18 

PY06499 6.6e-12 18 

PY03091 1.2e-11 18 

PY06754 1.3e-11 18 

PY04516 3.4e-11 18 

SCALE 
| | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275

Motif 18 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 18 position-specific scoring matrix 
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Motif 18 position-specific probability matrix 

 

Time 2798.48 secs.

P N MOTIF 19     width = 11     sites = 31     llr = 622     E-value = 1.9e-067 

Simplified A : 1 : : : : : : 9 : : 
pos.-

specific 
C : : : : : : : : : : : 

probability D 3 : 3 : : : : 1 : : : 
matrix E : : 3 : : 1 : : 1 : : 

F : : : : a : : : : : : 
G : : 1 : : : : : : : 1 
H : : : : : : : : : : : 
I : : : : : : : : : : : 

K : : : : : 5 : : : 6 : 
L : : : 5 : : : : : : : 

M : : : : : : : : : : : 
N 2 : : 1 : 2 : 1 : 3 1 
P : : : : : : : : : : : 
Q : : 1 : : 1 : : : : : 
R : : : : : 1 : : : : 1 
S 2 8 3 1 : : 9 : : : 7 
T 3 : : : : : : : : 1 : 
V 1 : : 3 : : : 7 : : : 

W : : : : : : : : : : : 
Y : : : : : : : 1 : : : 

.
bits 7.1 

6.4 
5.7 
5.0 

Information 4.3     
content 3.6       

(29.0 bits) 2.8           
2.1                   
1.4                       
0.7                       
0.0 

.
Multilevel DSELFKSVAKS

consensus T SV N N

sequence S D

.

NAME       START   
P-

VALUE 
        SITES   

PY01774 64 1.22e-12 CLYLFNKIFG TSELFKSVANS NINIVEYIMI 
PY05769 64 1.22e-12 CLYLFKQIFG TSELFKSVANS NINIVDYILI 
PY07027 64 1.22e-12 CLYLFNKIFG TSELFKSVANS NINIVEYIMI 
PY02652 64 1.22e-12 CLYLFKQIFG TSELFKSVANS NINIVDYILI 
PY00500 64 7.18e-12 CLYFFNEFFG SSDLFKSVAKS NINIAGYIMI 
PY04083 64 7.18e-12 CLYLFNQIFG TSQLFKSVANS NINIVEYIMI 
PY07327 63 7.18e-12 CLYLFNQIFG TSQLFKSVANS NINIVEYIMI 
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PY01080 55 8.64e-12 CLYLFNKFFG SSELFKSVANS NINIVDYILI 
PY00988 62 1.47e-11 CLYLLYTFFG SSDLFQSVAKS NTNIVDYIII 
PY07546 63 4.24e-11 CLYLFDGFFK DADLFKSVAKS NIDIVEYIMI 
PY07021 74 5.23e-11 CLYFFNEFFK DASVFRSVAKS NIDIVDYIII 
PY05719 90 5.88e-11 CLYLFNAFFG SSDLFNSVAKG NINIVDYIIL 
PY03729 63 6.58e-11 CLYLFKQIFG TSEFFKSVANS NINIVDYILI 
PY07331 55 8.17e-11 CLYLFNHFFG SSELFKTVANS NINIVDYILT 
PY05822 63 2.31e-10 CLYLLNEFFK NSSVFQSVAKN NINIVEYIMI 
PY04466 63 3.19e-10 CLYLFMQIFG TSELFTSVANN NINIVDYILI 
PY02943 63 6.26e-10 CLFLFNELFG SSDSFNSVAKG NINIVEYIMI 
PY04755 55 6.26e-10 CLFLFNELFG SSDSFNSVAKG NTNIVDYILI 
PY06334 64 7.02e-10 CLYLLDAFFK DNSVFNSVAKS NINIVEYIII 
PY06567 374 7.82e-10 CLYLLDSFFK DSSVFRSYAKS NTNIVEYIII 
PY06514 54 1.51e-09 CLYLFDAFFK NSSVFKSDAKS NINIVEYIII 
PY05586 91 1.67e-09 CLYLLDAFFK NSSVFKSYAKS NIDVVEYIII 
PY04795 63 5.79e-09 CLYLFNEFFG NSSVFESVSKS NVNIVEYIMI 
PY05146 98 8.27e-09 CLYLFDAFFK NSSVFMSDAKG NTNIVEYIII 
PY02140 57 9.87e-09 CLFLFDEFFK DSDNFKSNAKS NINIVEYIMI 
PY04155 57 9.87e-09 CLFLFDEFFK DSDNFKSNAKS NINIVEYIMI 
PY03042 62 1.53e-08 CLYFFDAFFK DSSLFEKVAKN NINIVDYIII 
PY05828 62 1.82e-08 CLYLFDELFK DYEKFNSVAKR KINIVDYILI 
PY04430 62 8.27e-08 CLYLFDEFFA GFTQFNSVAKR KINIVDYILI 
PY07017 45 1.23e-07 FLYLLNQFCG VSGLFKSCETS NINVVEYTMI 
PY02940 68 1.67e-07 FLYLFNGLFG VSGLFNSRETS NINVVEYIMI 

Motif 19 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY01774 1.2e-12 19 

PY05769 1.2e-12 19 

PY07027 1.2e-12 19 

PY02652 1.2e-12 19 

PY00500 7.2e-12 19 

PY04083 7.2e-12 19 

PY07327 7.2e-12 19 

PY01080 8.6e-12 19 

PY00988 1.5e-11 19 

PY07546 4.2e-11 19 

PY07021 5.2e-11 19 

PY05719 5.9e-11 19 

PY03729 6.6e-11 19 

PY07331 8.2e-11 19 

PY05822 2.3e-10 19 

PY04466 3.2e-10 19 

PY02943 6.3e-10 19 

PY04755 6.3e-10 19 

PY06334 7e-10 19 

PY06567 7.8e-10 19 

PY06514 1.5e-09 19 

PY05586 1.7e-09 19 

PY04795 5.8e-09 19 

PY05146 8.3e-09 19 

PY02140 9.9e-09 19 

PY04155 9.9e-09 19 
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PY03042 1.5e-08 19 

PY05828 1.8e-08 19 

PY04430 8.3e-08 19 

PY07017 1.2e-07 19 

PY02940 1.7e-07 19 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600

Motif 19 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 19 position-specific scoring matrix 

 

Motif 19 position-specific probability matrix 

 

Time 2897.54 secs.

P N MOTIF 20     width = 21     sites = 16     llr = 603     E-value = 4.5e-065 

Simplified A 1 : : 1 : : : : : : 1 : : : : : 2 : 1 : : 
pos.-

specific 
C : : : : : : : : : : : : : : : : : : : : : 

probability D : : : : 2 1 : : : : : 6 : : 4 : : : : : : 
matrix E 4 : 1 : : 6 : : : 8 1 : : : : : 4 : 1 : : 

F : : : : : : : : 1 : : : : : : : : : : : 1 
G 1 1 : 1 1 2 : : : 2 : 3 : : : : : : : : : 
H : : : : : : : : : : : : : : : 1 : : : : : 
I : 1 : 2 1 : 1 : 1 : 1 : : : 2 4 : : 2 1 : 

K : : 9 : : : : : : 1 : : 3 : : : : : : : : 
L 1 : : : : : : : : : : : : 1 : 1 : : : 1 3 

M : : : : : : : : : : : : : : : : : 1 : : 1 
N : 1 : : : 1 : : 1 : : : 1 : 3 1 : : : 1 : 
P : : : : 1 : : : : : 1 : : : : : : : : 2 3 
Q : : 1 : : : : : : : : : 4 1 : : : : : 1 1 
R 1 : : : : : : : : : : : 1 : 1 : : : : : : 
S : : : : 1 : 8 a 8 : 1 1 : 8 : 1 : 1 : : 2 
T : 8 : 6 4 : 1 : : : 6 : : 1 : 1 : 8 6 5 1 
V 2 : : : 1 : : : : : : : 1 : : : 4 : : 1 : 

W : : : : : : : : : : : : : : : : : : : : : 
Y : : : : : : : : : : : 1 : : : : : : : : : 

.
bits 7.1 

6.4 
5.7 
5.0 

Information 4.3 
content 3.6       

(54.4 bits) 2.8                       
2.1                                         
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MEME

1.4                                           
0.7                                           
0.0 

.
Multilevel ETKTTESSSETDQSDIETTTL

consensus GK N V P

sequence 

.

NAME       START   
P-

VALUE 
        SITES   

PY07111 244 8.95e-21 AENGGISDSK VTKTIESSSETGQSNIVTTTF SSNTTLSGSS 
PY05912 242 1.01e-20 AKKVEVEGYN ETKIGESSSETGQSDHETTIP SYDTTLSGLS 
PY01110 244 9.66e-20 PKKDNTEGTK VTKATGSSSEPDRSNIATTPQ ISNITLSESS 
PY06742 242 5.08e-19 AQKVEVEISN ETKTTGSSSETGNQDIETITL IPNTALSDSS 
PY02312 263 6.30e-19 SKTVDVEGSN RTKTDESSSETDQTINVMTPL SSNSALSDSS 
PY01111 240 1.46e-18 TPKKDNPGPK VTKATDISSETDNSDIATATP SSDITLSDSS 
PY05688 256 3.32e-18 PKKDNVESSK ETKTTESSNEAGKSDIATITL SQNTALSDSS 
PY05871 264 4.97e-18 AKKVSVEGSN ATQTVGSSSGPDKSNIETATP ISNTTLSESS 
PY03332 272 7.39e-18 GKKVEVEGSK GNKTVESSSETSQSIHVSTTP IYDTILPGSS 
PY06732 247 1.33e-17 VKKVNVEGSN GTKTPESSIKTDQSNLVTTTT ISNTILPYSS 
PY00055 240 1.05e-16 SETKIDGSSS ETKIDNSSSETYQSINVTETM SYNTTLAGSS 
PY00997 226 7.35e-16 DNPEDPKVTK ATKGTEISSEEDKSDIETIQS YDTILSGSSL 
PY00175 242 3.34e-15 PQQVNQEVPK EIKTTETSSGSDKLDTETTLS SNITLSESSL 
PY06020 241 3.63e-15 AQKVNQEVPK EIKTTETSSESDKLDTEMTNL SSNITLSGSS 
PY07411 211 4.64e-15 SRKVIVAGSN ETKIDDSSIGIYQSNLVTTPL SFNTILSDSS 
PY07022 248 1.73e-12 SNPIEGKDVS LGETSESSFETDVSRSETEVS DSDSGSPSSL 

Motif 20 block diagrams 

Name 
Lowest 

p-
value 

   Motifs 

PY07111 9e-21 20 

PY05912 1e-20 20 

PY01110 9.7e-20 20 

PY06742 5.1e-19 20 

PY02312 6.3e-19 20 

PY01111 1.5e-18 20 

PY05688 3.3e-18 20 

PY05871 5e-18 20 

PY03332 7.4e-18 20 

PY06732 1.3e-17 20 

PY00055 1e-16 20 

PY00997 7.3e-16 20 

PY00175 3.3e-15 20 

PY06020 3.6e-15 20 

PY07411 4.6e-15 20 

PY07022 1.7e-12 20 

SCALE 
| | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325

Motif 20 in BLOCKS format 

    

 to BLOCKS multiple alignment processor. 

Motif 20 position-specific scoring matrix 
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MEME

 

Motif 20 position-specific probability matrix 

 

Time 2996.41 secs.

P N SUMMARY OF MOTIFS  

Combined block diagrams: non-overlapping sites with p-value < 0.0001 

Name 
Combined 

p-value 
   Motifs 

PY02940 5.20e-147 9 12 4 19 3 10 2 7 6 5 1 8 

PY04215 1.64e-134 9 12 4 19 3 10 2 7 6 5 1 8 

PY01080 7.84e-164 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY00578 8.93e-89 9 12 3 10 11 2 17 6 13 5 1 

PY04066 5.31e-116 12 4 3 10 18 2 7 6 5 1 14 

PY05822 7.70e-153 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY04084 4.44e-132 9 12 4 3 10 18 2 7 6 5 1 14 

PY05820 5.21e-109 9 12 4 3 10 2 17 6 13 20 5 1 14 

PY07022 4.10e-141 9 12 4 19 3 10 11 2 7 6 13 20 5 1 14 

PY01595 3.74e-111 9 12 4 3 10 11 2 17 6 5 1 14 

PY04430 7.88e-133 9 12 4 19 3 10 11 2 7 6 5 1 8 

PY07516 5.13e-111 9 12 4 3 10 18 2 6 5 1 8 

PY01873 2.07e-121 9 12 4 3 10 11 2 7 6 13 5 1 14 

PY07501 1.55e-79 9 12 4 19 3 10 11 2 7 6 5 

PY06567 6.85e-184 9 12 4 3 10 11 2 7 6 13 5 1 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY00308 8.55e-73 12 4 3 10 2 7 6 13 1 14 

PY06374 1.06e-121 9 12 4 19 3 10 11 2 7 6 5 1 14 

PY07849 1.58e-138 9 12 4 19 3 10 11 2 7 6 5 1 8 

PY03760 4.68e-141 9 12 4 19 3 10 11 2 7 6 5 1 14 

PY07653 1.91e-127 4 19 3 10 11 2 7 6 1 8 

PY03042 5.76e-148 9 12 4 19 3 10 11 2 7 6 5 1 8 

PY06126 2.32e-143 9 12 4 3 10 11 2 7 6 5 1 8 

PY02671 9.51e-121 12 4 19 3 10 11 2 7 6 5 1 14 

PY06514 2.33e-156 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY00284 9.32e-105 9 12 4 3 10 11 2 7 6 13 5 

PY06763 1.43e-104 9 12 4 3 10 2 7 6 13 5 1 

PY00494 1.75e-141 9 12 4 3 10 2 7 6 13 5 1 8 

PY02564 7.33e-146 9 12 4 19 3 10 2 7 6 13 5 1 8 

PY02312 3.69e-127 9 12 4 3 10 11 2 7 6 13 20 5 1 14 

PY06851 3.76e-133 9 12 4 3 10 11 2 17 6 13 5 1 14 

PY03948 7.99e-126 9 4 3 10 18 2 7 6 5 1 14 

PY07838 2.34e-123 9 4 3 10 18 2 7 6 5 1 14 
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PY06829 8.56e-147 12 4 3 10 11 2 7 6 13 5 1 8 

PY02565 7.11e-123 9 4 3 10 18 2 7 6 5 1 14 

PY05708 1.05e-131 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY03636 1.17e-136 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY04516 3.03e-119 9 12 4 3 10 18 2 7 6 5 1 14 

PY00988 8.17e-126 9 12 4 19 3 10 11 2 7 6 13 5 1 

PY07327 4.49e-160 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY05781 2.52e-138 9 12 4 3 10 2 7 6 13 5 1 8 

PY03177 4.03e-120 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY07331 4.85e-155 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY07421 5.60e-119 9 12 4 19 3 10 11 2 7 6 13 5 1 

PY02278 1.66e-155 9 12 4 3 10 11 2 7 6 13 5 1 8 

PY05923 1.48e-120 9 4 3 10 18 2 7 6 5 1 14 

PY05871 7.80e-120 9 12 4 3 10 11 2 7 6 13 20 5 1 14 

PY07021 9.61e-155 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY01184 9.49e-129 9 12 4 3 10 11 2 7 6 13 5 1 14 

PY03403 6.51e-119 9 12 4 3 10 11 2 7 6 13 5 1 14 

PY06204 2.11e-149 9 12 4 19 3 10 11 2 7 6 13 5 1 14 

PY02652 1.39e-166 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY03729 6.86e-169 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY07027 3.49e-166 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY02298 2.88e-156 9 12 4 3 10 11 2 7 6 13 5 1 8 

PY05769 7.59e-168 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY01774 3.49e-166 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY06666 5.74e-97 9 12 4 19 3 10 11 2 6 13 5 1 14 

PY04083 2.32e-163 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY07413 4.61e-109 9 12 4 3 10 18 2 7 6 5 1 

PY06227 7.84e-128 9 12 4 3 10 18 2 7 6 5 1 14 

PY06886 1.23e-122 9 4 3 10 18 2 7 6 5 1 14 

PY04931 3.49e-94 9 12 4 3 10 11 2 7 6 13 5 1 

PY01111 6.71e-110 9 12 4 3 10 11 2 7 6 13 20 5 1 

PY07533 9.86e-119 12 4 3 10 18 2 7 6 5 1 14 

PY02543 1.72e-160 9 12 4 3 10 11 2 7 6 13 5 1 8 

PY04979 4.30e-131 12 4 3 10 2 7 6 13 5 1 8 

PY06796 9.92e-144 9 12 4 3 10 11 2 7 6 13 5 1 8 

PY06220 1.22e-132 9 12 4 3 10 11 2 7 6 13 20 5 1 8 

PY03987 2.31e-114 9 4 3 10 18 2 7 6 5 1 14 

PY07594 7.14e-147 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY07342 2.52e-136 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY03973 8.86e-130 9 12 4 3 10 11 2 7 6 13 5 1 8 

PY05912 8.37e-134 9 12 4 3 10 11 2 7 6 13 20 5 1 14 

PY07422 4.30e-143 9 12 4 19 3 10 2 7 6 13 5 1 8 

PY05146 9.46e-149 12 4 19 3 10 11 2 17 6 13 5 1 8 

PY00055 7.71e-122 12 4 3 10 11 2 7 6 13 20 5 1 14 

PY07264 1.41e-107 12 4 3 10 18 2 7 6 5 1 14 

PY04795 1.01e-150 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY04155 8.53e-102 12 4 19 3 10 11 2 7 6 13 1 14 

PY02140 2.04e-102 12 4 19 3 10 11 2 7 6 13 1 14 
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PY06742 3.62e-138 9 12 4 3 10 11 2 7 6 13 20 5 1 14 

PY02660 1.59e-98 9 12 4 3 10 11 2 7 6 13 20 5 1 14 

PY06877 3.69e-135 9 12 4 3 10 18 2 7 6 5 1 14 

PY06151 6.03e-140 9 4 19 3 10 11 2 7 6 5 1 8 

PY03983 4.57e-153 9 12 4 3 10 11 2 17 6 13 5 1 14 

PY05244 3.89e-151 9 12 4 3 10 11 2 17 6 13 5 1 14 

PY03991 1.83e-132 12 4 3 10 11 2 7 6 13 5 1 8 

PY04554 4.84e-146 9 12 4 10 11 2 7 6 13 5 1 14 

PY06549 4.29e-96 9 12 4 3 10 11 2 7 6 13 5 

PY05767 4.22e-119 12 4 3 10 18 2 7 6 5 1 14 

PY02973 1.16e-129 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY00580 6.32e-132 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY03986 1.52e-127 9 12 4 3 10 18 2 7 6 5 1 14 

PY07017 4.88e-128 12 4 19 3 10 2 6 5 1 8 

PY07090 1.49e-136 9 12 4 3 10 11 2 17 6 13 5 1 14 

PY04988 4.86e-132 12 4 3 10 11 2 7 6 13 5 1 8 

PY00175 3.46e-134 9 12 4 3 10 11 2 7 6 13 20 5 1 14 

PY02614 3.43e-152 9 12 4 3 10 11 2 7 6 13 5 1 8 

PY02572 7.61e-104 9 12 4 3 10 18 2 7 6 5 1 

PY02131 2.74e-106 9 12 4 3 10 11 2 17 6 1 

PY07546 3.82e-142 9 12 4 19 3 10 11 2 7 6 1 8 

PY02541 2.81e-120 9 12 4 3 10 11 2 17 6 1 8 

PY04755 1.95e-139 12 4 19 3 10 11 2 7 6 5 1 8 

PY07160 6.90e-126 9 12 4 3 10 11 2 17 6 1 8 

PY05560 3.01e-128 9 12 4 3 10 18 2 7 6 5 1 14 

PY05624 1.10e-142 12 4 3 10 11 2 7 6 13 5 1 8 

PY03438 2.41e-128 9 12 4 3 10 11 2 17 20 5 1 

PY04327 1.95e-135 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY05410 1.65e-137 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY03194 1.70e-136 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY07406 4.10e-148 9 12 4 3 10 11 2 7 6 13 5 1 8 

PY06754 1.36e-113 12 4 3 10 18 2 7 6 5 1 14 

PY06782 1.52e-115 12 4 19 3 10 2 7 6 13 5 1 

PY05828 4.67e-109 9 12 4 19 3 10 11 2 7 6 5 1 

PY05586 1.38e-153 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY07477 3.75e-134 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY02036 5.33e-125 9 12 4 3 10 18 2 7 6 5 1 14 

PY01773 4.74e-154 9 12 4 3 10 2 6 5 6 13 5 1 16 15 

PY07411 7.15e-133 4 3 10 11 2 7 6 13 20 5 1 8 

PY00997 1.11e-115 9 12 4 3 10 11 2 7 13 20 5 1 14 

PY01331 3.73e-124 9 12 4 3 10 18 2 7 6 5 1 14 

PY02688 1.30e-135 9 12 4 3 10 2 6 5 1 8 

PY00177 3.92e-126 12 4 3 10 11 2 17 6 13 5 1 8 

PY02971 4.12e-126 12 4 3 10 11 2 17 6 13 5 1 8 

PY06732 7.74e-123 12 4 3 10 11 2 7 6 13 20 5 1 14 

PY07111 2.07e-127 9 12 4 3 10 2 7 6 13 20 5 1 14 

PY07080 1.81e-91 9 12 4 3 10 11 2 17 6 13 5 

PY05816 1.86e-115 9 12 4 3 10 2 7 6 13 5 1 
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PY02970 1.04e-148 9 4 3 10 11 2 17 6 13 5 1 8 

PY07454 3.22e-01 

PY04321 5.84e-113 9 12 4 3 10 11 2 7 6 13 5 1 

PY02827 2.48e-148 9 12 4 3 10 11 2 7 6 13 5 1 14 

PY04466 4.41e-144 9 12 4 19 3 10 11 7 6 13 5 1 8 

PY02687 1.61e-144 9 4 3 10 2 17 6 13 5 1 8 

PY05150 1.29e-126 4 19 3 10 11 2 7 6 1 8 

PY06760 1.64e-130 9 12 4 3 10 11 2 7 6 13 5 1 14 

PY04996 5.69e-133 4 19 3 10 11 2 7 6 1 8 

PY06547 8.21e-79 12 4 3 10 11 2 17 6 13 1 

PY07187 1.03e-134 9 4 3 10 2 6 5 6 20 1 16 16 15 

PY03359 1.22e-133 9 12 4 3 10 11 2 7 6 13 5 1 14 

PY05688 7.73e-137 9 12 4 3 10 11 2 7 6 13 20 5 1 14 

PY07035 8.22e-139 9 4 3 10 2 17 6 13 5 1 8 

PY01110 1.12e-129 9 12 4 3 10 11 2 7 6 13 20 5 1 14 

PY00493 1.13e-146 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY00085 1.89e-138 12 4 19 3 10 11 2 7 6 5 1 8 

PY07826 5.82e-134 9 4 3 10 2 6 6 6 13 5 16 15 

PY02943 5.21e-140 9 12 4 19 3 10 11 2 7 6 5 1 8 

PY00500 8.02e-165 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY06334 6.17e-131 9 12 4 19 3 10 11 2 7 6 5 1 8 

PY04914 8.48e-149 9 4 3 10 2 6 13 2 6 1 16 15 

PY00754 9.81e-151 9 4 3 10 2 6 6 20 1 16 15 

PY01963 3.26e-143 9 4 3 10 2 17 6 5 6 1 16 15 

PY00552 6.15e-124 9 12 4 3 10 11 2 7 6 13 5 1 8 

PY04773 7.95e-120 9 9 4 3 10 11 2 7 6 13 5 1 8 

PY06619 5.22e-146 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY05719 1.48e-158 9 12 4 19 3 10 11 2 7 6 13 5 1 8 

PY04733 4.94e-110 9 12 4 3 10 11 2 7 6 13 5 1 14 

PY06499 5.90e-127 9 12 4 3 10 18 2 7 6 5 1 14 

PY01981 3.29e-146 9 12 4 3 10 2 6 13 6 20 1 16 16 15 

PY03091 4.45e-119 9 4 3 10 18 2 7 6 5 1 14 

PY03332 4.45e-110 9 12 4 3 10 11 2 7 6 13 20 5 

PY06020 7.00e-134 9 12 4 3 10 11 2 7 6 13 20 5 1 14 

PY07198 1.61e-96 9 12 4 3 10 2 7 6 13 5 

PY06740 3.96e-103 9 12 4 3 10 11 2 7 6 13 5 

PY05673 1.70e-134 9 4 3 10 11 2 7 6 5 1 8 

PY06029 7.41e-150 9 12 4 3 10 11 2 7 6 13 5 1 14 

PY00924 4.30e-130 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY07624 3.05e-123 9 12 4 3 10 11 2 7 6 1 8 

PY01834 2.41e-132 9 12 4 3 10 11 2 7 6 13 5 1 14 

PY01872 3.83e-135 12 4 3 10 11 2 17 6 13 5 1 8 

PY07226 3.51e-141 9 12 4 19 3 10 11 2 7 6 13 5 1 14 

PY03016 1.33e-108 9 12 4 3 10 18 2 7 6 5 1 14 

PY04786 1.59e-128 9 12 4 3 10 18 2 7 6 5 1 14 

PY03331 2.01e-123 9 12 4 3 10 18 2 7 6 5 1 14 

PY04787 9.29e-121 12 4 3 10 18 2 7 6 5 1 14 

PY07405 5.48e-116 9 12 4 3 10 11 2 7 6 13 5 1 
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PY02782 8.44e-151 9 12 4 3 10 11 2 17 6 13 5 1 8 

PY03010 3.78e-146 9 12 4 3 10 11 2 7 6 13 5 1 14 

PY06339 1.95e-113 9 12 4 3 10 11 2 7 6 13 5 1 

PY01871 4.67e-149 9 12 4 3 10 11 2 7 6 13 5 1 8 

PY00297 4.00e-129 9 12 4 3 10 11 2 7 6 1 8 

PY05648 5.54e-132 9 4 3 10 11 2 7 6 13 5 1 14 

PY07175 5.45e-109 9 12 4 3 10 11 2 7 6 5 1 

PY01837 2.64e-105 12 4 3 10 11 2 7 6 13 5 1 8 

SCALE 
| | | | | | | | | | | | | | | | | | | | | | | | | | |
1 25 50 75 100 125 150 175 200 225 250 275 300 325 350 375 400 425 450 475 500 525 550 575 600 625 650

 

 Motif summary in machine readable format. 

Stopped because nmotifs = 20 reached. 

CPU: unknown

EXPLANATION OF MEME RESULTS 

The MEME results consist of:

●     The version of MEME and the date it was released. 
●     The reference to cite if you use MEME in your research. 
●     A description of the sequences you submitted (the "training set") showing the name, "weight" and length of each sequence. 
●     The command line summary detailing the parameters with which you ran MEME. 
●     Information on each of the motifs MEME discovered, including: 

1.  A summary line showing the width, number of occurrences, log likelihood ratio and statistical significance of the motif. 
2.  A simplified position-specific probability matrix. 
3.  A diagram showing the degree of conservation at each motif position. 
4.  A multilevel consensus sequence showing the most conserved letter(s) at each motif position. 
5.  The occurrences of the motif sorted by p-value and aligned with each other. 
6.  Block diagrams of the occurrences of the motif within each sequence in the training set. 
7.  The motif in BLOCKS or FASTA format. 
8.  A position-specific scoring matrix (PSSM) for use by the MAST database search program. 
9.  The position specific probability matrix (PSPM) describing the motif. 

●     A summary of motifs showing an optimized (non-overlapping) tiling of all of the motifs onto each of the sequences in the training set. 
●     The reason why MEME stopped and the name of the CPU on which it ran. 
●     This explanation of how to interpret MEME results. 

MOTIFS 

For each motif that it discovers in the training set, MEME prints the following information: 

●     Summary Line

This line gives the width (`width'), number of occurrences in the training set (`sites'), log likelihood ratio (`llr') and E-value of the motif. Each motif describes a pattern of a fixed width--no gaps are allowed in MEME motifs. MEME numbers the motifs consecutively 
from one as it finds them. MEME usually finds the most statistically significant (low E-value) motifs first. The statistical significance of a motif is based on its log likelihood ratio, its width and number of occurrences, the background letter frequencies (given in the 
command line summary), and the size of the training set. The E-value is an estimate of the expected number of motifs with the given log likelihood ratio (or higher), and with the same width and number of occurrences, that one would find in a similarly sized set of 
random sequences. (In random sequences each position is independent with letters chosen according to the background letter frequencies.) The log likelihood ratio is the logarithm of the ratio of the probability of the occurrences of the motif given the motif model 
(likelihood given the motif) versus their probability given the background model (likelihood given the null model). (Normally the background model is a 0-order Markov model using the background letter frequencies, but higher order Markov models may be 
specified via the -bfile option to MEME.) Clicking on the buttons to the left of the motif summary line takes you to the previous motif (P) or next motif (N). 

●     Simplified Position-Specific Probability Matrix

MEME motifs are represented by position-specific probability matrices that specify the probability of each possible letter appearing at each possible position in an occurrence of the motif. In order to make it easier to see which letters are most likely in each of the 
columns of the motif, the simplified motif shows the letter probabilities multiplied by 10 rounded to the nearest integer ("a" means 10). Zeros are replaced by ":" (the colon) for readability. 
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MEME

●     Information Content Diagram

The information content diagram provides an idea of which positions in the motif are most highly conserved. Each column (position) in a motif can be characterized by the amount of information it contains (measured in bits). Highly conserved positions in the motif 
have high information; positions where all letters are equally likely have low information. (The information content is relative to the background letter frequencies which are given in the command line summary section.) The diagram is printed so that each column 
lines up with the same column in the simplified position-specific probability matrix above it. Columns in the information content diagram are colored according to the majority category of the letters occurring in that column of the alignment. If no letter category has 
frequency above 0.5, the column in the diagram is colored black. For DNA sequences, the letter categories contain one letter each. For proteins, the categories are based on the biochemical properties of the various amino acids. The categories and their colors are: 

NUCLEIC ACIDS COLOR

A RED

C BLUE

G ORANGE

T GREEN

AMINO ACIDS COLOR PROPERTIES

A, C, F, I, L, V, W and M BLUE Most hydrophobic[Kyte and Doolittle, 1982]

NQST GREEN Polar, non-charged, non-aliphatic residues

DE MAGENTA Acidic

KR RED Positively charged

H PINK

G ORANGE

P YELLOW

Y TURQUOISE

J. Kyte and R. Doolittle, 1982. "A Simple Method for Displaying the Hydropathic Character of a Protein", J. Mol Biol. 157, 105-132. 

Summing the information content for each position in the motif gives the total information content of the motif (shown in parentheses to the left of the diagram). The total information content is approximately equal to the log likelihood ratio divided by the number of 
occurrences times ln(2). The total information content gives a measure of the usefulness of the motif for database searches. For a motif to be useful for database searches, it must as a rule contain at least log_2(N) bits of information where N is the number of 
sequences in the database being searched. For example, to effectively search a database containing 100,000 sequences for occurrences of a single motif, the motif should have an IC of at least 16.6 bits. Motifs with lower information content are still useful when a 
family of sequences shares more than one motif since they can be combined in multiple motif searches (using MAST). 

●     Multilevel Consensus Sequence

The multilevel consensus sequence corresponding to the motif is an aid in remembering and understanding the motif. It is calculated from the motif position-specific probability matrix as follows. Separately for each column of the motif, the letters in the alphabet are 
sorted in decreasing order by the probability with which they are expected to occur in that position of motif occurrences. The sorted letters are then printed vertically with the most probable letter on top. Only letters with probabilities of 0.2 or higher at that position in 
the motif are printed. As an example, the multilevel consensus sequence of motif 1 in the sample output is: 

Multilevel TTATGTGAACGACGTCACACT
consensus  AA  T A G A GA     AA
sequence           T C TT     T

This multilevel consensus sequence says several things about the motif. First, the most likely form of the motif can be read from the top line as TTATGTGAACGACGTCACACT. Second, that only letter A has probability more than 0.2 in position 3 of the motif, both T 
and A have probability greater than 0.2 in position 1, etc. Third, a rough approximation of the motif can be made by converting the multilevel consensus sequence into the Prosite signature 

[TA]-[TA]-A-T-[GT]-[T]-[GA]-A-[AGT]-C-[GAC]-A-[CGT]-[GAT]-T-C-A-C-A-[CAT]-[TA].

●     Occurrences of the Motif

MEME displays the occurrences (sites) of the motif in the training set. The sites are shown aligned with each other, and the ten sequence positions preceding and following each site are also shown. Each site is identified by the name of the sequence where it occurs, 
the strand (if both strands of DNA sequences are being used), and the position in the sequence where the site begins. When the DNA strand is specified, `+' means the sequence in the training set, and `-' means the reverse complement of the training set sequence. (For 
`-' strands, the `start' position is actually the position on the positive strand where the site ends.) The sites are listed in order of increasing statistical significance (p-value). The p-value of a site is computed from the the match score of the site with the position specific 
scoring matrix for the motif. The p-value gives the probability of a random string (generated from the background letter frequencies) having the same match score or higher. (This is referred to as the position p-value by the MAST algorithm.) 

●     Block Diagrams of Motif Occurrences

The occurrences of the motif in the training set sequences are shown with MAST-style block diagrams. One diagram is printed for each sequence showing all the occurrences of the motif in that sequence. The sequences are sorted by the lowest p-value among all 
occurrences of the motif in a given sequence. (The p-value of an occurrence is the probability of a single random subsequence the length of the motif, generated according to the 0-order background model, having a score at least as high as the score of the occurrence.) 
When the DNA strand is specified, `+' means the motif appears from left to right on the sequence, and `-' means the motif appears from right to left on the complementary strand. A sequence position scale is shown at the end of each table of block diagrams. Very long 
sequences are shown with thick lines connecting the motifs and are not drawn to scale. 

●     Motif in BLOCKS format or FASTA format

For use with BLOCKS tools, MEME prints the occurrences of the motif in BLOCKS format. 
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You can convert these blocks to PSSMs (position-specific scoring matrices), LOGOS (color representations of the motifs), phylogeny trees and search them against a database of other blocks by pasting everything from the "BL" line to the "//" line (inclusive) into the 
Multiple Alignment Processor. If you include the -print_fasta switch on the command line, MEME prints the motif sites in FASTA format instead of BLOCKS format. 

●     Position-Specific Scoring Matrix

The position-specific scoring matrix corresponding to the motif is printed for use by database search programs such as MAST. This matrix is a log-odds matrix calculated by taking 100 times the log (base 2) of the ratio p/f at each position in the motif where p is the 
probability of a particular letter at that position in the motif, and f is the background frequency of the letter (given in the command line summary section.) This is the same matrix that is used above in computing the p-values of the occurrences of the motif in the 
Occurrences of the Motif and Block Diagrams of Motif Occurrences sections. The scoring matrix is printed "sideways"--columns correspond to the letters in the alphabet (in the same order as shown in the simplified motif) and rows corresponding to the positions of 
the motif, position one first. The scoring matrix is preceded by a line starting with "log-odds matrix:" and containing the length of the alphabet, width of the motif, number of characters in the training set, the scoring threshold (obsolete) and the motif E-value. 

Note: The probability p used to compute the PSSM is not exactly the same as the corresponding value in the Position Specific Probability Matrix (PSPM). The values of p used to compute the PSSM take into account the motif prior, whereas the values in the PSPM 
are just the observed frequencies of letters in the motif sites. 

●     Position-Specific Probability Matrix

The motif itself is a position-specific probability matrix giving, for each position in the pattern, the observed frequency ("probability") of each possible letter. The probability matrix is printed "sideways"--columns correspond to the letters in the alphabet (in the same 
order as shown in the simplified motif) and rows corresponding to the positions of the motif, position one first. The motif is preceded by a line starting with "letter-probability matrix:" and containing the length of the alphabet, width of the motif, number of 
occurrences of the motif, and the E-value of the motif. 

Note: Earlier versions of MEME gave the posterior probabilities--the probability after applying a prior on letter frequencies--rather than the observed frequencies. These versions of MEME also gave the number of possible positions for the motif rather than the actual 
number of occurrences. The output from these earlier versions of MEME can be distinguished by "n=" rather than "nsites=" in the line preceding the matrix. 

Go to top  
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	ODCAGOKGJJDMDBIPMKGPFEBLNFFABMEP: 
	form1: 
	f1: MAST
	f2: 
	f3: BLOCKS
	f4: 
	f5: MetaMEME
	f6: 
	x: 
	f7: pasted_sequences
	f8: ACDEFGHIKLMNPQRSTVWY
	f9: http://meme.nbcr.net/meme
	f10:  A 0.029 C 0.026 D 0.067 E 0.054 F 0.060 G 0.038 H 0.011 I 0.084 K 0.115  L 0.087 M 0.020 N 0.100 P 0.020 Q 0.024 R 0.020 S 0.092 T 0.047 V 0.032  W 0.007 Y 0.065  
	f11:  BL   MOTIF 1 width=23 seqs=161 PY01871                  (  285) AIPIFLGIAYKYSLFGFRKRFQK  1  PY07624                  (  237) AIPIFLGISYKYSLFGFRKRFQK  1  PY00493                  (  308) AIPIFLGIAYKYSLFGFRKRFQK  1  PY07035                  (  321) AIPIFLGIAYKYSLFGFRKRFQK  1  PY04996                  (  228) AIPIFLGISYKYSLFGFRKRFQK  1  PY06760                  (  290) AIPIFLGISYKYSLFGFRKRFQK  1  PY05150                  (  228) AIPIFLGISYKYSLFGFRKRFQK  1  PY02687                  (  285) AIPIFLGIAYKYSLFGFRKRFQK  1  PY02970                  (  291) AIPIFLGIAYKYSLFGFRKRFQK  1  PY07160                  (  236) AIPIFLGISYKYSLFGFRKRFQK  1  PY02541                  (  236) AIPIFLGISYKYSLFGFRKRFQK  1  PY02131                  (  236) AIPIFLGISYKYSLFGFRKRFQK  1  PY02782                  (  293) AIAFFLGISYKYSLFGFRKRFQK  1  PY00924                  (  383) AIAFFLGISYKYSLFGFRKRFQK  1  PY05586                  (  294) AIAFFLGISYKYSLFGFRKRFQK  1  PY03194                  (  260) AIAFFLGISYKYSLFGFRKRFQK  1  PY05624                  (  260) AIAFFLGISYKYSLFGFRKRFQK  1  PY04795                  (  270) AIAFFLGISYKYSLFGFRKRFQK  1  PY05146                  (  313) AIAFFLGISYKYSLFGFRKRFQK  1  PY05769                  (  266) AIAFFLGISYKYSLFGFRKRFQK  1  PY02298                  (  266) AIAFFLGISYKYSLFGFRKRFQK  1  PY02652                  (  266) AIAFFLGISYKYSLFGFRKRFQK  1  PY06204                  (  266) AIAFFLGISYKYSLFGFRKRFQK  1  PY06829                  (  257) AIAFFLGISYKYSLFGFRKRFQK  1  PY06567                  (  584) AIAFFLGISYKYSLFGFRKRFQK  1  PY05688                  (  300) AIAIFLGISYKYSLFGFRKRSQK  1  PY04554                  (  268) AIPIFLGIAYKYSLFGFRKRSQK  1  PY06742                  (  286) AIAIFLGISYKYSLFGFRKRSQK  1  PY06666                  (  231) AIPIFLGIAYKYSLFGFRKRSQK  1  PY01872                  (  244) AIAFFLGISYKYSLFGFRKRAQK  1  PY00177                  (  243) AIAFFLGISYKYSLFGFRKRAQK  1  PY05410                  (  260) AIAFFLGISYKYSLFGFRKRAQK  1  PY00580                  (  250) AIAFFLGISYKYSLFGFRKRAQK  1  PY03991                  (  291) AIAFFLGISYKYSLFGFRKRAQK  1  PY07342                  (  254) AIAFFLGISYKYSLFGFRKRAQK  1  PY06796                  (  255) AIAFFLGISYKYSLFGFRKRAQK  1  PY05708                  (  257) AIAFFLGISYKYSLFGFRKRAQK  1  PY04733                  (  313) AIPIFLGIAYKYSLFGFRKRVQK  1  PY07594                  (  254) AIAIFLGISYKYSLFGFRKRVQK  1  PY03403                  (  340) AIPIFLGIAYKYSLFGFRKRVQK  1  PY02543                  (  271) AIAFLLGISYKYSLFGFRKRFQK  1  PY03729                  (  266) AIAFLLGISYKYSLFGFRKRFQK  1  PY02278                  (  259) AIAFLLGISYKYSLFGFRKRFQK  1  PY00494                  (  261) AIAFLLGISYKYSLFGFRKRFQK  1  PY04215                  (  257) AIAFLLGISYKYSLFGFRKRFQK  1  PY07477                  (  312) AIAFFLGISYKYSLFGFRKRVQK  1  PY04327                  (  260) AIAFFLGISYKYSLFGFRKRVQK  1  PY01873                  (  290) AIPILLGVSYKYSLFGFRKRFQK  1  PY07411                  (  255) AIPIFWGISYKYSLFGFRKRSQK  1  PY03636                  (  259) AIAFLLGISYKYSLFGFRKRAQK  1  PY06020                  (  285) AIAILLGVSYKYSLFGFRKRSQK  1  PY02971                  (  243) AIAFFLGIFYKYSLFGFRKRFQK  1  PY07021                  (  269) AIGIFLGISYKYSLFGFRKRFQK  1  PY03010                  (  286) AISFFLGISYKYSLFGFRKRSQK  1  PY03983                  (  293) AIPIFLGIFYKYSLFGFRKRSQK  1  PY05781                  (  259) AIAIFLGISYKYSLFGFRKRFKK  1  PY01834                  (  316) AIPFFLGIAYKYSLFGFRKRTQK  1  PY00085                  (  260) AVSIFLGIAYKYSLFGFRKRFQK  1  PY04755                  (  236) AVSIFLGIAYKYSLFGFRKRFQK  1  PY00175                  (  285) AIPMFLGIAYKYSLFGFRKRFQK  1  PY04988                  (  270) AIAFFLGISYKYSLFGFRKRFKK  1  PY07017                  (  225) AIAFFLGISYKYSLFGFRKRFKK  1  PY03973                  (  254) AIAIFLGISYKYSLFGFRKRGQK  1  PY04979                  (  255) AIAFFLGISYKYSLFGFRKRFKK  1  PY01774                  (  266) AIAFFLGISYKYSLFGFRKRFKK  1  PY07027                  (  266) AIAFFLGISYKYSLFGFRKRFKK  1  PY03177                  (  259) AIAFFLGISYKYSLFGFRKRFKK  1  PY02564                  (  261) AIAFFLGISYKYSLFGFRKRFKK  1  PY06514                  (  261) AIAFFFGISYKYSLFGFRKRFQK  1  PY01110                  (  288) AIPIFLGIAYKYSLFGFRKRSKK  1  PY04786                  (  244) AVSIFLGIAYKYSLFGFRKRSQK  1  PY02688                  (  243) AIGFLLGISYKYSLFGFRKRFQK  1  PY02312                  (  307) AIAIFFGISYKYSLFGFRKRAQK  1  PY07653                  (  228) AIPIFFGISYKYSLFGFRKRAQK  1  PY02940                  (  254) AIGFLLGISYKYSLFGFRKRFQK  1  PY00297                  (  235) AASILLGVSYKYSLFGFRKRFQK  1  PY03091                  (  260) AASILLGVSYKYSLFGFRKRFQK  1  PY06227                  (  269) AASILLGVSYKYSLFGFRKRFQK  1  PY04083                  (  258) AIGFFLGISYKYSLFGFRKRVQK  1  PY03948                  (  246) AASILLGISYKYSLFGFRKRSQK  1  PY07422                  (  256) AIAFLLGISYKYSLFGFRKRFKK  1  PY07331                  (  259) AIAFLLGISYKYSLFGFRKRFKK  1  PY07546                  (  236) AIALFLGISYKYSLFGFRKRFQK  1  PY03331                  (  244) AASILLGVSYKYSLFGFRKRSQK  1  PY06499                  (  260) AASILLGVSYKYSLFGFRKRSQK  1  PY04466                  (  255) VIAFLLGISYKYSLFGFRKRFQK  1  PY01331                  (  243) AASILLGVSYKYSLFGFRKRSQK  1  PY02036                  (  241) AASILLGVSYKYSLFGFRKRSQK  1  PY06754                  (  270) AASILLGVSYKYSLFGFRKRSQK  1  PY05560                  (  238) AASILLGVSYKYSLFGFRKRSQK  1  PY06877                  (  240) AASILLGVSYKYSLFGFRKRSQK  1  PY07533                  (  239) AASILLGVSYKYSLFGFRKRSQK  1  PY06886                  (  255) AASILLGVSYKYSLFGFRKRSQK  1  PY05871                  (  308) AIPIFLVIAYKYSLFGFRKRSQK  1  PY05923                  (  282) AASILLGVSYKYSLFGFRKRSQK  1  PY07838                  (  261) AASILLGVSYKYSLFGFRKRSQK  1  PY07516                  (  228) AASILLGVSYKYSLFGFRKRSQK  1  PY05648                  (  288) AITIFLGISYKYSLFGFRKRVQK  1  PY02827                  (  313) AIPIFLGIFYKYSLFGFRKRTQK  1  PY00997                  (  269) AIAIFWGIAYKYSLFGFRKRSKK  1  PY05244                  (  286) AIPIFLGIFYKYSLFGFRKRTQK  1  PY06151                  (  252) AISICLGIAYKYSLFGFRKRFQK  1  PY05719                  (  284) AIGIFLGISYKYSLFGFRKRFKK  1  PY03042                  (  249) AIGIFLGISYKYSLFGFRKRFKK  1  PY07111                  (  288) AIAILGGISYKYSLFGFRKRVQK  1  PY06619                  (  285) TIAIFLGIAYKYSLFGFRKRVQK  1  PY06732                  (  291) AIAFFFGISYKYSLFGFRKRSQR  1  PY07406                  (  286) AIPIFLGISYKYSLFGFRKRSQX  1  PY02614                  (  269) AIAFLLGVSYKYSLFGLRKRFQK  1  PY05673                  (  290) AIPIFLGIVYKYSLFGFRKRFKK  1  PY02973                  (  250) AIAFFLGISYKYSLFGFRKRGKK  1  PY00500                  (  270) AIGIFWGISYKYSLFGFRKRFKK  1  PY02671                  (  249) AVSIFLGISYKYSLFGFRKRSKK  1  PY03359                  (  328) ATLILLGIAYKYSLFGFRKRSQK  1  PY06782                  (  272) ATLILLGIAYKYSLFGFRKRSQK  1  PY06220                  (  284) ATLILLGIAYKYSLFGFRKRSQK  1  PY07022                  (  292) ATLILLGIAYKYSLFGFRKRSQK  1  PY00055                  (  284) AILFFGGISYKYSLFGFRKRSQK  1  PY03760                  (  249) AVSTFLGISYKYSLFGFRKRFQK  1  PY06374                  (  249) AASILLGVSYKYSLFGFRKRSKK  1  PY01080                  (  257) VIAFLLGISYKYSLFGFRKRFKK  1  PY07849                  (  249) TVSIFLGIAYKYSLFGFRKRFQK  1  PY05822                  (  254) AIAFLGGISYKYSLFGFRKRFKK  1  PY04516                  (  271) AVSILLGVSYKYSLFGFRKRFKK  1  PY06126                  (  249) AVSIFLGIAYKYSLLGFRKRSQK  1  PY07090                  (  291) AIPIFLGIFYKYSLFGFRKRTKK  1  PY04084                  (  252) AASILLVVSYKYSLFGFRKRSQK  1  PY02565                  (  265) VASFFFGISYKYSLFGFRKRFQK  1  PY04430                  (  246) AVSILLGIAYKYSLLGFRKRSQK  1  PY02943                  (  244) AVLIFLGIAYKYSLLGFRKRSQK  1  PY07264                  (  280) AASILLGVSYKYSLFGFRKQSQK  1  PY06029                  (  309) AIVFFLGISYKYSLFGSRKRSQK  1  PY06851                  (  281) AIPIFFAIVYKYSLFGFRKRSQK  1  PY05820                  (  299) VTLILLGIAYKYSLFGFRKRSQK  1  PY03987                  (  254) AASIFLGIAYKYSLLGFRNRFQK  1  PY07226                  (  307) ATLILLGIGYKYSLFGFRKRSQK  1  PY01184                  (  293) AIPICLGIAYKYSLFGFRKQSKK  1  PY02660                  (  316) VILILLGIARKYSLFGFRKRAQK  1  PY07327                  (  257) AIGFFLGISYKYSLFGLRKRAQX  1  PY04321                  (  325) ATLILLGIAYKYSLFGIRKRSQK  1  PY03016                  (  244) AASILLGVSYKYSLFGFRKRPEK  1  PY03986                  (  250) VASILLGVSYKYSLFGFQKRSQK  1  PY05912                  (  286) AIAISLVISYKYSLFGFRKRARK  1  PY04066                  (  254) AASILFGVSYKYSLFGFRKKVKK  1  PY04787                  (  244) ASSILLGISYKYSLFGFRKKVKK  1  PY05767                  (  250) ASSILLGVSYKYSLFGFRKKVKK  1  PY00308                  (  281) AIPVFLGVAYKYSLFGFDKLFQR  1  PY00552                  (  287) AITIFLGIFYKGSLFVLRKRAQK  1  PY06334                  (  244) ALSIFLGIEYKYSSLGFRKRSQK  1  PY04773                  (  287) AMTIFLGIFYKCSLFILRKRSQK  1  PY01595                  (  276) TISIFLGIFFKCSLFVLRKRAQK  1  PY01963                  (  380) LIPIALAIMYKYLPFGWRKKSKK  1  PY00754                  (  409) LIPIALAIMYKYLPFGWRKKSKK  1  PY04914                  (  409) LIPIALAIMYKYLPFGWRKKSKK  1  PY07187                  (  462) LIPIALAIMYKYLPFGWRKKSKK  1  PY01773                  (  420) LIPIALAIMYKYLPFGWRKKSKK  1  PY01981                  (  436) LIPIALVIMYKYLPFGWRKKSKK  1  PY05816                  (  270) AIIIFWRIFYKYSLFGLRKNSKT  1  PY02140                  (  252) IIVVFIGIYYKYSLSGFRNRFKK  1  PY03438                  (  294) VTLILLGIAYKYSLFKSRKPFHR  1  PY04155                  (  252) IIIVFIGIYYKYSLSGFRNRFKK  1  //   
	f20:  log-odds matrix: alength= 20 w= 23 n= 54430 bayes= 10.5855 E= 6.1e-3023     492   -580   -861   -775   -726   -578   -696   -244   -892   -120   -525   -896   -710   -714   -662   -611   -133     53   -693   -866     237   -603   -882   -791   -708   -560   -627    307   -893   -353   -157   -850   -609   -663   -632   -276      8     97   -633   -798     364   -608   -901   -831   -801     41   -673   -272   -946    -35   -625   -864    357   -690   -667    139   -129   -130   -695   -878    -631   -759  -1071   -974    248   -902   -724    287  -1072   -310   -148  -1062   -810   -793   -803   -976   -288    -65   -615   -736      46   -104   -931   -881    335   -531   -716   -883  -1013    188   -723   -892   -619   -730   -715   -356   -581   -597   -734   -876    -407   -555   -722   -593    -59   -120   -435   -235   -689    334   -207   -738   -472   -441   -414   -635   -497   -280    159   -571      30   -605   -530   -547   -731    461   -443   -732   -648   -710   -574   -575   -490   -516   -165   -511   -547    -56   -507   -728    -602   -750  -1034   -986   -822   -844   -869    330  -1096   -644   -632  -1070   -824   -918   -875   -937   -720    238   -843   -941     287   -617   -889   -310    -11   -243   -602   -708   -927   -680     91   -854   -611   -677   -653    282   -565   -129   -585   -233    -766   -831   -975   -934   -282   -840   -454   -856   -995   -734   -709   -909   -786   -723   -169   -891   -834   -707   -391    392    -960  -1032  -1063  -1117  -1120   -875   -875  -1256    312  -1106  -1139  -1183   -861   -996   -908  -1126  -1053  -1067   -894  -1138    -600   -106  -1018  -1024   -769   -256   -711  -1059  -1124   -953   -910  -1042   -783   -872   -828   -831   -818   -819   -676    391    -670   -905  -1041  -1068   -990   -785   -831  -1136  -1170   -122   -995  -1109   -813   -935   -874    338   -883   -893   -836   -986    -488   -746   -958   -909   -810   -661   -733   -789  -1018    345   -616   -972     91   -764   -732   -377   -703   -634   -737   -904    -574   -785   -975   -943    398   -730   -527   -853  -1026   -147   -707   -939   -749   -758   -734   -286   -767   -691   -466   -503    -288   -604   -516   -534   -719    466   -431   -387   -413   -700   -563   -562   -481   -505   -396   -507   -545   -152   -495   -715    -594   -677   -855   -803    389   -739   -451   -364   -902   -121   -533   -854   -655   -672   -641   -290   -730   -545    233   -404    -766   -955   -339   -885  -1009   -779   -742  -1157  -1006  -1042  -1025   -901   -805   -194    560   -910   -895   -956   -833   -990    -865  -1002   -969  -1030  -1067   -838   -825  -1209    309  -1083  -1088   -242   -842   -937   -818  -1021   -982  -1019   -870  -1064    -342   -454   -596   -551   -645   -450   -214   -587   -132   -377   -466   -404   -179   -108    547   -530   -471   -494   -330   -631     181   -620   -927   -878    285   -151   -734   -913  -1012   -862   -748   -889   -162   -729   -714    189    -90    120   -777   -989    -537   -814   -732   -292   -911   -644    -76   -813     96   -714   -628   -698   -631    495   -102   -694   -613   -626   -649   -810    -304   -472   -547   -475   -599   -447   -338   -509    302   -519   -426   -515   -389   -381     56   -521   -305   -430   -391   -587   
	f23:  letter-probability matrix: alength= 20 w= 23 nsites= 161 E= 6.1e-3023   0.888199  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.012422  0.000000  0.037267  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.018634  0.043478  0.000000  0.000000   0.149068  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.714286  0.000000  0.006211  0.006211  0.000000  0.000000  0.000000  0.000000  0.012422  0.049689  0.062112  0.000000  0.000000   0.360248  0.000000  0.000000  0.000000  0.000000  0.049689  0.000000  0.012422  0.000000  0.068323  0.000000  0.000000  0.236025  0.000000  0.000000  0.242236  0.018634  0.012422  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.341615  0.000000  0.000000  0.621118  0.000000  0.006211  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.018634  0.000000  0.000000   0.037267  0.012422  0.000000  0.000000  0.621118  0.000000  0.000000  0.000000  0.000000  0.322981  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.043478  0.018634  0.000000  0.012422  0.000000  0.900621  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.024845  0.000000   0.037267  0.000000  0.000000  0.000000  0.000000  0.931677  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.024845  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.832298  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.167702  0.000000  0.000000   0.211180  0.000000  0.000000  0.006211  0.055901  0.006211  0.000000  0.000000  0.000000  0.000000  0.037267  0.000000  0.000000  0.000000  0.000000  0.658385  0.000000  0.012422  0.000000  0.012422   0.000000  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000  0.987578   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.012422  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.981366   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.037267  0.000000  0.000000  0.000000  0.000000  0.000000  0.962733  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.956522  0.000000  0.000000  0.037267  0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.956522  0.000000  0.000000  0.000000  0.000000  0.031056  0.000000  0.000000  0.000000  0.000000  0.000000  0.012422  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.975155  0.000000  0.006211  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.012422  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.906832  0.000000  0.000000  0.006211  0.000000  0.037267  0.000000  0.000000  0.000000  0.000000  0.000000  0.012422  0.000000  0.000000  0.037267  0.000000   0.000000  0.000000  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.987578  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.981366  0.000000  0.000000  0.018634  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.055901  0.006211  0.000000  0.006211  0.006211  0.012422  0.913043  0.000000  0.000000  0.000000  0.000000  0.000000   0.099379  0.000000  0.000000  0.000000  0.440994  0.012422  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.341615  0.024845  0.074534  0.000000  0.000000   0.000000  0.000000  0.000000  0.006211  0.000000  0.000000  0.006211  0.000000  0.223602  0.000000  0.000000  0.000000  0.000000  0.757764  0.006211  0.000000  0.000000  0.000000  0.000000  0.000000   0.000358  0.000322  0.000828  0.000675  0.000751  0.000469  0.000140  0.001047  0.964165  0.001082  0.000245  0.001243  0.000245  0.000300  0.018887  0.001143  0.006801  0.000403  0.000089  0.000808   
	f26:  BL   MOTIF 2 width=21 seqs=183 PY03331                  (  135) NMDIKDISNFYDAFKSLCNMY  1  PY02036                  (  131) NMDIKDISNFYDAFKSLCNMY  1  PY05560                  (  129) NMDIKDISNFYDAFKSLCNMY  1  PY02572                  (  131) NIDIKDISNFYDAFKSLCNMY  1  PY05923                  (  172) NIDIKDISNFYDAFKSLCNMY  1  PY02565                  (  156) NIDIKDISNFYDAFKSLCNMY  1  PY03948                  (  136) NIDIKDISNFYDAFKSLCNMY  1  PY06499                  (  151) DIDIKDISNFYDAFKSLCNMY  1  PY00580                  (  137) NINIEDMSKLYDAFKLLCNMY  1  PY03987                  (  146) DIDIKDISNFYDAFKSLCNMY  1  PY07533                  (  128) DIDIKDISNFYDAFKSLCNMY  1  PY06886                  (  146) DIDIKDISNFYDAFKSLCNMY  1  PY07838                  (  153) DIDIKDISNFYDAFKSLCNMY  1  PY07516                  (  143) DIDIKDISNFYDAFKSLCNMY  1  PY03177                  (  138) NMNIKDMSKFYDAFKLLCIMY  1  PY00284                  (  161) NIDIKDISKFYEAFKLLCKMH  1  PY05244                  (  158) NIGINDMSKFYDAFKPLCNMY  1  PY06877                  (  129) NMNIKDISNFYDPFKSLCNMY  1  PY02973                  (  137) NINIEDMSKFYDAFKLLCIMY  1  PY03091                  (  150) NIDIKDISNFYDALKSLCNMY  1  PY04996                  (  131) EMNIKDISKFYDAFKSLCEMY  1  PY04516                  (  162) NIDIKDISNFYDALKSLCNMY  1  PY03983                  (  158) NIGINDMSNFYDAFKPLCNMY  1  PY06547                  (  139) DINIKDMSDFYDAFKSLCNMY  1  PY03986                  (  139) NMNIKDVSNFYDAFKSLCNMC  1  PY07653                  (  131) KMNIKDISKFYDAFKSLCEMY  1  PY05648                  (  150) NMDSNDVPKFYEAFKSLCEMY  1  PY05769                  (  139) DMDKKIISNFYEAFKLLCEMH  1  PY02652                  (  139) DMDKKIISNFYEAFKLLCEMH  1  PY07331                  (  132) DMDKKIISNFYEAFKLLCEMH  1  PY01080                  (  130) DMDKKIISNFYEAFKLLCEMH  1  PY03016                  (  134) NIDINDISNFYVAFKSLCNMY  1  PY02827                  (  169) NMDMNIMSNFYDAFKLLCTMH  1  PY01834                  (  186) NISINDISKFYDAFKILCNMY  1  PY03729                  (  139) NMNRNIISKFYEAFKLLCEMY  1  PY04787                  (  135) NMNIKDISNFYDPFKSLCKMY  1  PY05767                  (  141) NMNIKDISNFYDPFKSLCKMY  1  PY00493                  (  175) NMDSKIVSKFYKAFKLLCEMY  1  PY07035                  (  184) GMDSNDVSKFYEAFKLLCEMY  1  PY02687                  (  148) GMDSNDVSKFYEAFKLLCEMY  1  PY01110                  (  141) NININDMSKFYELLKLLCNMY  1  PY02564                  (  139) NMNIKNMSKFYAPFKSLCNMY  1  PY06567                  (  150) NISIENMSKFYDAFKLLCSMY  1  PY07264                  (  130) NMNIKDISNFYDAFKLLCKMN  1  PY03332                  (  168) DIDISHMSKFYELLKLLCNMH  1  PY02971                  (  129) NINIKDMSEFYDAFKLLCNIY  1  PY01871                  (  150) NMNSNIVPKFYEAFKSLCEMY  1  PY05410                  (  140) NINIEDLSKFYDASKLLCNMY  1  PY06227                  (  159) DIDIKDIYNFYDAFKSLCNMY  1  PY06339                  (  149) NMDSKIVPKFYKAFKSLCEMY  1  PY07405                  (  140) NMDSKIVPKFYKAFKSLCEMY  1  PY05719                  (  167) DMDSNIISELYDAFKLLCEMY  1  PY06796                  (  140) NINIEDLSKLYDAFKLLCSMY  1  PY06851                  (  153) NIGINDISNFYDAFKPLCKMY  1  PY07422                  (  138) NMDIKAISKFYAPFKSLCNMY  1  PY05150                  (  131) EMNIKYISKFYDAFKSLCEMY  1  PY04554                  (  134) NMDNSIISNFYKAFKSLCEMY  1  PY07090                  (  159) NIGINDVSNLYDAFKPLCNMY  1  PY04066                  (  144) NMNIKDISNFYDPFKSLCNLY  1  PY00988                  (  140) NMNKNIISELYDAFKLLCEMY  1  PY07175                  (  149) NMDSNNVSKFYKAFKSLCEMY  1  PY03438                  (  140) DIDIKDMSKLYDAFKILCKMI  1  PY04084                  (  142) DMNIKDISNFYDPFKSLCNVY  1  PY01184                  (  161) SINITEMSKFYDAFKLLCEMY  1  PY03636                  (  145) NINIEDLSKFYDAFKLICSMY  1  PY04215                  (  139) NMNIKNMSKFYVPFKSLCSMY  1  PY00552                  (  154) NINIEDISKFYEAFKLLCKLH  1  PY06029                  (  180) NIDINDISNFYAAFKSVCNMY  1  PY07477                  (  198) NINIEDLSKFYDASKLLCSMY  1  PY01872                  (  129) NINIEDLSKFYDAFNLLCIMY  1  PY07226                  (  161) DIDISVMSKFYDLFKNLCNMY  1  PY05781                  (  138) DMDIKYISKFYDAFNALCMMY  1  PY05816                  (  147) NMDFEDISKFYEAFKLLCKIH  1  PY05822                  (  138) DIDKNIISNLYDAFKSLCKMY  1  PY01111                  (  138) NIDINIMPKFYKLLKLLCNMY  1  PY02782                  (  157) NMDSNIAPKFYKAFKLLCEMY  1  PY05912                  (  139) DINISNMSKFYELLKLLCNMY  1  PY06829                  (  129) GMDRNIISDFYEAFKLLCEMY  1  PY07021                  (  153) DMNKNIISKLYDAFNILCNMY  1  PY03042                  (  140) DMNKSIISELYDAFKILCEMY  1  PY03010                  (  149) NMDNYIISNFYKAFKLLCEMY  1  PY02614                  (  140) DMDNKIISELYNAFKLLCEMY  1  PY02543                  (  142) DMDNKIISELYNAFKLLCEMY  1  PY02970                  (  158) GMDSNILSNFYKAFKLLCEMY  1  PY05146                  (  174) NMNIKDISNFYDAFYALCMMH  1  PY04786                  (  134) NMNIKDISNFYDPFKSLFNMY  1  PY07624                  (  140) NIPNKDMSKFYDAFKSLCKLY  1  PY02131                  (  140) TMSIKDISKFYDAFKSLCKLY  1  PY00175                  (  138) DININHMSKFYELLKLLCNMN  1  PY07342                  (  140) NIDIEDLSKFYDASKLICSMY  1  PY06740                  (  178) NIGIKDMSNFYAPFKSLCNIY  1  PY00297                  (  138) TIDIKDISKFYNAFKSLCNLY  1  PY05624                  (  132) DMDTNIISNFYEVFKLLCEMY  1  PY02541                  (  140) NIPNEHMSKFYDAFKSLCKLY  1  PY03194                  (  145) NINIEDLSKFYDVFNLLCKMH  1  PY06151                  (  147) SIGIKDISKFYDAFKLLCEIC  1  PY07160                  (  140) NIPKEDISKFYDAFKSLCKLY  1  PY00578                  (  109) NINIKDLSKFYDASKLICSMY  1  PY06619                  (  155) KMDKNIISKLYNAFKLLCEMY  1  PY06760                  (  139) YMDSNIVSKFYEAFKLLCNLY  1  PY00177                  (  127) NINIKDLSEFYDASKLICNMY  1  PY07413                  (  145) KMNIKDISNFYDLFKSLCNVY  1  PY07594                  (  138) SMDMSIISKLYDAFNTLCDMY  1  PY06220                  (  140) NINISVMSKFYGLLKILCNMH  1  PY06742                  (  139) DIDISHMSKFYELLKLLCSMD  1  PY05828                  (  138) SIDIKDMSKFYDAFILLCDIC  1  PY02298                  (  137) GMDRNIISDFYEAFKLICEMY  1  PY01873                  (  146) YMDSNIIPKFYEAFKLLCNLY  1  PY06732                  (  144) DIDISHMPKFYELLKLLCDMN  1  PY06754                  (  124) NIGIKDMSNFYEVFKLLCKMD  1  PY04327                  (  145) NINIDDLSKFYDASKLICSMY  1  PY03991                  (  176) NININDLSNFYDASKLICSMY  1  PY07022                  (  139) DIDISVMSEFYRLFKILCNMH  1  PY04755                  (  131) SIDIKDMSKFYHAFVLLCEIC  1  PY04083                  (  140) DISNEKISKLYDLFKSLCNMY  1  PY04155                  (  132) SMDKSIISKLYDALTSLCNMH  1  PY06782                  (  126) DIDISVMSKFYDLFKNICSMY  1  PY07111                  (  141) DINISHMPRFYELLKLLCNMN  1  PY05871                  (  160) DINISYMSKFYELLKLLCEMN  1  PY05708                  (  140) DIDFKDLSKFYDASKLICSMY  1  PY05586                  (  167) NMDMSIVPKLYEAFNKLCMMH  1  PY04773                  (  152) NIHFEDISKFFEAFKLLCKMH  1  PY07411                  (  108) DINISHMSRFYKLLKLLCNMN  1  PY02278                  (  141) DMDKNSISTLYDAFKLLCKMY  1  PY07546                  (  140) SMDKSIIFKFYDAFKSLCNLY  1  PY06549                  (  140) NINIENLSKFYDASKLICSMY  1  PY00055                  (  127) DINITHMSKFYELLKLLCKMN  1  PY00997                  (  139) NINIDNMPKFYESLKLLCNMY  1  PY02312                  (  160) NINISHMSKFYELLKLLCNLN  1  PY03973                  (  138) NMDISIISRLYDAFNTLCDIY  1  PY07421                  (  139) DIDISDMSKFYNLFKILCNVI  1  PY00500                  (  141) SMDKIIISKLYDALQSLCNMY  1  PY00924                  (  269) NINIKDLSKFYHPSKLICSMY  1  PY02671                  (  139) NINFEDMSKFYDASNALCEIY  1  PY00085                  (  155) SMDMSIISKFYDAFILLCDIC  1  PY07406                  (  148) NMDSNTASKFYKAFKSLCEIY  1  PY02660                  (  153) DIDINVMSKFYNLFNNLCKMY  1  PY04931                  (  161) DMDKNIVSKFYEALISLCKLY  1  PY01331                  (  133) NIDIKYISNYYDPFKSLCNVY  1  PY03760                  (  139) NMDMKIISKFYYSFVLLCNMH  1  PY06374                  (  139) NINFEDMSKFYDAFNKLCTIY  1  PY04321                  (  170) NISNENMSKLYDLFKNLCKMY  1  PY01837                  (  148) SINLKDMSNFYGAFKLLCIVH  1  PY06126                  (  139) NIGIKDMSRFYHAFNELSNMY  1  PY01595                  (  149) STNIENMSKIYDAFKPLCNMY  1  PY02140                  (  132) SMDKSIISKLYDALTSLCNIH  1  PY05673                  (  152) NMDDHIISNFYKAFKLLCELD  1  PY05820                  (  139) NISNENVSKLYDLFKILCNMI  1  PY00494                  (  131) NISSDKVSKLYKLFKILCEMY  1  PY06763                  (  131) NISSDKVSKLYKLFKILCEMY  1  PY02688                  (  131) NISKDKVSKLYKLFKILCEMY  1  PY01774                  (  140) DISSEKITKLYVLFKSLCNMY  1  PY07027                  (  140) DISSEKITKLYVLFKSLCNMY  1  PY04430                  (  141) SIDIKDMSKFYDTFILLCDIC  1  PY02940                  (  136) NISNDKVSKLYKLFKILCEMY  1  PY05688                  (  153) NIDIINISKFYKLLKLLCDMN  1  PY07017                  (  113) NISKDQVSKLYKLFKILCEMY  1  PY04979                  (  122) NISKDKVSKLYNLFKILCEMY  1  PY07327                  (  139) DISNEKITKLYVLFKSLCNMY  1  PY03359                  (  181) DIDISDMSKFYSLFKILCDVI  1  PY07849                  (  139) SIYVKDMSNFYDAFILLCHIY  1  PY07501                  (  145) SMDMSIISKLYDAFSTLCDIY  1  PY07198                  (  129) NISNDKVSKLYNLFKILCEMY  1  PY04733                  (  176) DMDKNIVSKFYEELKSLCKLY  1  PY02943                  (  139) SIYVKDISKFHDAFNTLCMMY  1  PY06020                  (  138) NINISHMAKFDELLKLLCNMN  1  PY06334                  (  140) SISIIDMYIFYDAFILLCDMY  1  PY04795                  (  140) TMDKSIIIKLYNAFNILCNMY  1  PY06514                  (  131) TMDMSIISKLYDVFIKLCTMH  1  PY06666                  (  139) SMDMXIISKLYDAFNTLCDTY  1  PY07080                  (  138) NNNIEDLSEFYDIFKLICSMY  1  PY03403                  (  198) DMDSNTVFKFYEALISLCKLY  1  PY04988                  (  133) EVTNEKLSKFYAPFKSLCNMY  1  PY06204                  (  138) KITNDKLAKFYAPFKLLCNMY  1  PY00754                  (  133) NLEIHRMRKLYGLLNELCNAI  1  PY04914                  (  133) NLEIHRMRKLYGLLNELCNAI  1  PY07826                  (  133) NLEIHRMRKLYGLLNELCNAI  1  PY01981                  (  132) RIKINEMRKLYELLNELCNAI  1  PY01773                  (  132) NLNIDRMRRLYGLLIKLCNAI  1  PY07187                  (  133) NLEIARMRTLYGLLNELCNAI  1  PY01963                  (  133) NIKIGEMRILYGLLNELCNAI  1  PY00308                  (  150) LMDIKEISKFNDPFSILFYLY  1  PY04466                  (  128) YKNLIDKKKYFLAFKLLCEMY  1  //   
	f35:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.215 E= 9.8e-2010    -550   -830    191   -166   -916    -43   -445   -992   -237   -397   -849    241   -609   -536   -182     10   -109   -792   -788   -199    -491   -662   -917   -805   -617   -717   -626    270   -436   -152    432   -416   -682   -672   -639   -758   -295   -197   -591   -752    -551   -830    282   -126   -917     23    -94   -995   -332   -914   -852    163    -26   -537   -570      2   -204   -794   -789   -257    -352   -536   -354   -618   -111   -560   -452    276     -4   -255    116    -42   -529   -500    -28     15   -269   -111   -461   -618    -167   -595    -14    143   -597   -242     99   -191    163   -530   -440     98   -402   -280   -272     66   -181   -426   -489   -334    -175   -662    272   -110   -666   -463    225    146    -78   -575   -470    -73   -428   -154     51   -340   -186    -23   -527   -158    -130   -648   -916   -805   -662   -729   -642    242   -436     19    394   -897   -689   -691   -656   -768   -587    198   -626   -778    -103   -445   -572   -571   -257   -449   -407   -388   -418   -571   -456   -495    138   -451     72    315    -38   -468   -465   -269    -525   -863   -184     -7   -937   -527   -467   -296    241   -875   -797    138   -600   -486     42   -605   -205   -736   -804   -861    -762   -839  -1011   -960    362   -874   -492   -383  -1024    143   -584   -945   -807   -743   -728   -924   -836   -643   -426   -227    -772   -842   -359   -921   -221   -836    -94   -867   -994   -746   -720   -415   -795   -727   -708   -886   -837   -718   -403    389      23   -786    292    186   -796     21     56   -769    -23   -385   -589   -101   -511   -369   -165   -369   -523    -25   -655   -352     445   -550   -804   -324   -638   -518   -548   -355   -805    137   -457   -791    202   -592   -554   -287   -281    -44   -551   -720    -565   -792  -1002   -966    366   -732   -558   -815  -1052     96   -663   -962   -763   -776   -756    -62   -766   -679   -498   -538    -499   -747   -510   -585   -777   -513   -456    -79    277   -733   -659     14   -605   -202   -547   -290   -203   -152   -680   -351     -66   -561   -639    -49   -567   -555   -459     23   -238    225   -385   -217     46   -494   -480    180    -74   -314   -488   -642    -447   -594   -774   -645   -491   -653   -502    -40   -742    339   -257   -792   -524   -496   -469   -686   -538   -181   -483   -670    -311    522   -635   -550   -339   -522   -430   -552   -710   -548   -437   -678   -481   -502   -420   -446   -437   -440   -517   -681    -477   -844    -11    215   -887   -534    -95   -196     11   -796     13    205   -569   -439   -507    -17   -149   -660   -750   -355      41   -706  -1011   -916   -726   -838   -794      0  -1018      2    524  -1011   -789   -819   -792   -891   -302     16   -748   -893    -608     32   -192   -645   -584   -574    326    -50   -792   -815   -778    -84   -665   -595   -616   -652   -662   -752   -509    347   
	f38:  letter-probability matrix: alength= 20 w= 21 nsites= 183 E= 9.8e-2010   0.000000  0.000000  0.251366  0.016393  0.000000  0.027322  0.000000  0.000000  0.021858  0.005464  0.000000  0.535519  0.000000  0.000000  0.005464  0.098361  0.021858  0.000000  0.000000  0.016393   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.551913  0.005464  0.027322  0.398907  0.005464  0.000000  0.000000  0.000000  0.000000  0.005464  0.005464  0.000000  0.000000   0.000000  0.000000  0.475410  0.021858  0.000000  0.043716  0.005464  0.000000  0.010929  0.000000  0.000000  0.311475  0.016393  0.000000  0.000000  0.092896  0.010929  0.000000  0.000000  0.010929   0.000000  0.000000  0.005464  0.000000  0.027322  0.000000  0.000000  0.584699  0.114754  0.010929  0.043716  0.076503  0.000000  0.000000  0.016393  0.103825  0.005464  0.010929  0.000000  0.000000   0.005622  0.000142  0.060473  0.147838  0.000330  0.005671  0.021920  0.022319  0.366750  0.000476  0.000108  0.202733  0.000108  0.000132  0.000111  0.148044  0.011188  0.000177  0.000039  0.005820   0.005464  0.000000  0.453552  0.021858  0.000000  0.000000  0.054645  0.240437  0.065574  0.000000  0.000000  0.060109  0.000000  0.005464  0.027322  0.005464  0.010929  0.027322  0.000000  0.021858   0.010929  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.453552  0.005464  0.098361  0.306011  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.125683  0.000000  0.000000   0.010929  0.000000  0.000000  0.000000  0.010929  0.000000  0.000000  0.005464  0.005464  0.000000  0.000000  0.000000  0.060109  0.000000  0.038251  0.841530  0.016393  0.000000  0.000000  0.010929   0.000000  0.000000  0.016393  0.049180  0.000000  0.000000  0.000000  0.010929  0.622951  0.000000  0.000000  0.262295  0.000000  0.000000  0.027322  0.000000  0.010929  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.748634  0.000000  0.000000  0.005464  0.000000  0.234973  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.010929   0.000000  0.000000  0.005464  0.000000  0.010929  0.000000  0.005464  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.972678   0.032787  0.000000  0.513661  0.196721  0.000000  0.043716  0.016393  0.000000  0.098361  0.005464  0.000000  0.049180  0.000000  0.000000  0.005464  0.005464  0.000000  0.027322  0.000000  0.005464   0.639344  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.005464  0.000000  0.229508  0.000000  0.000000  0.081967  0.000000  0.000000  0.010929  0.005464  0.021858  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.770492  0.000000  0.000000  0.000000  0.000000  0.169399  0.000000  0.000000  0.000000  0.000000  0.000000  0.060109  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.049180  0.797814  0.000000  0.000000  0.109290  0.000000  0.005464  0.000000  0.010929  0.010929  0.010929  0.000000  0.005464   0.016393  0.000000  0.000000  0.038251  0.000000  0.000000  0.000000  0.098361  0.021858  0.420765  0.000000  0.021858  0.027322  0.000000  0.000000  0.327869  0.027322  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.065574  0.000000  0.928962  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000   0.000000  0.983607  0.000000  0.000000  0.010929  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.060109  0.240437  0.000000  0.000000  0.005464  0.021858  0.125683  0.000000  0.021858  0.420765  0.000000  0.000000  0.000000  0.081967  0.016393  0.000000  0.000000  0.005464   0.038251  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.081967  0.000000  0.087432  0.754098  0.000000  0.000000  0.000000  0.000000  0.000000  0.005464  0.032787  0.000000  0.000000   0.000000  0.032787  0.016393  0.000000  0.000000  0.000000  0.109290  0.060109  0.000000  0.000000  0.000000  0.054645  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.726776   
	f41:  BL   MOTIF 3 width=21 seqs=183 PY04083                  (   75) NINIVEYIMIWLSYMLNLKEQ  1  PY01774                  (   75) NINIVEYIMIWLSYMLNLKEQ  1  PY07027                  (   75) NINIVEYIMIWLSYMLNLKEQ  1  PY07327                  (   74) NINIVEYIMIWLSYMLNLKEQ  1  PY05624                  (   67) NINIVEYILIWLSYMLNLKKQ  1  PY05586                  (  102) NIDVVEYIIIWLSYMLNLKEH  1  PY06514                  (   65) NINIVEYIIIWLSYMLSLKKQ  1  PY04466                  (   74) NINIVDYILIWLSYMLNLKEQ  1  PY03729                  (   74) NINIVDYILIWLSYMLNLKEQ  1  PY06567                  (  385) NTNIVEYIIIWLSYMLNLKEQ  1  PY01080                  (   66) NINIVDYILIWLSYMLNLKEQ  1  PY05769                  (   75) NINIVDYILIWLSYMLNLKPE  1  PY02652                  (   75) NINIVDYILIWLSYMLNLKPE  1  PY05822                  (   74) NINIVEYIMIWLSYMLKLKKN  1  PY07021                  (   85) NIDIVDYIIIWLSYMLNLKEN  1  PY07198                  (   72) NINVVDYIIIWLSYMLNLKST  1  PY05146                  (  109) NTNIVEYIIIWLSYMLNLKKS  1  PY00494                  (   74) NINVVEYIILWLSYMLNLKST  1  PY06763                  (   74) NINVVEYIILWLSYMLNLKST  1  PY00493                  (  111) NINIVDYILIWLSYMLNLKES  1  PY01871                  (   85) NINIVDYIMIWLSYMLNLGKS  1  PY02940                  (   79) NINVVEYIMIWLCYMLNLKST  1  PY06619                  (   89) YMNIVEYIMIWLSYMLNLKND  1  PY02688                  (   74) NTNVVEYIILWLSYMLNLKST  1  PY07331                  (   66) NINIVDYILTWLSYMLNLKQQ  1  PY06126                  (   74) NINIVEYIIIWLSYILSLKPH  1  PY06829                  (   65) NINIVDYIMLWVSYMLNLKET  1  PY03042                  (   73) NINIVDYIIIWLSYMLSLMES  1  PY06374                  (   74) NINIVDYIIIWLSYMLSLNKN  1  PY06886                  (   77) GDKIVEYAILWLSYKLNQKTH  1  PY04979                  (   65) IINVVEYIILWLSYMLNLKST  1  PY06204                  (   74) NINVVEYIIIWLSHMLNLKDK  1  PY00500                  (   75) NINIAGYIMIWLSYMLNLKKS  1  PY02298                  (   73) DINVVDYIILWLSYMLNLKPE  1  PY02687                  (   85) SINMVDYILIWLSYMLNLKES  1  PY02943                  (   74) NINIVEYIMIWLSYMLNFTTI  1  PY07849                  (   74) NTNIVEYIMIWLSYMLNFKKI  1  PY07546                  (   74) NIDIVEYIMIWLSYMVNLKNN  1  PY05648                  (   85) IINIVDYIMIWLSYMLNLDKS  1  PY03331                  (   70) GDKIVEYAILWLSYKLNQKKE  1  PY03760                  (   74) NINMVYYIIIWLSYMLSLKSH  1  PY03973                  (   74) NIDIVEYILIWLSYMLSLIKS  1  PY02671                  (   74) SINIVDYIIIWLSYMLSLNKN  1  PY01331                  (   66) SDKLVEYAILWLSYKLNQKTQ  1  PY07653                  (   66) NINVVVYILVWLSYKLNQKTN  1  PY04084                  (   77) SDKLVEYAILWLSYKLNQKTQ  1  PY07175                  (   84) NPNIVDYILIWLSYMLNLGKS  1  PY06782                  (   62) NMNIVTYIMTWISYKLNQKPQ  1  PY07022                  (   74) NMNIVIYIMTWISYKLNQKPQ  1  PY06151                  (   81) NINMVEYIMIWLSYILSLKKD  1  PY07594                  (   73) NINTVEYILIWLSYMLNLIKT  1  PY04996                  (   66) NINVVVYILVWLSYKLNQKTD  1  PY05150                  (   66) NINVVVYILVWLSYKLNQKTD  1  PY07017                  (   56) NINVVEYTMIWLCYMLNLKST  1  PY07421                  (   74) NMNIVTYIMTWISYKLNQKKQ  1  PY05719                  (  101) NINIVDYIILWLNYMLSLKEN  1  PY02572                  (   66) GDKIVEYAILWLSYKLNQTKQ  1  PY02970                  (   94) NINIVDYILIWLSYMLTLKES  1  PY04988                  (   69) YINAVEYIIIWLSHMLNLKDN  1  PY04795                  (   74) NVNIVEYIMIWLNYMLNLMEP  1  PY03986                  (   76) GEKLVEYAILWLSYKLNQKTQ  1  PY03948                  (   73) SDKLVEYAILWLSYKLNQKKE  1  PY06339                  (   84) NINIVDYIMIWLSYMINLKYS  1  PY03987                  (   79) GDKLVEYAILWLSYKLNQKKE  1  PY05781                  (   73) NINMVKYIFIWLSYMLNLKEQ  1  PY02564                  (   75) KNDIFDYIMIWLSYMLNLKEN  1  PY00988                  (   73) NTNIVDYIIIWLSYMLSLMDN  1  PY03010                  (   84) KIDIVYYIIIWLSYMLSLKKE  1  PY01595                  (   74) NINTVQYIIIWLSYKLNQKKY  1  PY04786                  (   69) SEKLVEYAILWLSYKLNQKKE  1  PY05767                  (   78) SDKLAEYAILWLSYKLNQKTQ  1  PY06877                  (   65) GEKLVEYAILWLSYKLNQKKE  1  PY02782                  (   93) HINIVDYILIWLNYMLNLNKS  1  PY07160                  (   75) NIDIVVYIMMWLGYKLNHKLN  1  PY06742                  (   74) YKDAVVCIMIWLSYKLNQKSE  1  PY06227                  (   92) SDQIVEYASLWLSHKLNQKKQ  1  PY02543                  (   75) NINFVDYIMTWLIYMLSLKSN  1  PY07838                  (   92) SDQIVEYASLWLSYKLNQKKE  1  PY02036                  (   66) SDKIVQYASLWLSHKLNQKTQ  1  PY05673                  (   85) NTNIVDYILIWLRYMLNLNKT  1  PY07035                  (  121) SINMVDYILIWLIYMLNLKES  1  PY07406                  (   84) IINIVDYILIWLSYTLNLKKS  1  PY07516                  (   76) GDKLVEYAILWLSYKLNQKKK  1  PY04787                  (   69) SDKLAEYAILWLSYKLNQKTE  1  PY06499                  (   90) SDEIVQYASLWLSHKLNQKKQ  1  PY06760                  (   75) NPYIVDYILIWLSYMLNLTNS  1  PY05560                  (   64) SDKIVQYACLWLSHKLNQKTQ  1  PY01873                  (   77) NPYIVDYILIWLSYMLNLTNS  1  PY04066                  (   78) SDKLAEYAILWLSYKLNQKTE  1  PY05828                  (   73) KINIVDYILIWLGYMLNLIKM  1  PY07422                  (   75) KNDIFYYIMIWLSYMLNLKKN  1  PY06220                  (   75) NMNVVVYIMIWLSHKLNKMLN  1  PY07405                  (   75) NINIVGYISIWLSYMLNLGKS  1  PY04215                  (   75) KNDIFYYIMIWLSYMLNLKEN  1  PY03091                  (   85) SDKLVEYAILWLSYRLNQKAQ  1  PY06754                  (   59) SDKIAEYAILWLGHKLNQKKE  1  PY07533                  (   63) SDQLAEYAILWLSYKLNQKTE  1  PY07411                  (   43) YKDDTVCIMIWLSYMLNLKSH  1  PY03438                  (   75) KIDIVIYIMTWLGYKLNQKLN  1  PY02278                  (   74) NINVVDYTILWLSYMLILKEN  1  PY04321                  (  105) NIHIVVFIMIWLGYKLNQKLN  1  PY07413                  (   78) GDKLVEYGILWLSYKLNQKKQ  1  PY04733                  (  111) NPNIVDNIFIWLSYMLNLKET  1  PY00924                  (  204) NKPFFLYIILWLSYKLNQNTE  1  PY02565                  (   87) SDKLVEYAILWLSYNLNQKTE  1  PY05820                  (   75) NLDIVTYIMTWLGYKLNQKLN  1  PY05816                  (   78) VKAFIIYIMIWLNYMLNLKKD  1  PY06334                  (   75) NINIVEYIIIWLSYMLIFTPI  1  PY04430                  (   73) KINIVDYILIWLGYMLNRIKN  1  PY02614                  (   73) NIIFVDYIMIWLIYMLSLKDN  1  PY03359                  (  116) NMSIATYIMTWISYKLNQKPQ  1  PY02541                  (   75) KIDIVVYIMMWLGYKLNHKLN  1  PY07264                  (   65) SDEIAEYAILWLGHILNQKTE  1  PY04516                  (   95) GDKLAEYAILWLSYRLNQKKE  1  PY00284                  (   86) VEAFIIYIMIWLNYMLNLKKD  1  PY02140                  (   68) NINIVEYIMIWLSYTLNKTIN  1  PY04155                  (   68) NINIVEYIMIWLSYTLNKTIN  1  PY02131                  (   75) NIDIVVYIMMWLGYKLNKMVN  1  PY00297                  (   74) NIGIVQYIIIWLSYMLSAIKN  1  PY03983                  (   79) SKVFIIYVMIWLGHMLNLKKD  1  PY00177                  (   62) NKPFFLYIILWLSYKLNQNRE  1  PY01184                  (   82) HKVFIIYIMIWLSYMLKLKNV  1  PY06666                  (   74) NIYIVQYILIWLSYVLSLIKS  1  PY00085                  (   90) NIYIVQYILIWLSYVLSLIES  1  PY00175                  (   73) YKDATVCVMIWLSYKLNQKTE  1  PY05410                  (   75) TNAFFIYIISWLSYKLNQNKE  1  PY02827                  (   94) VKIIVTYIMIWLSYKLNKNPD  1  PY07624                  (   75) NIDIVVYIIMWLGYKLNKMLK  1  PY07342                  (   75) TKPFFLYIILWLSYKLNQITR  1  PY06796                  (   75) TKPFFLYIILWLSYKLNQNSD  1  PY06851                  (   78) SKVFIIYVMIWLGHMLNLKDV  1  PY05244                  (   79) SKVFIVYVMIWLDHMLNLKKN  1  PY00055                  (   62) YKDDVLCIMIWLSYKLSLKLP  1  PY04755                  (   66) NTNIVDYILIWLKYMLNFKRI  1  PY03403                  (  133) NPNIVDNIFIWLSYMLSLDTT  1  PY05923                  (  105) SDKLVEYAILWLSYNINQKKE  1  PY03016                  (   70) SDKFVEYTILWLSYIINQITQ  1  PY07226                  (   96) NMNIVTYIMTLISYKLNQKSQ  1  PY06020                  (   73) YKEVTVFIMIWLSYKLSLKPP  1  PY00552                  (   79) VKSFIIYIMIWXSYMLNLKKD  1  PY04773                  (   79) VESFIIYIMIWLNYKLNLKKD  1  PY03991                  (  111) TKPFFLYIILWLSYKLNKNTE  1  PY05708                  (   75) TQPFFIYIILWLSYKLNQNLD  1  PY05688                  (   88) YKDVTMCIMIWLSYKLSLKTF  1  PY05912                  (   74) YKDDLVCIMIWLSYKLNLKTF  1  PY03332                  (  103) YKDDIICIMIWLSYKLSLKTF  1  PY04931                  (   96) NPNIVDIIFIWLSYMLNMDKT  1  PY06029                  (  105) LKVFIIYIMIWLNYMINLKKD  1  PY02971                  (   64) TNAFFIYIISWFSYKLNQNSE  1  PY02660                  (   88) ITLVVVYMLAWLSYKLNQKTN  1  PY06547                  (   74) INAIFLYIISWLSYKLNQSSE  1  PY07111                  (   77) LKDDAVCIMIWLGYILSLKPP  1  PY07501                  (   80) NIYIVQYILIWLSYVFSLIKS  1  PY05871                  (   95) YKDEAVSIMIWLGYILNLKSH  1  PY06732                  (   79) YKDETVCIMIWLGHILSLKSH  1  PY07090                  (   82) HKVFIIYIMLWLNFKLNQTTH  1  PY02312                  (   95) YKNETVCIVIWLGYILNLKSH  1  PY06740                  (  103) FKMIIIYIMIWLSHMLELKNV  1  PY06549                  (   75) TEPFFIYIILWLSNKLKQNKG  1  PY00308                  (   88) DDKLAEYAILWLSYKLDQKQK  1  PY01837                  (   73) IEIFTIYIIMWFSYMLNLKNV  1  PY07080                  (   73) TNPFFLYMISWLSYKLKQNSV  1  PY01872                  (   64) TNVFFLYMISWFSYKLNQITG  1  PY00997                  (   74) LKNDSVSIIIWLGYILNLKPH  1  PY01110                  (   74) LKSDTVCIIIWLGYILSLKSH  1  PY00580                  (   72) TNAFFIYIISWISYKLKQSTN  1  PY01981                  (   77) NNEYITYIMLWLSNKMKLIKK  1  PY03177                  (   73) TNAFFIYLVSWLSYKLNQNKG  1  PY02973                  (   72) TDAFFIYIISWFSYKLKQFTK  1  PY01111                  (   73) LKYDSVCIIIWLGYILSLKSQ  1  PY03636                  (   80) TNAFFLYVISWFSYKLKQNSE  1  PY04914                  (   78) NNEYITYAMLWLSNKMKLIKI  1  PY01963                  (   78) NNEYIMYIMLWLSNKMKLLKH  1  PY07826                  (   78) NNEYITYAMLWLSNKMKLIKY  1  PY01834                  (  111) PKVFITYIIIWLNYILRLKNV  1  PY07187                  (   78) NNEYMTYIMLWLSNKMKLIKY  1  PY00754                  (   78) NNEYITYVMLWLSNKMKLIKK  1  PY04327                  (   80) TNAFFIHMISWFSYKLNQHEG  1  PY07477                  (  133) VNTFFIYIISWFSYKLNKNKG  1  PY01773                  (   77) NNEYITYVMLWLSNKMKLIAK  1  PY03194                  (   80) INAFFLYMISWFSNKLKQKSI  1  PY04554                  (   75) NLDVVYYILICLKKENGINKL  1  PY00578                  (   44) NSETEKITVGFLCYQLNQSTK  1  //   
	f50:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.215 E= 1.2e-1827    -346   -541   -257   -571   -318     36     54   -105   -140   -151   -363    224   -175   -469   -442     54     68     15   -464     10    -345   -657    112    -36   -659   -514   -376    216     53   -281     94     17     72   -168   -356   -359    -10   -220   -544   -673     109   -648    100     19   -651   -246    -77   -234     18   -363   -170    198    112    -34   -275   -190   -255     42   -511   -101     -64   -529    -64   -172    155   -564   -461    241   -728     20     52   -732   -531   -519   -481   -596   -140    170   -456    -77     105   -360   -531   -313     53   -444   -321     15   -579   -294   -166   -609   -342   -407   -310   -311    -32    437   -427   -639    -380   -590    161    247   -592   -174   -486     57   -332    -50    -74   -736   -542     85   -498   -623     58    195   -513   -126    -766    133   -973   -939   -221   -847    -95   -293  -1003   -744   -719   -318   -798   -732   -710   -306   -840   -715   -401    376     246   -633   -921   -839   -764   -264   -682    313   -946   -376     47   -890   -640   -709   -682   -628   -108     29   -691   -859    -429   -217   -848   -727   -142   -648   -543    222   -813     92    419   -817   -609   -596   -563   -174   -529    -74   -521   -686    -188   -553   -797   -681   -574   -263   -500    267   -768    169     51   -764   -554   -555   -518    -49      7    -73   -496   -656    -497   -239   -679   -634   -276   -568   -411   -675   -729   -351   -483   -719   -548   -509   -452   -674   -598   -484    707   -402    -397   -528   -647   -558    -58   -567   -435   -130   -626    336   -204   -658   -456   -429   -404   -590   -478   -178   -419   -580    -545    -68   -311   -571   -917    153   -447   -238   -332   -913   -850    -96   -610   -538   -182    308   -599   -788   -789   -841    -772   -842   -931   -920   -298   -835    275   -867   -438   -746   -720   -103   -795   -727   -707   -886   -836   -718   -403    372    -532   -781   -804   -314   -843   -665   -449    -38    186   -678    448   -314   -641   -183    -51   -709   -150    -95   -638   -803    -408   -557   -724   -594   -302   -606   -449   -178   -690    338     92   -426   -473   -443   -415   -637   -498   -180   -432   -623    -532   -779   -310   -308   -857   -253   -394   -296    -52   -842   -761    287   -585   -511   -181     60   -294   -716   -699   -807    -221   -617   -759   -607   -148   -631    -12   -330   -145    272   -134   -744   -526    370   -154   -667   -538   -348   -481   -650    -421   -617   -193   -599   -330   -115    -95     14    250   -352     74     -3   -566   -527   -518   -239    -10   -380   -546   -689    -102   -649   -121    132   -652   -454   -302   -288    147    -83   -454   -117    170    -80    -59     43    180   -226   -511   -342    -295   -649      8    142   -189    -44    251   -138   -115   -363   -170     63     16    273   -130     24     58      2   -511   -198   
	f53:  letter-probability matrix: alength= 20 w= 21 nsites= 183 E= 1.2e-1827   0.000000  0.000000  0.010929  0.000000  0.005464  0.049180  0.016393  0.038251  0.043716  0.027322  0.000000  0.486339  0.005464  0.000000  0.000000  0.136612  0.076503  0.032787  0.000000  0.071038   0.000000  0.000000  0.147541  0.038251  0.000000  0.000000  0.000000  0.387978  0.169399  0.010929  0.038251  0.114754  0.032787  0.005464  0.000000  0.005464  0.043716  0.005464  0.000000  0.000000   0.060109  0.000000  0.136612  0.060109  0.000000  0.005464  0.005464  0.016393  0.131148  0.005464  0.005464  0.409836  0.043716  0.016393  0.000000  0.021858  0.005464  0.043716  0.000000  0.032787   0.016393  0.000000  0.043716  0.016393  0.180328  0.000000  0.000000  0.459016  0.000000  0.098361  0.027322  0.000000  0.000000  0.000000  0.000000  0.000000  0.016393  0.103825  0.000000  0.038251   0.065574  0.000000  0.000000  0.005464  0.120219  0.000000  0.000000  0.103825  0.000000  0.005464  0.005464  0.000000  0.000000  0.000000  0.000000  0.010929  0.043716  0.639344  0.000000  0.000000   0.000000  0.000000  0.207650  0.306011  0.000000  0.010929  0.000000  0.125683  0.010929  0.060109  0.010929  0.000000  0.000000  0.043716  0.000000  0.000000  0.071038  0.125683  0.000000  0.027322   0.000000  0.065574  0.000000  0.000000  0.010929  0.000000  0.005464  0.010929  0.000000  0.000000  0.000000  0.010929  0.000000  0.000000  0.000000  0.010929  0.000000  0.000000  0.000000  0.885246   0.158470  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.743169  0.000000  0.005464  0.027322  0.000000  0.000000  0.000000  0.000000  0.000000  0.021858  0.038251  0.000000  0.000000   0.000000  0.005464  0.000000  0.000000  0.021858  0.000000  0.000000  0.398907  0.000000  0.163934  0.366120  0.000000  0.000000  0.000000  0.000000  0.027322  0.000000  0.016393  0.000000  0.000000   0.005464  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.546448  0.000000  0.284153  0.027322  0.000000  0.000000  0.000000  0.000000  0.065574  0.049180  0.016393  0.000000  0.000000   0.000000  0.005464  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.983607  0.000000   0.000158  0.000142  0.000364  0.000297  0.044046  0.000206  0.000062  0.033248  0.000630  0.913044  0.000108  0.000547  0.000108  0.000132  0.000111  0.000503  0.000259  0.005642  0.000039  0.000355   0.000000  0.016393  0.005464  0.000000  0.000000  0.109290  0.000000  0.016393  0.010929  0.000000  0.000000  0.049180  0.000000  0.000000  0.005464  0.786885  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.076503  0.000000  0.005464  0.000000  0.000000  0.049180  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.863388   0.000000  0.000000  0.000000  0.005464  0.000000  0.000000  0.000000  0.065574  0.420765  0.000000  0.448087  0.010929  0.000000  0.005464  0.010929  0.000000  0.016393  0.016393  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000  0.021858  0.000000  0.923497  0.038251  0.005464  0.000000  0.000000  0.000000  0.000000  0.000000  0.005464  0.000000  0.000000   0.000000  0.000000  0.005464  0.005464  0.000000  0.005464  0.000000  0.010929  0.081967  0.000000  0.000000  0.737705  0.000000  0.000000  0.005464  0.142077  0.005464  0.000000  0.000000  0.000000   0.005464  0.000000  0.000000  0.000000  0.021858  0.000000  0.010929  0.005464  0.043716  0.557377  0.005464  0.000000  0.000000  0.344262  0.005464  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.016393  0.000000  0.005464  0.016393  0.005464  0.092896  0.666667  0.005464  0.032787  0.098361  0.000000  0.000000  0.000000  0.016393  0.043716  0.000000  0.000000  0.000000   0.010929  0.000000  0.027322  0.136612  0.000000  0.000000  0.000000  0.010929  0.327869  0.049180  0.000000  0.043716  0.065574  0.010929  0.010929  0.125683  0.169399  0.005464  0.000000  0.005464   0.000000  0.000000  0.071038  0.147541  0.016393  0.027322  0.065574  0.032787  0.049180  0.005464  0.005464  0.158470  0.021858  0.163934  0.005464  0.109290  0.071038  0.032787  0.000000  0.016393   
	f56:  BL   MOTIF 4 width=21 seqs=179 PY00297                  (   42) CDTDLEKISAGCLYLLNEFFG  1  PY05719                  (   69) CDGDLDKINAGCLYLFNAFFG  1  PY07226                  (   64) CESDIDKINAGCLWLFKQFYG  1  PY03438                  (   43) CDSDINKIHAGCLWLLNQFYG  1  PY07411                  (   12) CNNDIDKINAGFLWLFNAFFG  1  PY03359                  (   84) CENDIDKINAGCLWLFKQFYG  1  PY03973                  (   42) CDNDLDKINAGCLYLFDAFFK  1  PY07331                  (   34) CNTDLEKINGGCLYLFNHFFG  1  PY04321                  (   73) CDSDINKIDAGCLWLFNQFYG  1  PY04083                  (   43) CDTDAEKINGGCLYLFNQIFG  1  PY07327                  (   42) CDTDAEKINGGCLYLFNQIFG  1  PY05871                  (   64) CNNDLDKINAGCLYLFYEFFG  1  PY05244                  (   48) CKTDLDKINAGCLWLFEQNIV  1  PY01080                  (   34) CDTDLAKINGGCLYLFNKFFG  1  PY06829                  (   34) CDGDIEKINAGFFYLFNQFFG  1  PY06742                  (   43) CDTNIKKINAGCLWLFNAYFG  1  PY07405                  (   43) CQSDFDKISAGCLYLLDQFYK  1  PY07022                  (   42) CENNIDKINAGCLWLFNKFYG  1  PY06567                  (  353) CDNDLDKINAGCLYLLDSFFK  1  PY01774                  (   43) CDTDFEKINGGCLYLFNKIFG  1  PY07027                  (   43) CDTDFEKINGGCLYLFNKIFG  1  PY02614                  (   42) CKGDLEKINAGCLFLLNKFFG  1  PY06220                  (   43) CDSNVNKIHAGCLWLFKQFYG  1  PY02543                  (   44) CKGDLEKINAGCLFLLNKFFG  1  PY02971                  (   32) CNTELDKITAGFLWLLGQYFT  1  PY01595                  (   48) CKTDLDNINAGCLWLLEQLFV  1  PY04554                  (   43) CDSNLEKINAVCLYLFNLFFG  1  PY02298                  (   42) CEGDLDKINAGFFYLLNQFIG  1  PY05820                  (   43) CDIDINKINAGCLWLFNKFYG  1  PY06020                  (   42) CGTDTDIANAGCLWLFNQFFG  1  PY03983                  (   48) CNTEADKINAGCLWLFEQNIV  1  PY02140                  (   36) CDSNLGKINAGCLFLFDEFFK  1  PY04155                  (   36) CDSNLGKINAGCLFLFDEFFK  1  PY05781                  (   43) CDDDLEKINAGCLFLFDALFK  1  PY02312                  (   64) CDGDINKINAGCLWLFNSMFG  1  PY00500                  (   43) CDDPLEKVNAGCLYFFNEFFG  1  PY05912                  (   43) CDNDTDIVNAGCLWLINEFFG  1  PY01111                  (   42) CNNDIEKINAGCLWLIYEFFV  1  PY00988                  (   41) CDNNLEKINAGCLYLLYTFFG  1  PY06549                  (   43) CDTDLEKITIGFLWLLEQYFT  1  PY06151                  (   49) CETDIDKINAGCLWLFKAIFF  1  PY05822                  (   42) CDNDIEQISAGCLYLLNEFFK  1  PY05688                  (   57) CEGDVNIVNAGCLWLFNEFFG  1  PY06782                  (   30) CENDIDKINAGSLWLFKQFYG  1  PY07342                  (   43) CNTELEKITIGFLWLLGQYFG  1  PY06126                  (   42) CGSDLDKINAVCLHLFNELFG  1  PY06619                  (   57) CDNALDKINAGCLYFFKEFFG  1  PY07111                  (   46) CNNDIDKINAGCLWLINAIFS  1  PY07017                  (   24) CNSDYGKINAGFLYLLNQFCG  1  PY03403                  (  101) CDNNFDKINAVCLYLLDQFYK  1  PY07090                  (   48) CKTDLDKINGGCLWLFEQNII  1  PY01837                  (   42) CKTDLDKIKAGFLWLFEQIIV  1  PY05146                  (   77) CSDNLAKINAGCLYLFDAFFK  1  PY05586                  (   70) CSDNLAKINAGCLYLLDAFFK  1  PY07421                  (   42) CETNINKIHSGCLWLLKQFYG  1  PY06514                  (   33) CTDDLAKINAGCLYLFDAFFK  1  PY07080                  (   42) CNSELEKITIGFLWLLEQYFG  1  PY00997                  (   43) CNNDIDKINAGCLWLIYELFV  1  PY03636                  (   48) CNTDLDKITVGFLWLLEQYFT  1  PY06334                  (   43) CNDDTGKISAGCLYLLDAFFK  1  PY00175                  (   42) CVADTDILNAGCLWLFNQFFG  1  PY01873                  (   45) CQSDYDRISAGCLYLLDQFYS  1  PY04430                  (   41) CDDPFGKVNAGCLYLFDEFFA  1  PY02688                  (   43) CSSDFGKINAGFFYLLNQFFE  1  PY04327                  (   48) CNTNLDKITAGFLWLLGECYS  1  PY02278                  (   43) CDSNLEKINAGFFYLLNQFLG  1  PY03042                  (   41) CDNDFKKINAGCLYFFDAFFK  1  PY04773                  (   48) CKTELDKINAVCLWLLNENIA  1  PY06760                  (   43) CQSDYDRISAGCLYLLDQLYK  1  PY02827                  (   63) CKTELDKINAACIWLFNQIIS  1  PY04755                  (   34) CDDDINKINAVCLFLFNELFG  1  PY00924                  (  172) CNTELEKITIGFLWLLGQYFT  1  PY07021                  (   53) CNGPLDKISAGCLYFFNEFFK  1  PY05708                  (   43) CDTDLEKITIGFLWLLGKYFT  1  PY03010                  (   52) CDSNLEQINSACLYLFNAFFG  1  PY05769                  (   43) CDTDFRRIDGGCLYLFKQIFG  1  PY02652                  (   43) CDTDFRRIDGGCLYLFKQIFG  1  PY02940                  (   47) CSTDYGKISAGFLYLFNGLFG  1  PY04931                  (   64) CDSNFDKIDAVCLYLLDQFYK  1  PY04733                  (   79) CDHNLDKINVGCLYLLDQFYK  1  PY06796                  (   43) CNTELEKITIGFLWLLGQYFD  1  PY06851                  (   47) CNNEVDKINGGCLWLFEQNIV  1  PY07477                  (  101) CDNNFGKITAGFLWLLEQCYS  1  PY04215                  (   43) CDSDFEKISAGFFYLLSGFFG  1  PY03332                  (   72) CDSDTNIVNAGCLWLINDFFG  1  PY07594                  (   41) CDNNLDKISAGCLYFFDTFFK  1  PY07198                  (   41) CEGDLDKINAGFYFLLNQFFW  1  PY03991                  (   79) CNSELEKITIGFLWLLEQYFT  1  PY04795                  (   42) CNGPLDKINTVCLYLFNEFFG  1  PY00055                  (   31) CNNYIDKINAGSLWLFYEFFG  1  PY07422                  (   43) CDNDIEKISAGFFYLLSGFFG  1  PY01184                  (   48) CKNEVDKINAACLWLFEQNIV  1  PY00284                  (   55) CITELDKINAACLWLLNENIT  1  PY05816                  (   47) CITELDKINAACLWLFEQNIS  1  PY01872                  (   32) CDTDFDKNTAGFLWLLGECYS  1  PY05624                  (   37) CSSNLDKLNAGCLYLLDGLFK  1  PY02564                  (   43) CDSDFEKISAGFFYFLGGFFG  1  PY02671                  (   42) CESDLAKINAVCLFFFKHFFG  1  PY07546                  (   42) CEMPLEKINAACLYLFDGFFK  1  PY06339                  (   52) FKSDFDKINAGCLYLLDEFIK  1  PY03729                  (   42) CDSAFERIDGGCLYLFKQIFG  1  PY07175                  (   52) FQSELDRISAGCLYLLDQFYK  1  PY05673                  (   53) FQSDLDRISAGCLYLLDEFIK  1  PY07849                  (   42) CEEDINKINAVCLFLFNELFG  1  PY02943                  (   42) CEEDINKINAACLFLFNELFG  1  PY06374                  (   42) CVTDLDKIHAVCLFLFDNFXG  1  PY06732                  (   48) CESDINKITAGCLRLFNDMFG  1  PY00494                  (   43) CSTNYGKLNAGFFYLLNQFIG  1  PY06763                  (   43) CSTNYGKLNAGFFYLLNQFIG  1  PY07501                  (   48) CDDDTDKINARCLHVFDAFFK  1  PY01834                  (   80) CKTDLDKIKAVFLWLFEQNII  1  PY02970                  (   62) FKSDFDKISAGCLYLLDEFIK  1  PY03760                  (   42) CDKDVDKINAGCLFLFDAIFM  1  PY00177                  (   30) CNTELEQITIGFLWLLGEYFT  1  PY06204                  (   42) CEGNLDKINAVFFYLINHFFG  1  PY05828                  (   41) CDASFGKVNAGCLYLFDELFK  1  PY07035                  (   89) SQSDLNKISAGCLYLLDEFIK  1  PY02687                  (   53) SQSDLNKISAGCLYLLDEFIK  1  PY05648                  (   53) LQSDFDKISAGCLYLLDEFIK  1  PY04466                  (   42) CDSAFERIAGGCLYLFMQIFG  1  PY06029                  (   74) CKTDHDKINGGCRWLFEQNVV  1  PY06547                  (   30) CDTNLDKIKAGFLWLFEKNCS  1  PY07653                  (   34) SYTDIDKINGWCLWLFKAIFG  1  PY01871                  (   53) FKNELDRISAGCLYLLDEFIK  1  PY00552                  (   48) CNTKLDKINAVCLWLLNSNIA  1  PY06740                  (   72) CKTEPDKINAACLWLVEQIII  1  PY05410                  (   43) CNSELEQITIGFLWLLGECYS  1  PY00580                  (   42) CDTELEKNTIGFLWLLGHCFY  1  PY04786                  (   41) CSSDEQKIIAGFIMLLNMFND  1  PY01110                  (   43) CNNDIDKINAGCLRLIYDFFI  1  PY00085                  (   58) CDNDTDKMNARCLHIFDAFFK  1  PY02973                  (   42) CNTELEKNTIGFLWLLGQCYY  1  PY02782                  (   61) FQSDFYKINAGFLYLLDEFIK  1  PY04988                  (   37) RGYPLDKINAGCLFLFNKFFG  1  PY04979                  (   34) CGTNYGKLNAGFFYLLNKFFW  1  PY00493                  (   79) SLSDLNKISAGCLYLLDEFIK  1  PY04996                  (   34) SYTDIDKINGWCLWLFKVIFG  1  PY07406                  (   52) FQSDFNRINAGCLYLLDELIN  1  PY03177                  (   43) CNTEIEQITIGFLWLLGKCYY  1  PY03194                  (   48) CNNDLDNFTAGFLWLLGECYS  1  PY07160                  (   43) CKTYNNIVNGGCIWLLDTFYG  1  PY06877                  (   40) CSSDELKIIAGFIMLLNMLGD  1  PY06666                  (   42) CVDDTAKINARCLYIFETFFK  1  PY07516                  (   51) CSSDELKIIAGFIMLLNMIGE  1  PY07624                  (   43) CKNYINLVKGGCLWLLDRFYG  1  PY02131                  (   43) CKNYINLVKGGCLWLLDRFYG  1  PY02541                  (   43) CKTYNNIVNGGFLWLLDTFYD  1  PY06499                  (   67) CSSDEEKITSGFIMLLNKLEN  1  PY05150                  (   34) TYTDNDKINGLCLWLFQAIFG  1  PY03986                  (   51) CSSDEEEIVAGFIMLLNMIGE  1  PY01331                  (   41) CSSDELKIISGFILLLNMFGE  1  PY04084                  (   52) CSSDELKIISGFILLLNMFGE  1  PY02572                  (   41) CSSDEEKIISGFIVLLNMLNP  1  PY07413                  (   50) CNSDEEKIISGFILLLSLFND  1  PY05560                  (   41) CSSDEEKVISGFIMLLKKLAD  1  PY04787                  (   40) CDTDEKKIISAFIALIPLFNG  1  PY04066                  (   49) CDTDEKKIISAFIALIPLFNG  1  PY06227                  (   67) CSSDEEKIIPGFIMLLKKLDE  1  PY05767                  (   49) CDTDEKRVCSGFLALLKLFER  1  PY01773                  (   46) CNTIGEVVNAVTIMLLHKLFT  1  PY04516                  (   67) CDTDDNKVSSTFITLLKFFEG  1  PY02660                  (   56) IYTDIDKINGYCLWLFNNILK  1  PY06886                  (   52) CSSDEENIIYGFILLLNMFGE  1  PY03331                  (   41) CDTDEKKVISTFITLLKIFED  1  PY00754                  (   47) CNTIGEVVNAVTIMLLHKLSV  1  PY04914                  (   47) CNTIGEVVNAVTIMLLHKLSV  1  PY03091                  (   50) CSNDDPKLTSEFIALLSLFNG  1  PY02565                  (   52) CSSDDPKLISDFIALLTLFNG  1  PY05923                  (   76) CSSDDPKLISDFIALLTIFNG  1  PY01981                  (   46) CQTIAQAVNGTTLLLLNNLFN  1  PY03948                  (   50) CSNDDPKLVSEFITLLTLFNG  1  PY07533                  (   35) CDTDDKQISSTFIELLKYFEY  1  PY03016                  (   41) CDTDDKKVSSTFISLLKSFKN  1  PY06754                  (   30) CDDDNKKLSSAFIAFIAFFNG  1  PY03987                  (   50) CSNDDRKLSSFFIALLSLLND  1  PY01963                  (   47) CRTGNQAVSGATVFLFNYLFA  1  PY02036                  (   41) CSIDEEKIIPCFIILLKNLDD  1  PY07187                  (   47) CKTSGQTVSAITVLLLNNLFT  1  PY07826                  (   36) CRTNLETRNGKCLTVGQVVNI  1  //   
	f65:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.62758 E= 1.6e-1623    -296    518   -618   -532   -197   -509   -414   -435   -693   -435   -419   -662   -465   -486   -263   -292   -336   -423   -504   -674    -295   -649    228     64   -652    -71   -301   -285     -4   -361   -454     80   -412    137    -57     52   -253    -88   -511   -155    -127   -775     -9   -213   -842     70    -89   -291   -411   -793   -180     79   -567   -476   -490    161    292   -656   -708   -350     -74   -847    320    112   -920   -253   -459   -193   -418   -866   -789     48     75   -487   -561   -289   -603   -728   -785   -124     -25   -526    -61     77    100    -75    -94     98   -724    208   -349   -185   -174   -516   -477   -592     -6     -2   -453    -74      24   -944    249    229   -931     81   -515   -842   -119   -197   -668     21     17     -4    -26   -661   -606   -615   -783   -354    -164   -507   -604   -355   -683   -478   -357   -186    287   -348   -453   -316   -412    -29    137   -569   -253   -163   -414   -663    -196   -475   -551   -501   -319   -481   -410    315   -575    -38    -95   -301   -433   -416   -200   -504   -359    196   -382   -518    -219   -221   -116   -565   -831   -499    100      7   -202   -772   -698    242   -596   -526   -550     71    129   -151   -723   -806     452   -355   -614   -524   -580    165   -440    -52   -643   -497   -397   -660    -97   -467   -405     24   -258   -107   -451   -360     107   -234   -257   -234   -354    431   -441   -396   -425   -398   -554   -575   -493   -515    -40   -520    -94    125     44   -365    -373    451   -946   -901    255   -565   -649   -923  -1025   -850   -760   -906   -648   -744   -728   -289    -48   -630   -622   -682    -409   -558   -725   -595    -13   -606   -447     82   -691    312   -208   -742   -474   -444   -179   -638   -498   -120   -429   -351      62   -473   -574   -300     49   -481     75   -332   -605   -131    140   -615   -416   -423    -79   -350   -108   -183    549    249    -411   -559   -727   -597    -56   -608   -451   -245   -693    339   -209   -745   -476   -446   -418   -640   -500   -119   -432   -620    -682   -807  -1122  -1007    276   -276   -742    -56  -1100    257   -414  -1104   -821   -783   -805  -1015   -781   -228   -612   -769    -184   -694    171     89   -705    103     61   -697      2   -618   -172    178    -76    -87   -329   -162   -137   -495   -565    -98     179   -646   -184    190   -241    -16    101   -285    -19    -80    115   -176   -410    354    -56   -187    -68   -140   -508   -249    -447     77   -855   -739    318   -659   -510     41   -822     69    -70    -60   -619   -602   -569   -693   -546   -199   -475     -8    -182   -116   -253    -96    303    -17   -428     78   -408   -246   -340    -60   -498   -487   -454   -284   -430   -165   -431    119     -20   -638    -40    -37   -332    339   -303   -160     74   -548   -166   -206   -161   -285   -129    -69     25     90     60   -155   
	f68:  letter-probability matrix: alength= 20 w= 21 nsites= 179 E= 1.6e-1623   0.000000  0.910615  0.000000  0.000000  0.039106  0.000000  0.000000  0.005587  0.000000  0.005587  0.000000  0.000000  0.000000  0.000000  0.005587  0.027933  0.005587  0.000000  0.000000  0.000000   0.000000  0.000000  0.335196  0.083799  0.000000  0.022346  0.000000  0.011173  0.111732  0.005587  0.000000  0.178771  0.000000  0.061453  0.011173  0.134078  0.005587  0.016760  0.000000  0.022346   0.011173  0.000000  0.061453  0.011173  0.000000  0.061453  0.005587  0.011173  0.005587  0.000000  0.005587  0.173184  0.000000  0.000000  0.000000  0.284916  0.363128  0.000000  0.000000  0.005587   0.016760  0.000000  0.620112  0.117318  0.000000  0.005587  0.000000  0.022346  0.005587  0.000000  0.000000  0.139665  0.033520  0.000000  0.000000  0.011173  0.000000  0.000000  0.000000  0.027933   0.022346  0.000000  0.044693  0.094972  0.122905  0.022346  0.005587  0.167598  0.000000  0.374302  0.000000  0.027933  0.005587  0.000000  0.000000  0.000000  0.044693  0.027933  0.000000  0.039106   0.033520  0.000000  0.379888  0.262570  0.000000  0.067039  0.000000  0.000000  0.050279  0.022346  0.000000  0.117318  0.022346  0.022346  0.016760  0.000000  0.000000  0.000000  0.000000  0.005587   0.011173  0.000000  0.000000  0.005587  0.000000  0.000000  0.000000  0.039106  0.793296  0.011173  0.000000  0.016760  0.000000  0.033520  0.061453  0.000000  0.011173  0.016760  0.000000  0.000000   0.005587  0.000000  0.000000  0.000000  0.005587  0.000000  0.000000  0.782123  0.000000  0.061453  0.005587  0.016760  0.000000  0.000000  0.005587  0.000000  0.000000  0.117318  0.000000  0.000000   0.005587  0.005587  0.027933  0.000000  0.000000  0.000000  0.022346  0.089385  0.027933  0.000000  0.000000  0.541899  0.000000  0.000000  0.000000  0.150838  0.117318  0.011173  0.000000  0.000000   0.648045  0.000000  0.000000  0.000000  0.000000  0.134078  0.000000  0.067039  0.000000  0.000000  0.000000  0.000000  0.011173  0.000000  0.000000  0.117318  0.005587  0.011173  0.000000  0.005587   0.067039  0.005587  0.011173  0.011173  0.005587  0.731844  0.000000  0.005587  0.005587  0.005587  0.000000  0.000000  0.000000  0.000000  0.016760  0.000000  0.027933  0.089385  0.011173  0.005587   0.000000  0.597765  0.000000  0.000000  0.357542  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.011173  0.033520  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.061453  0.000000  0.000000  0.167598  0.000000  0.748603  0.000000  0.000000  0.000000  0.000000  0.005587  0.000000  0.000000  0.011173  0.000000  0.005587   0.044693  0.000000  0.000000  0.005587  0.078212  0.000000  0.016760  0.005587  0.000000  0.033520  0.055866  0.000000  0.000000  0.000000  0.011173  0.005587  0.022346  0.005587  0.357542  0.357542   0.000000  0.000000  0.000000  0.000000  0.044693  0.000000  0.000000  0.011173  0.000000  0.932961  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.011173  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.413408  0.005587  0.000000  0.055866  0.000000  0.519553  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005587  0.000000  0.000000   0.005587  0.000000  0.223464  0.100559  0.000000  0.078212  0.016760  0.000000  0.117318  0.000000  0.005587  0.351955  0.011173  0.011173  0.000000  0.027933  0.016760  0.000000  0.000000  0.033520   0.100559  0.000000  0.016760  0.206704  0.011173  0.033520  0.022346  0.011173  0.100559  0.050279  0.044693  0.027933  0.000000  0.290503  0.011173  0.022346  0.027933  0.011173  0.000000  0.011173   0.000000  0.044693  0.000000  0.000000  0.558659  0.000000  0.000000  0.111732  0.000000  0.139665  0.011173  0.067039  0.000000  0.000000  0.000000  0.000000  0.000000  0.005587  0.000000  0.061453   0.005748  0.011318  0.011545  0.028236  0.508717  0.033731  0.000063  0.145722  0.006230  0.011660  0.000110  0.067598  0.000110  0.000135  0.000114  0.011687  0.000265  0.005768  0.000040  0.151201   0.022346  0.000000  0.050279  0.039106  0.005587  0.413408  0.000000  0.027933  0.195531  0.000000  0.005587  0.022346  0.005587  0.000000  0.005587  0.055866  0.055866  0.061453  0.011173  0.022346   
	f71:  BL   MOTIF 5 width=21 seqs=159 PY00177                  (  222) GVTSSSSSIGNKLFTVLSIFG  1  PY06029                  (  288) EVTSSSSSIASKLIPVLSIFG  1  PY02543                  (  250) EDASSSSSIGNKLFTVLSIFG  1  PY07017                  (  204) VDTSSSSSIGNKLISVLSIFG  1  PY01080                  (  236) GDTSSSSSIGNRLFTVLSIFG  1  PY02940                  (  233) VDTSSSSSIGNKLISVLSIFG  1  PY07198                  (  227) EDTSSSSSIGNKLISVLSIFG  1  PY01184                  (  272) EATLSSSSIANKLIPVLLIFV  1  PY05719                  (  263) GVTSSSSSIANKLFIVLSIFG  1  PY07331                  (  238) EDTSSSSSVANKLFTVLSIFG  1  PY05244                  (  265) EATSSSSSITNKLIPVLSIIV  1  PY04979                  (  234) EDASSSSSITNKLFTVLSIFA  1  PY07090                  (  270) EVTSSSSSITNKLIPVLSIIV  1  PY02970                  (  270) EDTSSSSSIANKLIPVLLIFA  1  PY05769                  (  245) GDTSSSSSVTNKLFTVLSIFG  1  PY02652                  (  245) GDTSSSSSVTNKLFTVLSIFG  1  PY03983                  (  272) EDTSSSSSITNKLIPVLSIIV  1  PY01774                  (  245) EDTPSSSSITTRLFTVLSIFG  1  PY07027                  (  245) EDTPSSSSITTRLFTVLSIFG  1  PY01873                  (  269) DATSSSSSIVSKLIPVLLIFG  1  PY04327                  (  239) GVISSSSSTANKLFTVLSIFG  1  PY02614                  (  248) EDASSSLSITNKLFTVLSIFG  1  PY02298                  (  245) EDTSSSSSITTRLFTVLSIFG  1  PY06204                  (  245) EDVASSSSIANKLFTVLSIFG  1  PY06829                  (  236) EDTSSSSSITTRLFTVLSIFG  1  PY02688                  (  222) VDISSSSSIGNKLISVLSIFG  1  PY03403                  (  319) EVASSSSSITNKLIPVLLILG  1  PY07422                  (  235) VDTSSSSSIGNKLISVLSVFG  1  PY00578                  (  204) EFTSSSSSTGNKLFTVLSIFG  1  PY05146                  (  292) EVASSSSSIANNLFIVLSIFG  1  PY03729                  (  245) EDTSSSSSVTNKLFTVLLIFG  1  PY02278                  (  238) EDTSSSSSIGNKLISVLSVFG  1  PY06514                  (  240) EVASSSSSITNNLFIVLSIFG  1  PY02827                  (  292) DVTLSSSSITNKLIPVLSIIV  1  PY02564                  (  240) QDASSSSSITNKLFIVLSIFG  1  PY06760                  (  269) DVALSSSSIVSKLIPVLLIFG  1  PY07406                  (  265) EDTSSSSSIASKLIPVLLIFA  1  PY06549                  (  235) GYTLSSSSIGNRLFTVLSIFG  1  PY04795                  (  249) EVTSSSSSIGNTIISVLSIFG  1  PY04931                  (  282) EVTSSSSSIVSKLIPVLLILG  1  PY02782                  (  272) EVTLSESSLASKLIPVLSIFV  1  PY01872                  (  223) SEDTSSSSIGNKLFTVLSIFG  1  PY06877                  (  219) VACPRSSVTKNTLITIAIIFV  1  PY07342                  (  233) SEDTSSSSIGNKLFTVLSIFG  1  PY07413                  (  234) VACPRSSVTKNTLITIAIIFV  1  PY07838                  (  240) VACPRSSVTKNTLITIAIIFV  1  PY06851                  (  260) EDTSSSSSITSKLIPVLSIIV  1  PY06567                  (  563) EDASSSSSITNNLFIVLSIFG  1  PY03010                  (  265) DVTSSSSSIVSKLIPVVSIFV  1  PY03991                  (  270) SGDTSSSSIGNKLFTVLSIFG  1  PY06796                  (  234) SGDTSSSSIGNKLFTVLSIFG  1  PY06666                  (  210) EVASSSSSIASKLIPILSILV  1  PY00924                  (  362) SEDTSSSSIGNRLFTVLSIFG  1  PY07080                  (  237) SGDTSSSSIGNKLFTVLSIFV  1  PY05410                  (  239) GVTSPSLSTGSKLFTVLSIFG  1  PY03177                  (  238) SEDTSSSSTGNKLFTVLSIFG  1  PY00580                  (  229) VDTSSSSSIGKRLFAVLSIFG  1  PY04988                  (  249) QDPSSSSSITNKLFTVLSIFG  1  PY00988                  (  245) EDASSSSSITNKLLLVLSIFG  1  PY06740                  (  298) EATSPSSSITNKLIIFLSIFG  1  PY00493                  (  287) EDTSSSSSIASKLIPVLLIFP  1  PY07111                  (  267) NTTLSGSSLVNKLIPVLSIFV  1  PY07175                  (  278) DVASSSSSILSKLIPVLLIFG  1  PY03636                  (  238) GYTSSSSSIGKKLFTVLSIFG  1  PY00500                  (  249) SDDASSSSIANKLFIVLSIFG  1  PY06499                  (  239) VACPRSPVTKNTLITIAIIFV  1  PY04554                  (  247) DVIPSSSSIVSKLIPVLSIFP  1  PY02036                  (  220) VACPRSSVTKNTLISIAIIFV  1  PY02572                  (  219) VACPRSSVTKNTLISIAIIFV  1  PY05923                  (  261) VACPRSSVTKNMLITIAIIFV  1  PY01331                  (  222) VACPRSSVTQNTLITIAIIFV  1  PY03331                  (  223) VACPRSSVTKNTLITIGIIFV  1  PY05586                  (  273) EVGSSSSSITNNLFIVLSIFG  1  PY06339                  (  271) EVTLSESSLVSKLFIVLSIFG  1  PY07405                  (  262) EVTLSESSLVSKLFIVLSIFG  1  PY03194                  (  239) SGYTSSSSIGNRLFTVLSIFG  1  PY05673                  (  269) EDTSSSSSIASKLIPVLLIFT  1  PY03987                  (  233) VACPRSSVTKNILITIAIIFV  1  PY06227                  (  248) VACSRSSVTKNTLISIAIIFV  1  PY02565                  (  244) VACPRSSIIKNTLIPIAIIFV  1  PY03986                  (  229) VACPRSSVTKNTLIAIAIIFV  1  PY00494                  (  240) SEDISSSSIGNKLFTVLSIFG  1  PY06763                  (  240) SEDISSSSIGNKLFTVLSIFG  1  PY05624                  (  239) SEDASSSSITSKLFTVLSIFG  1  PY01871                  (  264) EVASSSSSISSKLIPVLSIFS  1  PY01834                  (  295) EATAQSPSIGNKLFIVLSIFA  1  PY07477                  (  291) SGVTSSSPIGNKLFTVLSIFG  1  PY02973                  (  229) VYTSSSSSIGKRLFAVLSIFG  1  PY06886                  (  234) VACPRSSVTRNILITIAIIFV  1  PY04787                  (  223) VACPRSSVTKNTLIKIAIIFV  1  PY03091                  (  239) VACPRSSVTKNILITIGIIFV  1  PY06619                  (  264) EDTSSSSSVTNKLLLVLSIFA  1  PY05767                  (  229) VACPRSSVTKNTLIKIAIIFV  1  PY04066                  (  233) VACPRSSVTKNTLIKIAIIFV  1  PY04786                  (  223) VACPRSSVTKNTLISIGFIFV  1  PY05708                  (  236) EDASSSSPMGNKIFTVLSIFG  1  PY05822                  (  233) SEDTSSSSIGNKLISVLSILV  1  PY07035                  (  300) EVTLSELSLVSKLFIVLSIFG  1  PY02687                  (  264) EVTLSELSLVSKLFIVLSIFG  1  PY06742                  (  265) NTALSDSSLASKLIPVLSIFG  1  PY07516                  (  207) VACPRSSITKNMLITIAIIFV  1  PY03948                  (  225) VACPRSSVTKNIIIPIAIIFV  1  PY04083                  (  237) EVASSSSSISKNLFIVLSIFG  1  PY07327                  (  236) EVASSSSSISKNLFIVLSIFG  1  PY05560                  (  217) VACSRNSVTKNTLITIAIIFV  1  PY02971                  (  222) SEDTSSSSIGKRLFTILSIFG  1  PY06020                  (  264) NITLSGSSLVNKLVTVLSIFG  1  PY04516                  (  250) VACPRSSVTKNIIITIAIIFV  1  PY05816                  (  249) GVTSSSLSIVNKLIIALSIFT  1  PY03973                  (  233) SEVTSSSSIASKLIPILSILV  1  PY04084                  (  231) VACSQSSIIKNTLITIAIIFV  1  PY06220                  (  263) DSTSSSSSILNKLISIPFIFV  1  PY04733                  (  292) FEATSSSSITSKLIPVLLILG  1  PY05688                  (  279) NTALSDSSLVSKLIIVLSIFG  1  PY04466                  (  234) EDTXXSSSATNKLFTVLSIFG  1  PY07533                  (  218) VACPRSSVTKNILITIAIIFI  1  PY01837                  (  260) GVTSSSPSIANKLIPFLLILA  1  PY05820                  (  278) GSASPSSSILNKLISIPFIFV  1  PY05781                  (  238) SEVTSSSSIANKLLLILSIFG  1  PY03016                  (  223) ADYSRSSVIKNTLITIGIIFV  1  PY04215                  (  236) AQSSLSSSIGNKLFTVLSIFG  1  PY00175                  (  264) NITLSESSLVNKLIPILSILV  1  PY05648                  (  267) EVALSELSLISKLFIVLSIFG  1  PY07021                  (  248) FGFTSSSSIATKLFIVLSIFG  1  PY07226                  (  286) DSTLPSPSQVNKLILIPIIFV  1  PY03332                  (  295) DTILPGSSLVNKLIPILSIIV  1  PY03359                  (  307) DSTLPSPSQVNKLILIPIIFV  1  PY06782                  (  251) DSTLPSPSQVNKLILIPIIFV  1  PY04773                  (  266) GVTSSSLSIVKKLILALSIFS  1  PY00552                  (  266) GVTSSSLSIVKKLILALSIFS  1  PY05912                  (  265) DTTLSGLSLVNKLILVLSILA  1  PY00055                  (  263) NTTLAGSSLVNKIIPVLSIFA  1  PY04321                  (  304) DSGSPSSSILNKLISIPFIFV  1  PY03760                  (  228) PTFSRRSVIKHTLISIASIFV  1  PY07421                  (  265) DSTLPRPSQVNKLILIPIIFV  1  PY05871                  (  287) NTTLSESSLVNKLVIVLPILA  1  PY07594                  (  233) SEVTSGSSIAIKLIPILSILV  1  PY03042                  (  228) TQITSSSSIANNLLLVLSIFG  1  PY06732                  (  270) NTILPYSSLVNKLIPVLSIVV  1  PY03438                  (  273) DTTAPSSSTLNKFISIPFIFV  1  PY02660                  (  295) ETALSSSLIINKLIPIPFIFI  1  PY07411                  (  234) NTILSDSSILNKLIRVLSILV  1  PY00284                  (  279) DVTSSSLSMVKKLILALSIFR  1  PY00997                  (  248) DTILSGSSLVNKLVIVLPILA  1  PY07849                  (  228) PTYSRRLVIKRTLIPIAFIFV  1  PY01111                  (  263) DITLSDSSLVNKLVIVLPILA  1  PY01110                  (  267) NITLSESSLVNKLVIVLPILA  1  PY02312                  (  286) NSALSDSSLISKLVPILSIFV  1  PY06151                  (  231) PTFSRRSVIKNTLISITFIFV  1  PY00085                  (  239) PTYSRRLVIKNTLISIGFIFV  1  PY07022                  (  271) DSGSPSSLILNKLISIPFILV  1  PY06374                  (  228) PTYSRRSVIKKTLMSIGFVFV  1  PY07501                  (  235) ISEATSSSIASKFIPILSILV  1  PY01595                  (  255) CDATXSFSIVKKLILALLIFS  1  PY07546                  (  215) KCNNSPSLLTNSLISIAFIFG  1  PY00297                  (  214) KCNNFSSLLTNSLISIAFIFV  1  PY07187                  (  241) GATSSSKVIGVEFRDVLPKEK  1  PY01773                  (  375) SQITLSSSSTEQEIPVYKVAG  1  PY01963                  (  229) KKIRSETNTSWKVIDVKSIEK  1  //   
	f80:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.67006 E= 1.4e-1556     -84   -204     81    240   -225    128   -286   -356   -230   -542   -436    -54     66    -61   -259     36   -237    253   -494   -610     272   -103    172     58   -303     -1   -360   -162   -373   -446   -363   -597   -456    -27   -348    -54    115    260   -455   -176     237    256     25   -300   -160    -98   -440    -37   -705   -410   -333   -296   -157   -497   -459   -356    309     14   -437   -105      45   -478   -626   -559   -488   -502   -417   -232   -612    110   -327   -288    294   -465   -153    229    132   -260   -420   -549    -158   -457   -545   -489   -288   -463   -383   -412   -531   -232   -331   -534    188    -86    314    284   -202   -271   -410   -517    -524   -817    -98     23   -902     24   -430   -964   -699   -884   -817   -341   -160   -503     88    311   -582   -758   -773   -335    -365   -645   -816   -821   -316   -547   -599   -862   -417    -21   -712   -809    115   -697   -681    321   -276   -604   -592   -651    -428   -640   -913   -833   -719   -646   -684   -197   -937   -172   -532   -397    -65   -723   -693    302   -590    250   -682   -820    -169   -512   -748   -627   -515   -546   -444    279   -711     67    -48   -715   -514      5   -463   -357    191     14   -438   -596     224   -511   -737   -616   -515    241   -439   -189     62    -87   -334   -709   -510   -181   -155   -182    191    253   -438   -595    -365   -508   -386   -319   -568   -404    -32   -367   -118   -540   -435    289   -392   -315   -159     43    -90   -237    -56   -581    -516   -788   -580   -286   -863   -566   -428   -117    250   -719    -65   -116   -606   -168    179   -277    165   -611   -663   -801    -391   -540   -708   -312   -168   -589   -432   -136   -673    339   -190   -725   -456   -426   -398   -620   -481   -163   -415   -606    -574   -719  -1010   -898    247   -824   -702    278   -990   -157   -143   -994   -753   -737   -169   -878   -673     29   -612   -780     -46   -524   -240   -603   -536   -541   -443     77   -259     -7   -354   -678    355   -491   -156     62    279   -281   -456   -615      14   -690  -1006   -937   -224   -753   -789    195  -1051   -590   -575  -1006   -771   -850   -825   -809   -656    427   -745   -813     243   -586   -804   -697   -569     -6   -552   -512   -418    303   -338   -804    159   -548   -523   -588   -275   -201   -546   -337    -408   -598   -825   -722     44   -612   -483    110   -413      4   -416   -791     66   -586   -553    270   -527   -358   -451   -538    -558   -753  -1010   -971   -783   -760   -774    351   -419   -682   -666  -1031   -785   -870   -830   -836   -721    -26   -743   -815    -209   -634   -866   -216    377   -736   -637   -112   -910     29   -414   -906   -648   -701   -674   -756   -649   -186   -485   -574     142   -584   -843   -758   -690    360   -591   -263   -318   -593   -511   -813    -63   -628   -164   -180   -180    352   -601   -770   
	f83:  letter-probability matrix: alength= 20 w= 21 nsites= 159 E= 1.4e-1556   0.012579  0.006289  0.119497  0.295597  0.012579  0.094340  0.000000  0.006289  0.018868  0.000000  0.000000  0.069182  0.031447  0.012579  0.000000  0.119497  0.006289  0.194969  0.000000  0.000000   0.194969  0.012579  0.226415  0.081761  0.006289  0.037736  0.000000  0.025157  0.006289  0.000000  0.000000  0.000000  0.000000  0.018868  0.000000  0.062893  0.106918  0.201258  0.000000  0.018868   0.150943  0.157233  0.081761  0.006289  0.018868  0.018868  0.000000  0.062893  0.000000  0.000000  0.000000  0.012579  0.006289  0.000000  0.000000  0.006289  0.415094  0.031447  0.000000  0.031447   0.037917  0.000163  0.000419  0.000342  0.000380  0.000237  0.000071  0.013109  0.000725  0.189227  0.000124  0.013208  0.157357  0.000152  0.006417  0.459698  0.119795  0.000204  0.000045  0.000409   0.006652  0.000326  0.000838  0.000683  0.007049  0.000475  0.000142  0.001061  0.001450  0.013674  0.000248  0.001259  0.075720  0.012882  0.188936  0.680403  0.006886  0.000408  0.000090  0.000818   0.000000  0.000000  0.031447  0.062893  0.000000  0.044025  0.000000  0.000000  0.000000  0.000000  0.000000  0.006289  0.006289  0.000000  0.037736  0.805031  0.000000  0.000000  0.000000  0.006289   0.000000  0.000000  0.000000  0.000000  0.006289  0.000000  0.000000  0.000000  0.006289  0.075472  0.000000  0.000000  0.044025  0.000000  0.000000  0.861635  0.006289  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.018868  0.000000  0.025157  0.000000  0.006289  0.012579  0.000000  0.000000  0.754717  0.000000  0.182390  0.000000  0.000000   0.006289  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.597484  0.000000  0.138365  0.012579  0.000000  0.000000  0.025157  0.000000  0.006289  0.182390  0.031447  0.000000  0.000000   0.138365  0.000000  0.000000  0.000000  0.000000  0.207547  0.000000  0.018868  0.182390  0.044025  0.000000  0.000000  0.000000  0.006289  0.006289  0.025157  0.182390  0.188679  0.000000  0.000000   0.000000  0.000000  0.000000  0.006289  0.000000  0.000000  0.006289  0.006289  0.069182  0.000000  0.000000  0.691824  0.000000  0.000000  0.006289  0.169811  0.031447  0.006289  0.006289  0.000000   0.000000  0.000000  0.000000  0.006289  0.000000  0.000000  0.000000  0.037736  0.660377  0.000000  0.012579  0.044025  0.000000  0.006289  0.069182  0.012579  0.150943  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.006289  0.018868  0.000000  0.000000  0.031447  0.000000  0.937107  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006289  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.339623  0.000000  0.000000  0.584906  0.000000  0.025157  0.006289  0.000000  0.000000  0.000000  0.006289  0.000000  0.000000  0.037736  0.000000  0.000000   0.018868  0.000000  0.012579  0.000000  0.000000  0.000000  0.000000  0.144654  0.018868  0.081761  0.000000  0.000000  0.238994  0.000000  0.006289  0.144654  0.333333  0.000000  0.000000  0.000000   0.031447  0.000000  0.000000  0.000000  0.012579  0.000000  0.000000  0.327044  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.628931  0.000000  0.000000   0.163522  0.000000  0.000000  0.000000  0.000000  0.037736  0.000000  0.000000  0.006289  0.710692  0.000000  0.000000  0.062893  0.000000  0.000000  0.000000  0.006289  0.006289  0.000000  0.006289   0.000000  0.000000  0.000000  0.000000  0.081761  0.000000  0.000000  0.182390  0.006289  0.088050  0.000000  0.000000  0.031447  0.000000  0.000000  0.610063  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.968553  0.006289  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.025157  0.000000  0.000000   0.006289  0.000000  0.000000  0.012579  0.830189  0.000000  0.000000  0.037736  0.000000  0.106918  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.006289  0.000000  0.000000   0.075472  0.000000  0.000000  0.000000  0.000000  0.465409  0.000000  0.012579  0.012579  0.000000  0.000000  0.000000  0.012579  0.000000  0.006289  0.025157  0.012579  0.377358  0.000000  0.000000   
	f86:  BL   MOTIF 6 width=21 seqs=180 PY06567                  (  207) SSYRQVLCTLSNDYDNFKKKC  1  PY06029                  (  237) SSYRQILSTLSTDYNNFKNYC  1  PY06851                  (  209) SPYYQVLSTLSNDYNNFKNYC  1  PY05816                  (  204) TSYSQVWSTLSTDYDNLKNKY  1  PY00500                  (  198) NSYRQVLCTLSNDYDNFKKKC  1  PY04795                  (  197) SSYGQVLCTLSNDYNNFKNKC  1  PY00988                  (  197) SSYSKVLCTLSTDYDNLKNKC  1  PY07406                  (  205) SSYSKVLCTLSNDYDNFKKKC  1  PY01837                  (  205) SPYYQVLSTLSKDYNNFKKYC  1  PY06334                  (  196) SPYNQLLSTLSNDYCNLKNKC  1  PY02943                  (  196) SPYNQLLSTLSNDYNRFKNKC  1  PY07849                  (  196) SPYNQLLSTLSNDYCNLKNKC  1  PY06151                  (  204) SPYNQVLSTLSNDYNNIKNKC  1  PY06204                  (  195) SSYNKLLCTLSNDYDNFKKKC  1  PY00085                  (  212) SPYNQLLSTLSNDYNNLKNVC  1  PY04755                  (  188) SPYNQLLSTLSNDYNNLKNVC  1  PY02940                  (  193) SSYNQLLSTLSTDYDKLKNEC  1  PY07090                  (  215) SPYYKVLSTLSNDYNNFKNYC  1  PY00552                  (  211) SSYSQVWSTLSTDYENFKKEY  1  PY01834                  (  243) SPYYQALSTLSTDYNNLKDKC  1  PY01871                  (  207) SSYKQVLCTLSTDYDNLIKKC  1  PY07405                  (  197) SSYKQVLCTLSTDYDNLIKKC  1  PY00284                  (  218) TSYSQVWSTLSTDYDNFKDEY  1  PY05719                  (  224) SSYKQILCTLSSDYDNLKNKC  1  PY03010                  (  206) SPYKKILSTLSNDYDNLKNEC  1  PY02827                  (  226) SSYIQILSTLSNDYKNFKNKC  1  PY04979                  (  179) SSYNQLLCTLSIDYDNLKSKC  1  PY02614                  (  197) SSYNKILSTLSTDYDNFKIYC  1  PY02543                  (  199) SSYNKILSTLSTDYDNFKIYC  1  PY06126                  (  196) SPYNQLLSTLSNDYNRFKNIC  1  PY05244                  (  214) SAYYQVLSTLSSDYNNFKKYC  1  PY05586                  (  224) SPYYKLLSTLSKDYDNFKKNC  1  PY04787                  (  191) SSYSQLWSSLSNDYDKFKEKY  1  PY04554                  (  191) SPYRKILFTLSTDYNNLKNEC  1  PY06514                  (  188) NPYYKLLSTLSKDYDNFKKKC  1  PY01080                  (  187) GSYKQLLSTLSKDYDNFKNKY  1  PY06339                  (  206) SSYKKVLCTLSTDYDNLIKKC  1  PY06374                  (  196) SPYVQLLSTLSNDYDNFKNIY  1  PY06760                  (  196) DSYNQLLSTLSTDYNDFKKEC  1  PY06740                  (  235) SPYYQVLFTLSTDYDNYKNYC  1  PY02564                  (  196) NSYNKLLCTLSNDYDNFKKKY  1  PY02671                  (  196) SPYNQLLSRLSNDYDNFKNIY  1  PY02688                  (  182) SSYSQLLTTLSTDYNKLKEKC  1  PY07017                  (  164) SSYSQLLTTLSTDYNKLKEKC  1  PY02565                  (  213) SSYYQLLSSLSNDYKNFEKKY  1  PY05648                  (  207) SSNSKVLCTLSNDYDNFKKKC  1  PY02970                  (  214) SGYCQAWSTLSNDYKNLKNKY  1  PY07175                  (  206) SPYKEILSTLSTDYENFKKEC  1  PY04773                  (  209) SSYSQIWSTLSTDYDSFKKDY  1  PY05146                  (  230) SPYNRLLYTLSNDYDNFKKNC  1  PY04083                  (  197) SLYRQILSNLSTDYGNLKKKC  1  PY05781                  (  195) SSYNQILSNLSTNYNNFKKKC  1  PY04215                  (  196) SSYSKILSALSTDYNKLKEKC  1  PY04466                  (  185) ISYNQLLSTLSKDYDNFMNKY  1  PY01595                  (  205) SPYHQVLSTLLSDYNNLKDYC  1  PY00580                  (  191) TPRSQILSTLLTDYNNLKIKC  1  PY02973                  (  191) TPRSQILSTLLTDYNNLKIKC  1  PY04996                  (  188) DSYSQIFSILSNDYDNLKNKC  1  PY05767                  (  197) SSYSQLWYSLSNDYDKFKEKY  1  PY04066                  (  201) SSYSQLWYSLSNDYDKFKEKY  1  PY03729                  (  196) SSYNELLSTLSKDYDNFMNKY  1  PY00578                  (  164) SPHSKILSVLSTDYNNLKNRC  1  PY02298                  (  194) SSYKQLLSTLLDDYNKFKNYC  1  PY07624                  (  197) DSYSQLFSILSKDYDNFKNKC  1  PY05769                  (  196) GSYKQLLSTLSKDYDNFINKY  1  PY02652                  (  196) GSYKQLLSTLSKDYDNFINKY  1  PY00494                  (  189) NLYNQLLCSLSTDYDNLKSKC  1  PY06763                  (  189) NLYNQLLCSLSTDYDNLKSKC  1  PY04430                  (  198) SPYNQLLSTLSDDYYNLKSIC  1  PY03991                  (  232) SSYQQILSALSTDYDNLKNKS  1  PY07160                  (  196) ESYRQLFSILSKDYDNLKNKC  1  PY01184                  (  218) SSCSQILTTLSNDYNNFKTKC  1  PY05624                  (  189) SSYKQLLSTLSNEYDKFKNYY  1  PY07422                  (  195) SPYKEILSALSTDYNKLKNEC  1  PY07080                  (  192) TAYSKIFSALSTDYDNFKNYC  1  PY05150                  (  188) DAYSQIFSILSNDYDNLKNKC  1  PY03983                  (  214) SDYYQVLSTLSNCYNNFKNYC  1  PY03987                  (  203) SSYYQLLSSLSNDYKIFENKY  1  PY05923                  (  230) SSYLQLWSSLSNDYNIFKQEY  1  PY07327                  (  196) SLYRQILYNLSTDYGNLKKKC  1  PY07198                  (  187) SYYNQILSTLSTNYDKLKNEC  1  PY00493                  (  231) EGYCQAWSTLSNDYKNLKNKY  1  PY04988                  (  190) SSCNKLLCTLSNDYNNFKKKH  1  PY07653                  (  188) DSYSQIFSILLNDYDNLKNKC  1  PY03331                  (  192) SSYYQLLSSLSNDYKNFEQLY  1  PY07331                  (  189) NSYKQLLYTLSKDYDNFINKY  1  PY03636                  (  199) TLHSQLLSALLTDYNNLKEKC  1  PY07838                  (  210) SSYLQLWSSLSNNYKNFENKY  1  PY03194                  (  201) KPYNKIFSTLSTDYNNLKDKC  1  PY05828                  (  195) SPYNQLLSTLLDDYYNLKSIC  1  PY02278                  (  198) SSYNKMLSTLLTDYNKLKDKC  1  PY01872                  (  185) SSYRQILSSLSTNYDDLKIKC  1  PY03760                  (  196) SLYNKILSTLSNDYNVLKDKC  1  PY05673                  (  214) NSYKQLLLNLSKDYDNLKKEC  1  PY06829                  (  185) SSCKQLLSTLLDDYNKFKNYC  1  PY06754                  (  182) SSYLQLLSILSNDYKQFKEKY  1  PY02687                  (  204) IGYCQAFSTLSNDYNNLKNKY  1  PY07264                  (  187) SSYFQLWLSLSKDYDKFKEKY  1  PY07413                  (  202) DSYSQLWLSLSKDYKNFEKKY  1  PY05708                  (  195) TSNNQILSALSNDYDYLKNKC  1  PY07421                  (  196) SSYSQLLSTLSNDYNGFGKNK  1  PY04516                  (  219) SFYLQLLSSLSNDYKNFEKKY  1  PY03948                  (  193) SSYLQLWSSLSSDYYKFKEKY  1  PY01873                  (  203) GSYNKLLSTLLKDYNDFKKEC  1  PY07533                  (  186) SSYYELLSSLSNDYKKFKEKY  1  PY03091                  (  207) SSYLQLLSSLSSDYYKFKEKY  1  PY02541                  (  196) ESYGKLFSILSNDYDNLKNKC  1  PY02572                  (  188) SSYYKLLSSLSNDYKNFEQLY  1  PY06886                  (  203) SSYYKLLSSLSNDYKNFEQLY  1  PY03042                  (  196) SSYNKMLSSLSTDYNKLKDKY  1  PY07035                  (  240) IGYCQAFSTLSNDYKNLKNKY  1  PY01774                  (  197) SLYRKILHNLSTDYSNFKKKC  1  PY07027                  (  197) SLYRKILHNLSTDYSNFKKKC  1  PY05822                  (  195) SSYNKLVYTLSNDYNNLKINC  1  PY02782                  (  213) IGYCQTLPTLSNDYNNLKNKY  1  PY03403                  (  255) SYYNEILSTLLNDYNDFKREC  1  PY06499                  (  207) SSYLQLWSTLSKDYKEFESNY  1  PY04931                  (  218) SYYSEILSTLLNDYNDFKREC  1  PY00308                  (  207) ISYNKLLSTLSNDYNILINKY  1  PY03359                  (  238) SSYSQLLSTLSNDYVKFGKNQ  1  PY07594                  (  195) NSYSHVFLTLLIDYDNLKKKC  1  PY02131                  (  196) GSPHQLFSILSKDYDNLKNKC  1  PY07021                  (  210) SSCSKILYTLSIDYINFKNKC  1  PY00055                  (  183) SSYNKVLLHLSNYYNNFEKYR  1  PY06796                  (  196) NSYKQLLFALSTDYGNLKNKS  1  PY07022                  (  195) NSYNQILSILSNDYDYFRNSY  1  PY00177                  (  182) TPHSKILSALSTDYNNIKGKR  1  PY03986                  (  197) NSYSQLWLSLSKDYKNFEGNY  1  PY02971                  (  184) TARSKILSALSTDYNKLKSKY  1  PY02036                  (  188) SSYYELLSSLSIDYKNFENSY  1  PY05410                  (  195) SARIKILPFLSTDYNNLKEKC  1  PY05560                  (  185) NSYLQLWLILSNDYKNFESNY  1  PY00175                  (  194) SSYSKVLSVLSKCYDNFGDYT  1  PY07411                  (  163) SSYNKVLRVLSRYYNNFEKGR  1  PY06549                  (  196) SSRKQILSALSTDYGTLRSKR  1  PY07226                  (  217) SSYNKILSALSSDYYNFEKNK  1  PY06227                  (  216) SSYLQLWLSLSKDYKDFESNY  1  PY04327                  (  200) TARRKILPFLLTDYNNLINKC  1  PY05688                  (  208) NSYNKVLLVLSNWYNNFGKGT  1  PY07477                  (  253) TARSKILPFLLTDYNNLINKC  1  PY06020                  (  193) SSYSKVLLVLSNYYNNFEKSK  1  PY07342                  (  195) ASHLQILSALLTDYNNLNEKY  1  PY01331                  (  190) DSYSQLWFSLLKDYKIFENKY  1  PY06619                  (  212) NSYNDVLCTLSADYDHFKNKF  1  PY06547                  (  193) SPYSQILSFLSTDYNTFTTKN  1  PY06732                  (  199) NSYNKVLLVLSKYYNNFEIGR  1  PY06782                  (  182) NSYNKILSALSSDYYNFEKNK  1  PY03177                  (  193) TVRNKILPVLSTNYDHFKNNC  1  PY05820                  (  194) SSYNKILSTLSNDYTGYGKQT  1  PY04733                  (  233) SYDSQIFSTLLKDYDGLKREC  1  PY00924                  (  324) IPNNQILPALLTDYNKLNKKC  1  PY03016                  (  191) SSYYKLLYNLSNDHEYFKNKY  1  PY05871                  (  216) STYSKVLLVMSNYYNNFEKGR  1  PY06877                  (  187) VSYSQLWSNLSIDYMIFENAY  1  PY04084                  (  199) DSYSQLWFSLLKDYKFFENEY  1  PY03438                  (  195) SSYNKILSALSNDYTEYGKYT  1  PY02312                  (  215) NSYNKVLLVLSKYYDNIGKGR  1  PY06666                  (  170) IRYLHVLINLLTDYDNLKKNC  1  PY04786                  (  192) YLYSQLWSSLSIDYHIFESKY  1  PY06220                  (  196) SSYNKIMSILSNDYNDLKGQV  1  PY06742                  (  194) SIYSKVLLVLSKYYNNFESLR  1  PY07501                  (  202) IRYFYVLINLLTDYDNLKKKC  1  PY04321                  (  228) SSYKQILSRLSSEYTYFRNSY  1  PY05912                  (  194) SSYDKVLCIFSKYYNDFGKGT  1  PY02140                  (  192) RKILSILYTLSNDYDNFKKKN  1  PY07111                  (  196) STYNKVLLVLYRYYMNFGKGT  1  PY04155                  (  192) RKILSILYTLSNDYDNLKKKN  1  PY01111                  (  193) NSYNKILNVLSIYYNNLVKGN  1  PY01110                  (  196) NSFNKILNVLSNYYNNMGKGT  1  PY03973                  (  195) KPYFHALITILNGYDNLKNEC  1  PY01773                  (  289) SLYKNVLSTLKDFYGKLKNSA  1  PY03332                  (  224) SSYDKVLRVFFKYYNDFGKGT  1  PY07187                  (  197) EYYCNVLVTLQNAYQKFKNDN  1  PY04914                  (  289) SLYENVLPTLTDFYGKFKNFA  1  PY01981                  (  190) EYYCNVLVTLKNAYEKFKKDN  1  PY01963                  (  191) EYYCEVLLTLKSAYQKFKQDN  1  PY00754                  (  289) SLYENVFPTLEDFYGKLKNFA  1  PY07516                  (  176) TCLENAGEFLSNDYKNFKQEY  1  PY02660                  (  212) KIFKRVLSVVSNDYDHIKRTL  1  PY07826                  (  237) TTSSKVLSVKVQDASNGKKDL  1  //   
	f95:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.62549 E= 2.8e-1579    -153   -429    -82    -94   -593    -63   -386   -118   -289   -564   -444    -16   -384   -427    -90    279     91   -249   -460   -359      48   -210   -354   -639   -313    -45   -457   -251   -332    -33   -350   -724    313   -515    -82    261   -136   -168   -454    -75    -260    -36   -334   -448    -96   -451    115   -276   -565   -314   -344   -262   -167   -389     99   -339   -427   -321   -197    362    -294     72   -234   -140   -186   -162      9   -285     -5    -30   -449    145   -412   -147    159    137   -404   -222   -507     49    -539   -837   -311    -25   -921   -516     58   -951    144   -866   -792   -150   -607    451    -80   -289   -603   -748   -772   -352      44   -657   -932   -825   -681   -750   -669    185   -917    217    -76   -917   -708   -716   -680   -791   -293    292   -653   -801    -448   -594   -761   -634     25   -281   -453   -424   -729    317   -122   -772   -512   -481   -453   -673   -537   -195    392   -544    -348    191   -763   -317   -109   -561     -1   -206   -726      6   -349   -313    114   -517    -82    266   -137   -106   -453    -25     149   -549   -705   -654   -116   -591   -100    -37   -707   -523   -414    -90   -534   -502    -85     62    345    142   -513   -692    -406   -555   -722   -592   -230   -604   -447   -297   -434    343   -105   -740   -471   -441   -413   -635   -496   -178   -430   -621    -420   -600   -750   -317   -310   -612   -461   -521   -276     55   -428   -743   -588   -201   -496    313   -281   -200   -446   -320    -223   -823    -71   -559   -905   -499   -440   -113     42   -885   -814    201   -602   -198    -83    -85    259   -765   -772   -831    -103   -170    367   -149   -232   -272   -286   -600   -618   -568   -484   -181   -463   -400   -383   -498   -481   -422    -82    -51    -232   -851   -997   -975   -543   -805    -96   -924  -1048   -805   -777   -959   -799   -781   -754   -875   -840   -757   -469    392    -305   -125    237   -108   -661      4    -76   -375      8   -571    -78    174   -421    -80   -285   -223   -134   -226   -521    -99    -346   -501    -79   -252   -359   -147     52   -176    -14   -531   -425    284   -379   -186   -107   -295   -204   -247   -367   -200    -717   -824  -1071   -989    320   -276   -590   -186  -1067    216   -164  -1021   -816   -764   -769   -976   -807   -545   -506   -187    -463   -881   -464    141   -887     68   -535    -77    258   -733    -83   -311   -576   -406    -26   -685   -296   -243   -762   -880    -468   -804    -53     55   -849   -111   -427   -114    136   -776   -683    194   -558     49     15    -45   -200   -649   -712   -796    -166   -645   -119     88   -242     54   -300   -161    213   -192   -451    -48   -411    -78   -128   -160   -253   -141   -508     49     -62    421   -685   -569   -315   -547    -93   -455   -234   -255   -361   -138   -514   -193    111   -288     -7   -174   -461    214   
	f98:  letter-probability matrix: alength= 20 w= 21 nsites= 180 E= 2.8e-1579   0.005556  0.000000  0.044444  0.033333  0.000000  0.027778  0.000000  0.044444  0.016667  0.000000  0.000000  0.105556  0.000000  0.000000  0.011111  0.622222  0.077778  0.005556  0.000000  0.005556   0.038889  0.005556  0.005556  0.000000  0.005556  0.027778  0.000000  0.011111  0.011111  0.066667  0.000000  0.000000  0.177778  0.000000  0.011111  0.577778  0.016667  0.005556  0.000000  0.038889   0.000000  0.022222  0.005556  0.000000  0.011111  0.000000  0.022222  0.011111  0.000000  0.005556  0.000000  0.016667  0.005556  0.000000  0.044444  0.005556  0.000000  0.000000  0.000000  0.850000   0.000000  0.044444  0.011111  0.016667  0.016667  0.011111  0.011111  0.011111  0.111111  0.072222  0.000000  0.283333  0.000000  0.005556  0.061111  0.244444  0.000000  0.005556  0.000000  0.094444   0.000000  0.000000  0.005556  0.044444  0.000000  0.000000  0.016667  0.000000  0.316667  0.000000  0.000000  0.033333  0.000000  0.555556  0.011111  0.011111  0.000000  0.000000  0.000000  0.005556   0.038889  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.305556  0.000000  0.394444  0.011111  0.000000  0.000000  0.000000  0.000000  0.000000  0.005556  0.244444  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.077778  0.005556  0.000000  0.000000  0.000000  0.783333  0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005556  0.122222  0.000000   0.000000  0.100000  0.000000  0.005556  0.027778  0.000000  0.011111  0.016667  0.000000  0.088889  0.000000  0.011111  0.044444  0.000000  0.011111  0.600000  0.016667  0.011111  0.000000  0.055556   0.083333  0.000000  0.000000  0.000000  0.027778  0.000000  0.005556  0.066667  0.000000  0.000000  0.000000  0.055556  0.000000  0.000000  0.011111  0.144444  0.516667  0.088889  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.011111  0.000000  0.000000  0.005556  0.005556  0.966667  0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005556  0.000000  0.000000   0.000000  0.000000  0.000000  0.005556  0.005556  0.000000  0.000000  0.000000  0.016667  0.127778  0.000000  0.000000  0.000000  0.005556  0.000000  0.822222  0.005556  0.005556  0.000000  0.005556   0.005556  0.000000  0.038889  0.000000  0.000000  0.000000  0.000000  0.038889  0.155556  0.000000  0.000000  0.405556  0.000000  0.005556  0.011111  0.050000  0.288889  0.000000  0.000000  0.000000   0.016667  0.011111  0.838889  0.011111  0.016667  0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.027778  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005556  0.066667   0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.988889   0.000000  0.011111  0.355556  0.022222  0.000000  0.038889  0.005556  0.005556  0.122222  0.000000  0.011111  0.344444  0.000000  0.011111  0.000000  0.016667  0.016667  0.005556  0.000000  0.033333   0.000000  0.000000  0.050000  0.011111  0.005556  0.016667  0.016667  0.033333  0.150000  0.000000  0.000000  0.655556  0.000000  0.005556  0.011111  0.005556  0.011111  0.005556  0.000000  0.022222   0.000000  0.000000  0.000000  0.000000  0.561111  0.005556  0.000000  0.022222  0.000000  0.388889  0.005556  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.016667   0.000000  0.000000  0.000000  0.138889  0.000000  0.061111  0.000000  0.050000  0.700000  0.000000  0.011111  0.011111  0.000000  0.000000  0.016667  0.000000  0.005556  0.005556  0.000000  0.000000   0.000000  0.000000  0.044444  0.077778  0.000000  0.016667  0.000000  0.038889  0.300000  0.000000  0.000000  0.388889  0.000000  0.033333  0.022222  0.066667  0.011111  0.000000  0.000000  0.000000   0.005556  0.000000  0.027778  0.100000  0.011111  0.055556  0.000000  0.027778  0.522222  0.022222  0.000000  0.072222  0.000000  0.011111  0.005556  0.027778  0.005556  0.011111  0.000000  0.094444   0.016667  0.494444  0.000000  0.000000  0.005556  0.000000  0.005556  0.000000  0.022222  0.011111  0.000000  0.038889  0.000000  0.005556  0.044444  0.011111  0.044444  0.005556  0.000000  0.294444   
	f101:  BL   MOTIF 7 width=29 seqs=139 PY02278                  (  169) SNCKKCSEKANEFVEKYKKLNEDPNNTNG  1  PY04084                  (  170) TQCKTCLENAGEFFEKYEKHKNALDITKG  1  PY06877                  (  158) TECKKCLENAGEFFEKYEKLKNTFDITKG  1  PY04786                  (  163) TQCKTCLENAREFFEKYEKLKNSFDITKG  1  PY02565                  (  184) YQCNKCLENAGELFEKYEKLKNDLDINKG  1  PY07838                  (  181) YQCNKCLENAGEFFEKCEKVKNVFDITKG  1  PY00085                  (  183) SNCDNYLEKAKEFAKKYDELNEDYNNGKG  1  PY03948                  (  164) YQCNKCLENAGEFFEKCEKVKNAFDINKG  1  PY06754                  (  153) PQCNKCLESAREFFEKCEKVKNAFDINKG  1  PY02036                  (  159) YQCNKCLENAGELFEKYEKLKNALDINKG  1  PY03986                  (  168) TECKKCLENAGEFFEKCEKVKNALDITKE  1  PY02543                  (  170) SNCKKCSENAIKFAEKYNELNGDSNNTNG  1  PY06204                  (  166) SDCTKCLNDANEFAKKYKELNDDSSITND  1  PY07533                  (  157) TECKTCLENAGELFEKYEKLKNALDINKG  1  PY06227                  (  187) YKCNKCLENAGEFFEKCEKVKNVFDITKG  1  PY03760                  (  167) SNCSKYLEKAQEFAKKYDDLNEDYNNTKD  1  PY06567                  (  178) PDCTKYLEKANQFVEKYANLNENSNNTDG  1  PY07406                  (  176) SNCTNYSETAKEFVKQYEELYKDDNITKD  1  PY07413                  (  173) TQCKTCLENAEEFFEKHEKLKNDFDITEE  1  PY04516                  (  190) YECNKCLENAGELFEKYEKLKNALDINKG  1  PY06029                  (  208) PNCKDYLEKAQEFVKKYNELNENSNNIDG  1  PY03042                  (  167) SNCTSCSEKAKEFVKKYEQLNGNYSITGN  1  PY05923                  (  201) TECKTCLETAGEFFEKCEKVKNAFDINKG  1  PY00500                  (  169) PNCDKCLEKANEFVGKYEKINEDPNNTNS  1  PY04988                  (  161) TDCKKCLNYADEFVKKYNELNGDSSITND  1  PY02827                  (  197) PDCNNYLEKAREFVKKYEKLNGNYNNNEY  1  PY05769                  (  167) QYCANCSENAKKFAKKYEEMNENSDITSN  1  PY02652                  (  167) QYCANCSENAKKFAKKYEEMNENSDITSN  1  PY02572                  (  159) NPCNKCLENARELFEKYEKLKNALDINKG  1  PY06514                  (  159) PQCGKYLNDAKEFVKKYDELKKDPKITEG  1  PY07594                  (  166) SNCAKCLEKARQFVDKYEKFNIDHNINED  1  PY04466                  (  156) PYCTKSSENANKFVKKYNELNKDHSITGN  1  PY00988                  (  168) SNCTKCSGKADQFVKKYEKLKNDSSIAKN  1  PY05560                  (  156) SDCKTCLENAGEFFEKCEIVKNVFDITKG  1  PY06151                  (  175) SNCSNYLQKAKEFAKKYDDLNENYNNTKG  1  PY07653                  (  159) PKCEKYLEGDNEFVKKYDQLKKDSDINKD  1  PY05150                  (  159) PKCEKYLEGDNEFVKKYDQLKKDSDINED  1  PY01331                  (  161) KQCKTCLESGGEFFEKYEKHKNALDITKG  1  PY06499                  (  178) TQCKICLENAGEFFEKCEKVKNALDFNKG  1  PY01837                  (  176) PECTKYIENAKNFVEKYNELNNGSDITES  1  PY03091                  (  178) NQCKTCLESAGEFFEKCEKIKNAFDINKG  1  PY01834                  (  214) SNCEKCSENAIQFVKKYNDLNKDSGITED  1  PY01774                  (  168) PDCTKYITTANEFVKKYQELYGDSDNTGS  1  PY07027                  (  168) PDCTKYITTANEFVKKYQELYGDSDNTGS  1  PY06126                  (  167) TDCKNYLKDAKNFVKKYDELNEDYNNGKN  1  PY07405                  (  168) ENCTNYSEKAKEFVEQYEKLYEDYNSNND  1  PY05673                  (  185) KDCKKYSEDNNEFFKKYKELENDSDITGN  1  PY05828                  (  166) KNCDNYLEKAEEFVEKYDELNEDYYNGIN  1  PY03729                  (  167) PYCSNCSKNAKQFVNKYKEMNENSDITNN  1  PY07264                  (  158) IQCNTCLKNAGEFYEQYEKLKNDLDINKG  1  PY02943                  (  167) ADCKNYLEKAKKFVEIYDELNEYYNNGKG  1  PY04554                  (  162) SNCKKCSKNFNQFVEKYKELNENYNNTDN  1  PY07546                  (  167) QNCKKYLDDDNDFFKKYEELKKDSSITGN  1  PY06339                  (  177) ENCTNYSEKAKEFVEQYEELYEEYNSTND  1  PY05767                  (  168) NQCMSCLENAGEFFEKCEKVKNTLDISKG  1  PY04215                  (  167) KKCKNYLDDDNEFFKKYKELNEDSSITND  1  PY03010                  (  177) LNCKKCSNKAIQFVEKYKELNGDSNNNDS  1  PY04996                  (  159) QKCEKYLEGDNKFVKKYDQLKKDSDINKD  1  PY02614                  (  168) SNCAKCSEKAFQFVENYKKLNEYPNNTNG  1  PY06886                  (  174) YEFNKCLENARELFEKYEKLKNALDINKG  1  PY07021                  (  181) ANCENISEKARQFVEKYKELNVNCDITGN  1  PY02671                  (  167) SKCDNCLEKAKKFAKKYDDLNESYNNTKG  1  PY00297                  (  166) PECEKYLEYNNDFFKKYEELKQDSSIAGN  1  PY06619                  (  183) LNCTTSSEKAGKFVEIYEELKKDLNITTN  1  PY03973                  (  166) SNCANYSEKARQFIQKYEEFNIDHNITKD  1  PY02564                  (  167) TDCKKCLNYANEFSIKYKELNGDSSITND  1  PY06740                  (  206) PDCEKYLKIAKEFVAKYNELNNVSDIGED  1  PY07327                  (  167) ADCTKYISNANEFVKKYQELYGDSSNNDN  1  PY05719                  (  195) SNCTKYSGKADNFVEKYNKLNKNSNNTDD  1  PY03987                  (  174) DQCNKCLKSAGELFEKYEKLKNALDVNKG  1  PY07331                  (  160) QYCVNCSENAKKFAKKYEEMNENSVITSN  1  PY01080                  (  158) QYCAKCSENASNFVNKYKEMNENSDITSN  1  PY05586                  (  195) PKCNKYLKEAKEFVEKYEYLKKNYSITEN  1  PY04755                  (  159) TNCNIFSKLANEFAKKYDELNEDYNIGKD  1  PY05648                  (  178) KDCTNCSEKAKEFVKQYEELYKNHIGTED  1  PY02298                  (  165) SNCSLCSENANKFVSKYKEMNKNSNITSN  1  PY03403                  (  226) KNCKNYLDDNNEFFKKYKDLNEDTNITKN  1  PY03331                  (  163) YEFNKCLENARELFEKYEKLKNALDINKE  1  PY07422                  (  166) KKCXKYLDDDNEFFKKYKELKNDSDITDR  1  PY05781                  (  166) SNCKQCLKYANAFIEKYKKLTKDSNITDN  1  PY06829                  (  156) LHSTKCSENANKFVSKYKEMNKNSNITSN  1  PY04787                  (  162) NQCMQCLENAXDFFEKCEKVKNTLDISKG  1  PY05822                  (  166) SNCTNCSQHAQNFAEKYKELNKESNIPNN  1  PY04430                  (  169) QNCNKLSEKANEFAKKYDELNEDYYNGIY  1  PY04066                  (  172) KQCMPCLENVGEFFEKCEKVKNTLDISKG  1  PY06760                  (  167) KNCKNYLEDNNEFFKKSEELKKDTSITGN  1  PY01871                  (  178) SNCAKRSEKAGNFIKQYEELYKDYNSTKD  1  PY05816                  (  175) LECTKYLEYANKIVDKFKELNGNSSVTGN  1  PY07022                  (  166) SMGNKYLENADEFADEYKKLFNDDNNADG  1  PY07175                  (  177) TKCKKYLEDDNEFDQKYKELKNDSDIADK  1  PY03991                  (  203) TNEDALLNNANEFVNKYQELNGYSNNTGG  1  PY04979                  (  150) SICTKCSEQANKFDKQYEELYKDYNSTND  1  PY06334                  (  167) SNCDNYLEKAKNFVEIYDVLNEDYYSGKG  1  PY07411                  (  134) NSSSKCSEHAKKFADEYEKLFNDNDNIEG  1  PY04795                  (  168) TYCEKYLNKAKEFVKIYDDLNKNPNNSDG  1  PY00494                  (  159) KTCNNYLKDANKFVDEYQKLLNDNDTDNG  1  PY06763                  (  159) KTCNNYLKDANKFVDEYQKLLNDNDTDNG  1  PY01873                  (  174) KNCENYLEGDNEFDKKYKELEQDTSNTGN  1  PY01184                  (  189) SSCIKHLDDGKEFVKKYEKLNEDSSINEN  1  PY04083                  (  168) PDCTKYISNAKQFVNNYKELYGDSSNNDN  1  PY06796                  (  167) TDGNMLLNKANTFVKKYQELNEYSNNTDD  1  PY07624                  (  168) SDYNSYLENTQEFVEKYEQLKKDFDVTND  1  PY00284                  (  189) LECTNYLEYANKIVGKFKELNENSSATRN  1  PY05624                  (  160) LHCSICSQNANKFVSKYKEMNQNSVITSN  1  PY06374                  (  167) SNCDNCLKKSKEFAKKYDDLNENYNNXKD  1  PY06782                  (  153) NKGEMYLEYAKKFANEYKQLFNDNDNNEG  1  PY04155                  (  160) PNCEQCEKAANEFVTNYEGVISDSNITKN  1  PY04931                  (  189) KNCKNYLDDNNEFIEKYNNLNEDTSINKN  1  PY02940                  (  164) NNCNNYLKDDNQFTKIYKELNNGHDVTND  1  PY03016                  (  162) INCTKYLQKANEFSEKYQKVIGGSSVDKH  1  PY04733                  (  204) KNCKNYLEDNSEFFKKYNDLKQDTSFTKN  1  PY07501                  (  173) SDCTQDSEKANQFVETYKKIIIDHNIGEN  1  PY07849                  (  167) LSCYRFSEIANDFAKKYDELNENYNNGKD  1  PY07226                  (  188) NKGGIYLEYAKNFANEYKKLFNDDDNNEG  1  PY04321                  (  198) NNNKKYIEYANKFADEYKKLFNDNDNNVE  1  PY05688                  (  179) NNSSKISEDGNKFVDEYQKLFDDDNNNGD  1  PY02140                  (  160) PNCEQCAKAANGFVTNYEGVISDSNITKN  1  PY01872                  (  156) KKDDKLLNDAKDFVKKYQELNRYSNNTDV  1  PY03332                  (  194) DKSNDFSENANQFVDRYKELFNDIDNNID  1  PY04773                  (  180) LECSKYLGYANDIVGKFKKLNENSSATRN  1  PY00055                  (  153) GKSNDFSEDANKFVYEYEKLLNDNDNNID  1  PY06742                  (  165) NKDSEFMQDANKFVEKYQELLDGDNNTDN  1  PY03359                  (  208) NVRKTYLEYAEEFVTEYQKLINNNNTGTE  1  PY00308                  (  178) LNCKQNLDLANKFVQNVEKLIEDSNNTVD  1  PY06020                  (  164) QNNSDFSKYSNKFVEEYEELLNDNNNIHD  1  PY07421                  (  166) DVSKTYLEYADEFVTEYQKLINNNNTDTE  1  PY00552                  (  182) LKCTEYLGYANDIVGKFNELNRNSSISGD  1  PY01111                  (  164) QNSSQVSEYAKTFADGYTELFDDDNNDEG  1  PY06549                  (  167) INKDSLLNNANEFVIKYQELDVDSNNTSD  1  PY01110                  (  167) NNSSQASEHAEKFANGYTELFDNDNNNEG  1  PY00175                  (  164) KNSSKILDYANKFGEEYGKLLNDNDNNID  1  PY03194                  (  172) QKDDTLSNNAIDFVKKYQELNKVYGIIGE  1  PY05871                  (  186) NKSGDFSQHVNKFVEEYGKLFNDVDNNTD  1  PY05912                  (  165) AKSNDFSEHANKFVSKYKEFLDDENNIDN  1  PY07198                  (  157) KKCNNYLNDNNEFLDEYRKLLTDSDTDNG  1  PY06732                  (  170) ENNSKYSEHVNKFAVEYQNLFDDDNNIDN  1  PY06220                  (  167) DMFNTYSECSNKFIKIYNELNEDSNYNEN  1  PY07111                  (  167) KSSDDILKHANNFLNIYKELLNDNNNDDG  1  PY00997                  (  165) KNNSDFSKYTNKFIDKYKELFDDDKNIKD  1  //   
	f110:  log-odds matrix: alength= 20 w= 29 n= 53326 bayes= 10.6057 E= 1.9e-1408      15   -611   -113   -104   -614   -208   -264   -196     23    -31   -417     -2    273    158   -237    108    124   -401   -473    -23    -259   -613     92     69   -616   -418     45   -338     30   -525    -42    181   -126    231   -239   -152   -146   -106   -475    -42    -512    489   -146   -269   -150    -34   -406   -955   -384   -874   -812   -164   -570   -498   -143     -8   -560   -754   -750   -315      87   -555     24     69   -557    -73   -258   -328    100   -489     13     91   -363   -240   -232     22    182   -184   -449   -296    -131   -612    -21   -147   -615   -417   -264   -157    189   -326    -42    110   -126    128    -93   -152    106   -401   -474   -589    -144    386   -315   -536     17   -494    -35   -142   -637    -92   -313   -367   -444   -442   -134   -252   -408   -139   -310    260    -172   -549   -748   -291   -475   -570   -469    -94   -720    282    -99   -750   -498   -479   -451    171   -485   -290   -452   -635    -438   -958    -15    351   -959    -40   -502   -849     15   -774   -680    -23   -540     86   -524   -261   -168   -616   -810   -889     -66   -186    113   -211   -619    -37    213   -250     91   -246   -422    153   -380   -113   -243   -152    -62   -406   -479     84     476   -307    -35   -473   -307    -70   -389   -499   -592   -448   -348   -128   -465   -417   -355   -165   -159    -35   -403   -620    -254   -557    -82    -70   -291    194   -260   -154     78   -493   -403    204   -365     39    168   -227   -358   -389   -452   -542    -177  -1014    -15    325   -976   -232   -524   -839     97   -764   -668    -65   -536    205   -524   -666   -169   -603   -822   -908    -663   -777  -1045   -960    390   -878   -611   -148  -1048    -50   -407  -1019   -779   -743   -754   -950   -763   -470   -512   -596     243   -491   -165   -606    193   -226   -423    -85   -690   -215   -313   -694   -493   -481   -442   -255   -230    388   -418   -300    -151   -694     37    276   -695    -38   -335   -253    151   -593   -488    -80   -430     -1   -312   -159    -67   -199   -554   -311    -448   -911   -422    116   -941   -135   -480    -77    261   -780   -689   -145   -546    107   -141   -624   -261   -628   -789   -868    -719    172   -948   -905    -94   -809    -55   -826   -967   -705   -680   -880   -759   -694   -672   -365   -800   -213   -362    372    -177  -1000     88    284   -970   -137   -519   -839    106   -764   -668    -24   -536    224   -143   -661   -169   -604   -817   -902    -428  -1021    -15    310   -977   -138   -526   -354    167   -762   -666   -221   -535     87   -522   -668   -607   -211   -822   -319    -375   -524   -691   -561   -152   -573     13   -175   -657    317    142   -709   -440   -410   -382   -604   -465    144   -399   -590    -404   -602   -297   -184     50   -515   -411    -72    129    -41   -438    200   -544   -490   -473   -572   -247   -369   -468     14    -362   -762    -17    218   -766    128   -388   -198     43   -653   -551    175   -473     33    -40   -252   -248   -113   -624   -731     189   -790    298   -180   -878    -34   -407   -951   -684   -871   -808    101   -570   -496   -530   -250    -70     13   -750    -87    -310   -174     -9   -278     37   -520    190   -282   -667     50   -316    -38     84   -464   -428    192    -35   -133   -417    117    -512   -791    253   -530   -877   -127   -406   -355   -293   -874   -812    192   -570   -498   -531     78   -560   -118   -750   -160     -75   -496   -725   -610   -194   -225   -428    252   -696   -397   -321    177   -497   -487   -448   -133    -35     32   -425   -301       1   -513    -46   -531   -594     98   -418    -79   -578   -551   -430    124   -142   -428   -412   -114    340   -377   -503   -625    -308   -658     93    125   -669    148    -45   -126    154   -580   -475     35   -420   -293    -31    -64    -65   -110   -528   -639    -510   -792    191     -9   -878    311    -55   -953   -383   -872   -809    152   -570   -495   -143   -130   -560   -216   -750   -218   
	f113:  letter-probability matrix: alength= 20 w= 29 nsites= 139 E= 1.9e-1408   0.028777  0.000000  0.028777  0.021583  0.000000  0.007194  0.000000  0.021583  0.136691  0.071942  0.000000  0.100719  0.136691  0.071942  0.000000  0.201439  0.115108  0.000000  0.000000  0.057554   0.000000  0.000000  0.129496  0.086331  0.000000  0.000000  0.014388  0.007194  0.143885  0.000000  0.014388  0.366906  0.007194  0.122302  0.000000  0.028777  0.014388  0.014388  0.000000  0.050360   0.000000  0.784173  0.021583  0.007194  0.021583  0.028777  0.000000  0.000000  0.007194  0.000000  0.000000  0.028777  0.000000  0.000000  0.007194  0.086331  0.000000  0.000000  0.000000  0.007194   0.050567  0.000187  0.079616  0.086722  0.000435  0.021854  0.000081  0.007801  0.238239  0.000626  0.021724  0.194964  0.000142  0.000174  0.000147  0.108576  0.173003  0.007428  0.000052  0.007662   0.007194  0.000000  0.057554  0.014388  0.000000  0.000000  0.000000  0.028777  0.446043  0.007194  0.014388  0.223022  0.007194  0.057554  0.007194  0.028777  0.100719  0.000000  0.000000  0.000000   0.007194  0.402878  0.007194  0.000000  0.064748  0.000000  0.007194  0.028777  0.000000  0.043165  0.000000  0.007194  0.000000  0.000000  0.007194  0.014388  0.000000  0.007194  0.000000  0.402878   0.007194  0.000000  0.000000  0.007194  0.000000  0.000000  0.000000  0.043165  0.000000  0.604317  0.007194  0.000000  0.000000  0.000000  0.000000  0.330935  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.057554  0.625899  0.000000  0.028777  0.000000  0.000000  0.129496  0.000000  0.000000  0.086331  0.000000  0.043165  0.000000  0.014388  0.014388  0.000000  0.000000  0.000000   0.014388  0.007194  0.151079  0.007194  0.000000  0.028777  0.050360  0.014388  0.223022  0.014388  0.000000  0.302158  0.000000  0.007194  0.000000  0.028777  0.028777  0.000000  0.000000  0.122302   0.798561  0.000000  0.064748  0.000000  0.007194  0.021583  0.000000  0.000000  0.000000  0.000000  0.000000  0.050360  0.000000  0.000000  0.000000  0.021583  0.014388  0.021583  0.000000  0.000000   0.000208  0.000187  0.036451  0.029168  0.007629  0.151351  0.000081  0.029384  0.202268  0.000626  0.000142  0.432374  0.000142  0.028951  0.064895  0.015051  0.000341  0.000233  0.000052  0.000468   0.007194  0.000000  0.057554  0.517986  0.000000  0.007194  0.000000  0.000000  0.230216  0.000000  0.000000  0.064748  0.000000  0.100719  0.000000  0.000000  0.014388  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.913669  0.000000  0.000000  0.028777  0.000000  0.057554  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.158273  0.000000  0.021583  0.000000  0.237410  0.007194  0.000000  0.043165  0.000000  0.014388  0.000000  0.000000  0.000000  0.000000  0.000000  0.014388  0.007194  0.489209  0.000000  0.007194   0.007194  0.000000  0.086331  0.374101  0.000000  0.028777  0.000000  0.014388  0.338129  0.000000  0.000000  0.057554  0.000000  0.021583  0.000000  0.028777  0.028777  0.007194  0.000000  0.007194   0.000000  0.000000  0.000000  0.115108  0.000000  0.014388  0.000000  0.050360  0.719424  0.000000  0.000000  0.035971  0.000000  0.050360  0.007194  0.000000  0.007194  0.000000  0.000000  0.000000   0.000000  0.086331  0.000000  0.000000  0.028777  0.000000  0.007194  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.007194  0.000000  0.007194  0.000000  0.863309   0.007194  0.000000  0.122302  0.388489  0.000000  0.014388  0.000000  0.000000  0.244604  0.000000  0.000000  0.086331  0.000000  0.115108  0.007194  0.000000  0.014388  0.000000  0.000000  0.000000   0.000000  0.000000  0.057554  0.467626  0.000000  0.014388  0.000000  0.007194  0.374101  0.000000  0.000000  0.021583  0.000000  0.043165  0.000000  0.000000  0.000000  0.007194  0.000000  0.007194   0.000000  0.000000  0.000000  0.000000  0.021583  0.000000  0.014388  0.021583  0.000000  0.784173  0.057554  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.100719  0.000000  0.000000   0.000000  0.000000  0.007194  0.014388  0.086331  0.000000  0.000000  0.050360  0.287770  0.064748  0.000000  0.410072  0.000000  0.000000  0.000000  0.000000  0.007194  0.000000  0.000000  0.071942   0.000000  0.000000  0.057554  0.244604  0.000000  0.093525  0.000000  0.021583  0.158273  0.000000  0.000000  0.345324  0.000000  0.028777  0.014388  0.014388  0.007194  0.014388  0.000000  0.000000   0.107914  0.000000  0.532374  0.014388  0.000000  0.028777  0.000000  0.000000  0.000000  0.000000  0.000000  0.201439  0.000000  0.000000  0.000000  0.014388  0.028777  0.035971  0.000000  0.035971   0.000000  0.007194  0.064748  0.007194  0.079137  0.000000  0.043165  0.007194  0.000000  0.122302  0.000000  0.079137  0.035971  0.000000  0.000000  0.359712  0.035971  0.007194  0.000000  0.151079   0.000000  0.000000  0.388489  0.000000  0.000000  0.014388  0.000000  0.007194  0.014388  0.000000  0.000000  0.381295  0.000000  0.000000  0.000000  0.158273  0.000000  0.014388  0.000000  0.021583   0.014388  0.000000  0.000000  0.000000  0.014388  0.007194  0.000000  0.496403  0.000000  0.000000  0.000000  0.352518  0.000000  0.000000  0.000000  0.035971  0.035971  0.035971  0.000000  0.007194   0.028985  0.000187  0.050839  0.000391  0.000435  0.079408  0.000081  0.050966  0.000829  0.000626  0.000142  0.252518  0.007336  0.000174  0.000147  0.036633  0.489550  0.000233  0.000052  0.000468   0.000000  0.000000  0.129496  0.129496  0.000000  0.107914  0.007194  0.035971  0.345324  0.000000  0.000000  0.129496  0.000000  0.000000  0.014388  0.057554  0.028777  0.014388  0.000000  0.000000   0.000000  0.000000  0.251799  0.050360  0.000000  0.330935  0.007194  0.000000  0.007194  0.000000  0.000000  0.287770  0.000000  0.000000  0.007194  0.035971  0.000000  0.007194  0.000000  0.014388   
	f116:  BL   MOTIF 8 width=15 seqs=84 PY06829                  (  280) QKLREKIKNIKKRMN  1  PY06619                  (  308) QYLREKIKNIKKRMN  1  PY07594                  (  277) QYLREKIKNIKKRMN  1  PY05673                  (  313) QQIREKIKNIKKRMN  1  PY01080                  (  280) QQIREKIKNIKKRMN  1  PY04773                  (  310) QHLREKLKNIKKRMN  1  PY00552                  (  310) QHLREKLKNIKKRMN  1  PY04795                  (  293) QKLREKLKNIKKRMN  1  PY05146                  (  336) QKLREKLKNIKKRMN  1  PY07021                  (  292) QKLREKLKNIKKRMN  1  PY00494                  (  284) QKLREKLKNIKKRMN  1  PY04466                  (  278) QKLREKIKNIKKKMN  1  PY02971                  (  266) QKLREKIKNIKKKMN  1  PY02688                  (  266) QKLREKIKNIKKKMN  1  PY03194                  (  283) QKLREKIKNIKKKMN  1  PY07546                  (  259) QKLREKIKNIKKKMN  1  PY06514                  (  284) QKLREKIKNIKKKMN  1  PY02940                  (  277) QKLREKIKNIKKKMN  1  PY01872                  (  267) QYLREKIKNIKKKMN  1  PY07477                  (  335) QYLREKIKNIKKKMN  1  PY07406                  (  309) QYLREKIKNIKKKMN  1  PY02973                  (  273) QYLREKIKNIKKKMN  1  PY07342                  (  277) QYLREKIKNIKKKMN  1  PY01871                  (  308) QKLREKLKNVKKRMN  1  PY02782                  (  316) QKLREKLKNVKKRMN  1  PY00493                  (  331) QKLREKLKNVKKRMN  1  PY07035                  (  344) QKLREKLKNVKKRMN  1  PY02687                  (  308) QKLREKLKNVKKRMN  1  PY02970                  (  314) QKLREKLKNVKKRMN  1  PY06151                  (  275) QKLREKLKNVKKRMN  1  PY01774                  (  289) QQIREKIKNIKKKMN  1  PY07027                  (  289) QQIREKIKNIKKKMN  1  PY07331                  (  282) QQIREKIKNIKKKMN  1  PY05781                  (  282) QQIREKIKNIKKKMN  1  PY02564                  (  284) QQIREKIKNIKKKMN  1  PY00924                  (  406) QKLREKLKNIKKKMN  1  PY05624                  (  283) QKLREKLKNIKKKMN  1  PY04083                  (  281) QKLREKIKNIKKRIN  1  PY05769                  (  289) QKLREKIKNIKKRIN  1  PY02298                  (  289) QKLREKIKNIKKRIN  1  PY04327                  (  283) QYLREKIKKIKKRMN  1  PY03636                  (  282) QYLREKIKKIKKRMN  1  PY05708                  (  280) QYIREKIKNIKKKMN  1  PY03042                  (  272) QQIREKLKNIKKKMN  1  PY07017                  (  248) QQIREKIKNIKKRIN  1  PY07422                  (  279) QQIREKIKNIKKRIN  1  PY04979                  (  278) QQIREKIKNIKKRIN  1  PY03729                  (  289) QQIREKIKNIKKRMA  1  PY07624                  (  260) QKLREKIKNIMKKMI  1  PY00085                  (  283) QKLREKIKNIMKKMI  1  PY04996                  (  251) QKLREKIKNIMKKMI  1  PY05150                  (  251) QKLREKIKNIMKKMI  1  PY05586                  (  317) QKLREKLKNIKKRIN  1  PY07160                  (  259) QKLREKIKNIMKKMI  1  PY04755                  (  259) QKLREKIKNIMKKMI  1  PY02541                  (  259) QKLREKIKNIMKKMI  1  PY02614                  (  292) QKLREKLKNIKKRIN  1  PY02543                  (  294) QKLREKLKNIKKRIN  1  PY07849                  (  272) QKLREKIKNIMKKMI  1  PY06567                  (  607) QKLREKLKNIKKRIN  1  PY00177                  (  266) QHLREKIKKIKKKMN  1  PY05410                  (  283) QYLREKIKKIKKKMN  1  PY00580                  (  273) QYLREKIKKIKKKMN  1  PY03991                  (  314) QYLREKIKKIKKKMN  1  PY06796                  (  278) QYLREKIKKIKKKMN  1  PY04215                  (  280) QKXREKIKNIKKRMN  1  PY05719                  (  307) QQIREKIKNIKKKIN  1  PY00500                  (  293) QQIREKIKNIKKKIN  1  PY02278                  (  282) QKLREKIKTIKKKMN  1  PY07327                  (  280) QYIREKIKNIKKKMI  1  PY03973                  (  277) QYLREKIKIIKKKMN  1  PY03177                  (  282) QQIKEKIKNIKKRMN  1  PY02652                  (  289) QKLREKIKNXKKRIN  1  PY06334                  (  267) QCLREKIKNITKKMI  1  PY07653                  (  251) QYLRETIKNIKKKMI  1  PY04988                  (  293) QQIREKIKKIKKKIN  1  PY00297                  (  258) QKLREXLKNIKKRIN  1  PY05822                  (  277) QQIKEKIKNIKKRIN  1  PY06126                  (  272) QCLREKIKNIKNKMT  1  PY02943                  (  267) QCLRERIKNIKKKLI  1  PY04430                  (  269) QCLRERIKNIKKKLI  1  PY06220                  (  307) QYLREKIKNIKNKTD  1  PY07411                  (  278) QNLREKLKKIRRKWM  1  PY07516                  (  251) QHLREKLKNSDYSMN  1  //   
	f125:  log-odds matrix: alength= 20 w= 15 n= 55902 bayes= 10.3635 E= 1.6e-808    -869   -939   -969  -1020  -1031   -782   -780  -1161  -1111  -1012  -1043  -1089   -767    537   -815  -1033   -960   -974   -801  -1053    -457     83   -667   -513   -665   -559    206   -724    203   -623   -540   -295   -549    304   -154   -610   -530   -540   -503    168    -308   -439   -558   -469   -339   -477   -346    106   -537    314   -115   -568   -367   -340   -315   -501   -389   -187   -330   -491    -635   -787   -852   -752   -923   -689   -523   -899   -220   -804   -747   -836   -647   -537    557   -809   -733   -746   -650   -893    -516   -740   -408    418   -799   -576   -494   -744   -809   -757   -674   -691   -625   -454   -564   -729   -656   -607   -610   -820    -267   -444   -528   -447   -592   -417   -302   -485    300   -496   -395   -492   -355   -346     80   -498   -267   -399   -357   -576    -575   -698  -1016   -917   -525   -835   -711    308  -1016    167   -330  -1026   -730   -709   -731   -938   -674   -335   -561   -773    -835   -923   -958   -990  -1024   -775   -763  -1110    312   -993   -996  -1055   -757   -865   -667  -1013   -931   -944   -789  -1041    -322   -471   -338   -460   -534   -355    -90   -307    -74   -508   -404    310   -352   -279   -273   -320   -197   -372   -340   -544    -227   -402   -470   -426   -362   -407   -342    321   -490   -103    -95   -501   -363   -348   -309   -318   -293    182   -315   -441    -395   -624   -262   -495   -766   -527   -333   -648    289   -594    206   -596   -489   -305      8   -589   -201   -500   -496   -694    -275   -463   -558   -463   -639   -432   -309   -508    300   -520   -408   -307   -367   -351     59   -522   -404   -413   -369   -357    -451   -723   -713   -509   -827   -568   -343   -721    226   -621   -535   -631   -547   -300    437   -285   -527   -535   -557   -724    -583   -706  -1038   -914   -493   -843   -684    117  -1010   -136    524  -1028   -720   -681   -710   -935   -198   -379     72   -743    -148   -458   -230   -463   -524   -347    -83     14   -501   -497   -127    303   -346   -282   -301   -311   -197   -349   -333   -539   
	f128:  letter-probability matrix: alength= 20 w= 15 nsites= 84 E= 1.6e-808   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.047619  0.000000  0.000000  0.000000  0.000000  0.047619  0.000000  0.476190  0.000000  0.000000  0.011905  0.000000  0.202381  0.000000  0.000000  0.000000  0.000000  0.000000  0.214286   0.000344  0.000309  0.000793  0.000647  0.000719  0.000450  0.000135  0.227194  0.001372  0.762941  0.000234  0.001191  0.000235  0.000287  0.000243  0.001096  0.000565  0.000386  0.000085  0.000774   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.023810  0.000000  0.000000  0.000000  0.000000  0.000000  0.976190  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000344  0.000309  0.000793  0.000647  0.000719  0.000450  0.000135  0.001004  0.953753  0.001037  0.000234  0.001191  0.000235  0.000287  0.024052  0.001096  0.012470  0.000386  0.000085  0.000774   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.726190  0.000000  0.273810  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.011905  0.107143  0.000000  0.000000  0.869048  0.000000  0.000000  0.000000  0.000000  0.011905  0.000000  0.000000  0.000000   0.000344  0.000309  0.000793  0.000647  0.000719  0.000450  0.000135  0.893861  0.001372  0.001037  0.000234  0.001191  0.000235  0.000287  0.000243  0.013000  0.000565  0.083719  0.000085  0.000774   0.000000  0.000000  0.011905  0.000000  0.000000  0.000000  0.000000  0.000000  0.869048  0.000000  0.095238  0.000000  0.000000  0.000000  0.011905  0.000000  0.011905  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.952381  0.000000  0.000000  0.023810  0.000000  0.000000  0.011905  0.000000  0.000000  0.000000  0.000000  0.011905   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.559524  0.000000  0.000000  0.000000  0.000000  0.000000  0.428571  0.011905  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.190476  0.000000  0.023810  0.761905  0.000000  0.000000  0.000000  0.000000  0.000000  0.011905  0.000000  0.011905  0.000000   0.011905  0.000000  0.011905  0.000000  0.000000  0.000000  0.000000  0.154762  0.000000  0.000000  0.011905  0.797619  0.000000  0.000000  0.000000  0.000000  0.011905  0.000000  0.000000  0.000000   
	f131:  BL   MOTIF 9 width=15 seqs=144 PY02688                  (    6) CEKFDNVWEFFPDEL  1  PY03438                  (    7) CGEFDTLWRFFPDEL  1  PY06204                  (    6) CEKFENVWDKFPDEL  1  PY00297                  (    6) CKRFKNVWKDFPDEL  1  PY07422                  (    6) CEKFENIWEAFPDEL  1  PY07226                  (   28) CGEFDTFWRFFPDEL  1  PY07022                  (    7) CGEFDTFWRFFPDEL  1  PY02782                  (    6) CEKFKNIWKWLPDEL  1  PY03194                  (    6) CGQFDFVRKYLPDEL  1  PY02278                  (    6) CEKFENVWEDFPDTL  1  PY05822                  (    6) CKRFENVWKDFPDTL  1  PY07421                  (    7) CDQFDTIWKAFPDEL  1  PY02687                  (    6) CKRFKNVWDAFPDTL  1  PY07546                  (    6) CKRFKNVWEDFPDTL  1  PY05673                  (    6) CKRFKNVWNAFPDTL  1  PY03359                  (   48) CGEFGTIWKFFPDEL  1  PY03983                  (    6) CGRFDALRNYLPDDL  1  PY06851                  (    6) CGRFDTLRNYLPDES  1  PY00494                  (    6) CEKFENVWDKFPDKL  1  PY06763                  (    6) CEKFENVWDKFPDKL  1  PY02541                  (    7) CEEFDSLREKFPDEL  1  PY07080                  (    6) CGKFDSLREYLPDDL  1  PY01871                  (    6) CERFKNVREWISDEL  1  PY04327                  (    6) CGKFDFLREYLPDDL  1  PY04083                  (    6) CEKFENVWGKFPDKL  1  PY07327                  (    5) CEKFENVWGKFPDKL  1  PY02970                  (    6) CKRFKNIWDTFPDEL  1  PY07406                  (    6) CKRFKNIWDTFPDEL  1  PY07111                  (    7) CRDFDTFWRFFPDEL  1  PY07594                  (    6) CKKFQNVREWLPHEL  1  PY01184                  (    6) CGRFDTLKKYLPDEL  1  PY06796                  (    6) CSKFDLLRKYLPDEL  1  PY00493                  (   24) CKRFENVRKWISDEL  1  PY02298                  (    6) CEKFENVWDKFPDVL  1  PY07175                  (    6) CKRFKNVREWISDEL  1  PY06567                  (    6) CIRFGTLRNYFPDEL  1  PY03332                  (   36) CQKFDNFRRLFPDEL  1  PY04321                  (   37) CGEFESIWKIFPDDL  1  PY01834                  (   38) CGRFNTLRAFYPDEL  1  PY01595                  (    6) CEQFDTLRNYLPDDS  1  PY02940                  (   10) CEKFDNVWEVFSDTL  1  PY07477                  (   59) CGKFDLLRIYLPDEL  1  PY01111                  (    7) CGDFATFWKFFPDEL  1  PY05648                  (    6) CKRFENVRGWISDEL  1  PY05688                  (   21) CNNFDTLWKIFPDEL  1  PY05912                  (    7) CQKFENFRRLFPDEL  1  PY06220                  (    7) CGEFESIWKLFPDDL  1  PY04430                  (    6) CKRFNNVWEWISDGL  1  PY02827                  (   20) CIRFNTLRRYYPDEL  1  PY04466                  (    6) CKKFTSIWEFFPDTL  1  PY03636                  (    6) CRKFALLRTYLPDEL  1  PY00175                  (    7) CEEFDTFWKFFRDGL  1  PY00580                  (    5) CGKFVVLRNYLPDEL  1  PY02564                  (    6) CEKFENLWNGFPDKL  1  PY06760                  (    6) CEKFQEVRNSLPDQL  1  PY05769                  (    6) CEKFRSIWDKFPDTL  1  PY02652                  (    6) CEKFRSIWDKFPDTL  1  PY03729                  (    6) CKKFTSIWDFFPDTL  1  PY05820                  (    7) CGEFDTLLKFFPDEL  1  PY02660                  (   20) CSTFDTLRRFFPDKL  1  PY07160                  (    7) CKEFDSLREKIPDEL  1  PY02543                  (    6) CESFLSVWDAFPDKL  1  PY04554                  (    6) CQQFKSVLTYFPDEL  1  PY07198                  (    5) CEKFKSIWDFFSDTL  1  PY07342                  (    6) CSNFDILRKYLPDEL  1  PY01774                  (    6) CEKFENLWDKFSDKL  1  PY07027                  (    6) CEKFENLWDKFSDKL  1  PY07021                  (   16) CSNFLLVRNWFPDKL  1  PY07035                  (   42) CKRFKNVWDDFADKL  1  PY06020                  (    6) CNQFDTLRKIFRDEL  1  PY05244                  (    6) CARFDKLRSYLPDEL  1  PY02312                  (   28) CQKFDNFRKLFRDEL  1  PY02614                  (    6) SEKFENLWDKFPDEL  1  PY03177                  (    6) CPKFDLLRTYLPDNL  1  PY03042                  (    6) CKNFLLVREKFPDQL  1  PY07090                  (    6) CLRFDKLRNYLPDDL  1  PY06151                  (   13) CNKFFALRNWFPDQL  1  PY07624                  (    7) CEEFDSLRKDFSDEW  1  PY00997                  (    7) CDDFDTFRKFFRDEL  1  PY00924                  (  135) CGKIDLLRMCLPDEL  1  PY06029                  (   32) CGRFDKLSNYLPDEL  1  PY05410                  (    6) CGKIDLVRKYLPDNS  1  PY00284                  (   13) CEKFDELKKSLPDEL  1  PY07405                  (    6) CEKFQEVRNSISDEL  1  PY01110                  (    7) CSEFTTFWKLFPDGL  1  PY03010                  (   14) SQHFKSVWGYFPDEL  1  PY02973                  (    5) CSNFVVLRNYLPDEL  1  PY00578                  (    6) CGKLDLLRKYLSDEL  1  PY00500                  (    6) CSNFILVRTKFPDTL  1  PY04215                  (    6) SEKFENLWEFFSDEL  1  PY06339                  (    6) CKKFQDVRNAISDEL  1  PY05708                  (    6) CSNFDLLRLHLPDEL  1  PY06549                  (    6) CGHFDLLGKCLPDEL  1  PY02131                  (    7) CKEFDSLRGDFSDEW  1  PY06740                  (   29) CRRFGHLRSIYPDEL  1  PY00754                  (    6) CEAFKFVDQILPDGF  1  PY04914                  (    6) CEAFKFVDQILPDGF  1  PY05828                  (    6) CKRFKNVREWLSYDV  1  PY03760                  (    6) CNKFFFVRTSFPDRL  1  PY05871                  (   28) CQKFDYFRKVFRDGL  1  PY04773                  (    6) CEKFNVVIQHYPDES  1  PY02036                  (    6) CDAINTIDKFFDDDP  1  PY01981                  (    5) CDAFKEVEEYLPDNF  1  PY05560                  (    6) CESINSIDKYFDDDP  1  PY01331                  (    6) CKSINEIDNYFVDDL  1  PY06227                  (   32) CDAINFIDEYFDDDP  1  PY01873                  (    8) CEEFQKVRNSISDES  1  PY03948                  (   15) CDAINTVDTYFDDYL  1  PY07413                  (   15) CESINTIDKYFDDDS  1  PY07838                  (   32) CGIINEIDNYFVDDL  1  PY04795                  (    6) CRNFLLVKTDFPDKL  1  PY06499                  (   32) CESINLIDKFFDDDP  1  PY06334                  (    6) CKKFQDLRNSLSDNL  1  PY03987                  (   15) CGIINTVDKYVVDDP  1  PY07849                  (    6) CEKFKNVWTNFKYES  1  PY04084                  (   17) CKSINDIDKYFVDDP  1  PY06742                  (    7) CYQFKKLWKDFHDES  1  PY01773                  (    6) CEAFKFVDQILPDNY  1  PY06886                  (   17) CKLINEIDNYFVDDP  1  PY03403                  (   65) CKTLQEVKEWFFDEL  1  PY04786                  (    6) WESINTIDTYFVDDP  1  PY04733                  (   49) CEKFQDVEKWFRGEN  1  PY02943                  (    6) CEKFKNVWTNLEYDS  1  PY02572                  (    6) CKSINDIDTYFVDDS  1  PY03986                  (   17) CDAINTIDKYFDDNT  1  PY07516                  (   17) CESINLIEKSFDDGP  1  PY06619                  (   22) CNNFIYVTTNFPDKL  1  PY01963                  (    6) CKAFILFEDFLPDNF  1  PY02565                  (   17) CDIINLIDKSFDDDP  1  PY07826                  (    6) CDALKYVDQILPDGF  1  PY03091                  (   15) CDAINTIDQYFDEDT  1  PY06374                  (    6) CSKFTFVRTNFTYQP  1  PY05816                  (    6) CENFDIVIQNYPDKI  1  PY05781                  (    6) CKFFYSIRNSISDQL  1  PY04516                  (   32) CSLINAADNNFVDDP  1  PY03016                  (    6) CELINAAVNYIVDDP  1  PY00552                  (    6) CKNFSTVIENYPDKI  1  PY07187                  (    6) CKAFKEIDDYWDNGF  1  PY05923                  (   41) CKSINTIDEYYASDP  1  PY03973                  (    6) CEKFKNVTTNLKYDS  1  PY03331                  (    6) CDLINAADIYVVDDP  1  PY01872                  (   17) FYQIENIKKYCPDEN  1  PY04931                  (   28) CKTLHEVKEWFFNES  1  PY02971                  (   17) FYQIENINKYCPDEN  1  //   
	f140:  log-odds matrix: alength= 20 w= 15 n= 55902 bayes= 9.44662 E= 3.0e-736    -311    520   -631   -546   -304   -521   -409   -547   -705   -539   -431   -672   -478   -496   -415   -310   -435   -435   -114   -577    -138   -623     18    244   -626    208   -275   -255     91   -332   -428   -147   -131     85     56    -39   -378   -411   -485   -165     153   -616   -154     85   -303   -421     40   -201    151   -161   -421    -40   -380    124    299    -38   -103   -405   -478   -594    -660   -778  -1057   -972    371   -888   -622    104  -1059   -145   -423  -1027   -795   -758   -768   -966   -757   -440   -529   -610     -69   -616    203    140   -211    -80    -44   -201     51   -161   -421     74   -380    124    -26   -302    -67   -110   -478   -309      37   -561    -92     37    -16   -451    -51   -241   -163     41   -376    138   -412   -299   -287     34    204    -48   -456   -164     -44   -669   -968   -870     45   -800   -735    145   -969    173   -475   -966   -745   -765   -738   -851   -625    353   -687   -838    -306   -633    128    -79   -640   -220   -312   -199   -137   -251   -444   -342   -425   -294    410   -318   -157   -193    544   -630    -136   -618     87    153   -620    -11   -270   -255    119   -331   -137     63   -381    106    147   -236    101   -407   -480   -595      48   -101    -31   -415    117   -228     75    -77    -38   -131   -311   -106   -345   -357   -287    -70   -171   -103    342    236    -671    -91   -946   -886    328   -800   -441    -15   -953    151   -580   -883   -745   -687   -666   -844   -752   -118      4    -33     -80   -624      8   -281   -220   -500    -72   -660   -303   -577   -540   -682    500   -426     93     41   -255     99   -587   -759    -328   -556    376   -173   -611   -245    -83   -604   -609   -572   -488   -236   -458   -394   -381   -354   -473   -426   -442   -140    -430   -969    153    305   -948     70   -510   -835    -16   -759   -663   -105   -536     57   -147   -653     79   -216   -798   -324    -379   -528   -696   -565    -69   -577   -420   -218   -661    303   -178   -249    213   -414   -387    -40   -184   -151     72   -327   
	f143:  letter-probability matrix: alength= 20 w= 15 nsites= 144 E= 3.0e-736   0.000000  0.958333  0.000000  0.000000  0.013889  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.020833  0.000000  0.000000  0.006944  0.000000   0.006944  0.000000  0.076389  0.305556  0.000000  0.166667  0.000000  0.013889  0.222222  0.006944  0.000000  0.034722  0.006944  0.041667  0.027778  0.069444  0.000000  0.000000  0.000000  0.020833   0.083333  0.000000  0.020833  0.097222  0.006944  0.000000  0.013889  0.020833  0.340278  0.027778  0.000000  0.076389  0.000000  0.055556  0.166667  0.069444  0.020833  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.798611  0.000000  0.000000  0.173611  0.000000  0.027778  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.013889  0.000000  0.284722  0.145833  0.013889  0.020833  0.006944  0.020833  0.166667  0.027778  0.000000  0.173611  0.000000  0.055556  0.013889  0.006944  0.027778  0.013889  0.000000  0.006944   0.034722  0.000000  0.034722  0.069444  0.055556  0.000000  0.006944  0.013889  0.034722  0.118056  0.000000  0.270833  0.000000  0.000000  0.000000  0.118056  0.201389  0.020833  0.000000  0.020833   0.020833  0.000000  0.000000  0.000000  0.083333  0.000000  0.000000  0.229167  0.000000  0.291667  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.375000  0.000000  0.000000   0.000000  0.000000  0.166667  0.027778  0.000000  0.006944  0.000000  0.020833  0.041667  0.013889  0.000000  0.006944  0.000000  0.000000  0.361111  0.006944  0.013889  0.006944  0.326389  0.000000   0.006944  0.000000  0.125000  0.159722  0.000000  0.034722  0.000000  0.013889  0.270833  0.006944  0.006944  0.159722  0.000000  0.048611  0.055556  0.013889  0.097222  0.000000  0.000000  0.000000   0.041667  0.013889  0.062500  0.000000  0.131944  0.006944  0.013889  0.055556  0.104167  0.034722  0.000000  0.055556  0.000000  0.000000  0.000000  0.062500  0.013889  0.013889  0.090278  0.298611   0.000000  0.013889  0.000000  0.000000  0.590278  0.000000  0.000000  0.076389  0.000000  0.250000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.013889  0.006944  0.048611   0.013889  0.000000  0.076389  0.006944  0.013889  0.000000  0.006944  0.000000  0.013889  0.000000  0.000000  0.000000  0.618056  0.000000  0.041667  0.131944  0.006944  0.069444  0.000000  0.000000   0.000000  0.000000  0.923611  0.006944  0.000000  0.006944  0.006944  0.000000  0.000000  0.000000  0.000000  0.013889  0.000000  0.000000  0.000000  0.006944  0.000000  0.000000  0.000000  0.034722   0.000000  0.000000  0.194444  0.451389  0.000000  0.062500  0.000000  0.000000  0.104167  0.000000  0.000000  0.048611  0.000000  0.034722  0.006944  0.000000  0.083333  0.006944  0.000000  0.006944   0.000000  0.000000  0.000000  0.000000  0.041667  0.000000  0.000000  0.013889  0.000000  0.694444  0.000000  0.020833  0.104167  0.000000  0.000000  0.083333  0.013889  0.006944  0.013889  0.006944   
	f146:  BL   MOTIF 10 width=21 seqs=182 PY06754                  (   81) ETTTLNDFYTKHVKTNSHYNQ  1  PY06742                  (   96) GINTLKDFYSKHIENNEKYTK  1  PY06549                  (   97) NTTTINDFYTNHVKNNNKYNK  1  PY06732                  (  101) GITNLMDFYSKHIEHNTEYTN  1  PY03194                  (  102) NTTSLNDFYDTHVKNNDKYNS  1  PY03948                  (   95) ETTKLYDFYTEHIETNSCYKE  1  PY00284                  (  108) KITALKDFYTNHIENNTHYTN  1  PY03010                  (  106) EINKLNDFYTKHIEKNEHYNK  1  PY06126                  (   96) GITNLNDFYDKYIKDGEKYNK  1  PY07264                  (   87) RTTTLNDFYTKYIKTNSYYNQ  1  PY06227                  (  114) GTTRLNEFYTNHIETNSCYKD  1  PY07226                  (  118) GITTFNDFYSKHIQNAEEYKK  1  PY06499                  (  112) GTTRLDDFYTKHIETNNCYKG  1  PY05767                  (  100) GTTKLYDFYNNHIKTNSKYKE  1  PY06020                  (   95) NITTLKDFYSSHIKNNEEYTK  1  PY03332                  (  125) NITTLKDFYSNHIEKNTEYTS  1  PY05912                  (   96) NITTLKDFYSNHIEKNTEYTS  1  PY07533                  (   85) GTTTLNNFYTEHIKENSKYNE  1  PY00924                  (  226) TFTTINDFYTNHVKTGGKYSN  1  PY05244                  (  101) KIKNLNDFYEGHIKNNTHYTK  1  PY04084                  (   99) GTTKLDDFYTKHIKENSCYNE  1  PY06029                  (  127) KINNLNDFYTNYIKNNMHYTK  1  PY05688                  (  110) NITTLKDFYSNYIENNKEYTK  1  PY00177                  (   84) TFTSINDFYTNHVKNGGKYSN  1  PY07411                  (   65) GINTLKSFYSQHIQNNEKYTK  1  PY07516                  (   98) GTTILNDFHTGHIKGNDCYSE  1  PY02312                  (  117) GINTLNDFYSKHIINNTEYTD  1  PY02660                  (  110) GITKLNEFYSKYMENVDEYKK  1  PY04787                  (   91) GTTKLYDFYTKHIEKNSYYDK  1  PY04996                  (   88) GITKLMDFYTGHMQNVNEYQK  1  PY05150                  (   88) GITKLMDFYTGHMQNVNEYQK  1  PY03983                  (  101) KIKNLNDFYEGHIKNNTHYTS  1  PY00055                  (   84) DITTLNSFYSQHIQHNEKYTK  1  PY06782                  (   84) EITKFNDFYSKHMENVEEYKK  1  PY03091                  (  107) GTTTLNEFYTKDIERNSCYKE  1  PY07838                  (  114) GITKLYDFYTENIENNSCYKG  1  PY00997                  (   96) GINTINDFYSKHIQDNAEYSK  1  PY07342                  (   97) NFTKINEFYTKHVDNNNKYSK  1  PY02565                  (  109) EITTLNNFYTKNIKTNSCYNQ  1  PY05560                  (   86) GTTTLNDFYTNRIETNDFYKG  1  PY07421                  (   96) GITTFNDFYSNHMQNIEEYKN  1  PY04321                  (  127) EFPNLKDFYSKHIQNANEYNK  1  PY00500                  (   98) GITNVKHFYDTYIKTGEKYIN  1  PY07022                  (   96) EITNLKDFYSKNMQNVEEYKK  1  PY03438                  (   97) KFPNLNEFYNKHIENADEYNN  1  PY02827                  (  116) GITTLNEFYTKYIKNHTDSTN  1  PY07501                  (  102) EKGSLNEFYNKYIENGERYKK  1  PY06877                  (   87) EMTILNDFYTDNIKTNSCYKE  1  PY05923                  (  127) RTTRLNDFHTGNIKGNDCYNK  1  PY07198                  (   96) TITNLNNFYKVYIENHQRYKS  1  PY07413                  (  100) GTTKLDDFYIKNIETNSCYKE  1  PY01184                  (  104) DFKSLKDFYEDHIKNNSHYTN  1  PY07111                  (   99) NIKTLNDFYSNHIEKNTMYSE  1  PY05820                  (   97) EFSNINEFYNKHMKNTDEYNN  1  PY03991                  (  133) NTTKINDFYTQHVIDSNKYSN  1  PY05586                  (  124) GKTNLQYFYEMYINRGDKYKN  1  PY06220                  (   97) QFSNLNEFYSKHMQNTDEYKN  1  PY04066                  (  100) GTIKLYDFYTKHIEKNSYYDK  1  PY06886                  (   99) GTTKLYDFYIKDIETNNCYKE  1  PY05708                  (   97) KTSNINEFYTQHVIGNTKYSN  1  PY00578                  (   66) NTTKIYDFYNSHVKNNDKYEK  1  PY00552                  (  101) KITALKDFYTNHIENNPNYAN  1  PY01110                  (   96) GIKTINDFYSSHIKDNAEYSK  1  PY07653                  (   88) GITQFMDFYTGHVKNVKEYQN  1  PY04516                  (  117) GTTILNDFYTNNVETNSNYDE  1  PY01331                  (   88) GTTKLYDFYTEKIKTNSCYNG  1  PY07160                  (   97) EFSNINEFYDKHMKNYHKYTK  1  PY00175                  (   95) ATTKLSDFYTNYIQNSTEYAT  1  PY03636                  (  102) NTTKINDFYTEYVNNSNKYGS  1  PY01595                  (   96) GIKDLNEFYTKYIDNNMHYTD  1  PY02940                  (  103) SFTNLNNFYKANIENHNKYNS  1  PY05624                  (   89) GITNLRYFYNTYVQGGDRYKI  1  PY07017                  (   80) NITNLNNFYKVNIEKHEKYNS  1  PY03986                  (   98) GTTTLNEFYTNRVVKNNKYEE  1  PY03760                  (   96) NINNLKEFYDQYINNGDKYIK  1  PY03359                  (  138) EISXFTDFYSKHIQNAEEYNK  1  PY05871                  (  117) GITTLIDFYYKHIENDTSYTE  1  PY05648                  (  107) EKNNINDFYIAYMNDCDKYNT  1  PY07477                  (  155) NATTINDFFTEYVKNSGKYKK  1  PY06547                  (   96) NFTKIKDFYNAYVNDNTEYND  1  PY03016                  (   92) GTTKLYDFYTKNIESNSNYYE  1  PY07546                  (   97) NLTNQQHFYTAYIKSGNKYNN  1  PY07080                  (   95) GSTTINGFYNEHVKNSGKYPK  1  PY06567                  (   97) EFKNISEFYNKHIENNKYYIN  1  PY02036                  (   88) GTTKLYNFYTENIITNSCYIN  1  PY02140                  (   89) GEKSINEFYNKYIENSDWYKK  1  PY05816                  (   99) EKNNLNDLYTNHIENIENYTK  1  PY02671                  (   96) DYKNIHDFYEANIKTNDKYNE  1  PY01837                  (   95) EFNNINEFYDAHIKNITDYIN  1  PY05673                  (  107) KNNNINDFYNAYINNCDKYKV  1  PY04979                  (   89) TITNLNNFYKVNVNKHEKYNS  1  PY07090                  (  104) KNTEFKDFYNKYIENNTYYTN  1  PY00494                  (   98) TITNLNNFYIVNVNKHEKYNS  1  PY06763                  (   98) TITNLNNFYIVNVNKHEKYNS  1  PY06374                  (   96) NYKNIYDFYEKNIKNNNKYTA  1  PY01080                  (   88) GISNLQYFYNTTIDNDRYKKT  1  PY04083                  (   98) NDTNLQYFYSTTIDNDRYKNS  1  PY07327                  (   97) NDTNLQYFYSTTIDNDRYKNS  1  PY02782                  (  114) EKDNVTCFYIAYIYNCDKYKT  1  PY07406                  (  105) EKDNITCFYKEYIYDCDKYKT  1  PY02971                  (   86) NSTQISDFYTKRIKNSDKYSS  1  PY03177                  (   95) NFTTINDFFTNNVISNGKYSK  1  PY06514                  (   88) DKTNLQYFYEIYINGGNMYKK  1  PY06619                  (  112) GLTNLEHFYKIYIEGGNNYKQ  1  PY06334                  (   97) ENTSIEPFYKKYINNDNKYNQ  1  PY07594                  (   95) ENNSIDSFYKTYVKDGDKYTN  1  PY02572                  (   88) GTIKLDDFYTNRIETNSFYKG  1  PY05781                  (   96) DVNNLQYFYNMYMKSGDKYTN  1  PY03973                  (   95) KEDNRKHFYNTYIMDGDEYTN  1  PY06796                  (   97) KPTKIYDFYTKNVIGNSKYSK  1  PY06666                  (   96) QDDNRVHFYNTYIKEGEKYNK  1  PY02688                  (   98) SITNLNNFYKVNVDKHKKYNS  1  PY07187                  (  100) NYGSVADFYVTFIKGAEKYKE  1  PY01111                  (   95) GINKLSDYYSKHIKDNVEYSN  1  PY02298                  (   95) NISNLQYFYSTTINNDRYKSS  1  PY02278                  (   96) YKDSIKHFYTTFINNNAKYKS  1  PY00085                  (  112) EAGNRTSFYNKYINGDEKYNK  1  PY02973                  (   94) NFTTINEFYANSVINNGKYSK  1  PY04215                  (   97) ANNSLEFFYNTDIKNNQKYTN  1  PY06760                  (   96) KGDNIKSFYSAYINSCDKYKT  1  PY04795                  (   97) STTNLEYFYKLYINTGVKYNE  1  PY07849                  (   96) ENETIKHFYETYITKDDRYIK  1  PY03331                  (   92) RSTKLYDFYNNNIKTNSQYEK  1  PY02970                  (  115) EKDNTTCFYSTYIYYCDKYNT  1  PY06151                  (  103) SIKNLKEFYDQYISNDKEYTS  1  PY06740                  (  125) EFKNINAFYTKYTKNNIHYTN  1  PY07035                  (  142) EKDNTTCFYSTYIYYCDKYKT  1  PY02687                  (  106) EKDNTTCFYSTYIYYCDKYKT  1  PY04155                  (   89) GEKSINEFYNKYINSDESYKK  1  PY01981                  (   99) SYGSVGDFYVTFIDDNTRYNK  1  PY06339                  (  106) ESNIITCFYIAYMNDCDKYNK  1  PY01872                  (   86) KFTKINDLYTNYVKNSGKYEA  1  PY05822                  (   96) GSDSLKYFYTTTIDNDKYKTS  1  PY02614                  (   95) NKNSLKHFYTTYINSDLNYKN  1  PY01871                  (  107) EEDNITGFYIEYIHDCNKYNK  1  PY07405                  (   97) EKDNIGEFYSDYIYHYDKYKT  1  PY05719                  (  123) AKNSLNHFYTTFINNEGYKNT  1  PY04755                  (   88) ENDSIESFYEMYINKDNKYNK  1  PY02541                  (   97) QFSNINEFYNTHMKNYYGYAK  1  PY01963                  (  100) TYGAVSEFYVTFMKDNEHYQK  1  PY07331                  (   89) DETNPQYFYRMYILNHEKYKN  1  PY00308                  (  110) KLTDLNKFYTDHIEKNKYYNE  1  PY00493                  (  132) EKDNTTCFYSTCIYDCDKYNT  1  PY03729                  (   97) NDSNLKFFYSTTINNDRYKNS  1  PY06851                  (  100) DFKNINEFFTKYKESNTHYTK  1  PY05410                  (   97) KFATINDFFTEYVKKSGKYKR  1  PY02131                  (   97) QFPNINEFYDKHMKTIQDCKK  1  PY01774                  (   98) SDSNLQFFYSTTIDNDRYKNS  1  PY07027                  (   98) SDSNLQFFYSTTIDNDRYKNS  1  PY02943                  (   96) ESGSIELFYEIYIKDCDKYNN  1  PY00580                  (   94) NFTTIKDFFTNSVIDNVKYSK  1  PY07175                  (  106) DEDNITGFYSEYIFNCNKYNT  1  PY02543                  (   97) DKNSLKHFYTTFIKSDFKYIS  1  PY06204                  (   95) NGNILTTFYNVYINNQEKYKN  1  PY04988                  (   90) KGNILNNFYEIYIKKQDKYKN  1  PY07422                  (   97) SNDSLKYFYDKDIKIHQKYTN  1  PY05828                  (   95) ENATIDLFYETYINNDQKYNI  1  PY05146                  (  132) NMSNLQYFYKTYINNDMYTHT  1  PY04430                  (   95) ENDIIYSFYNTYINNDDKDNK  1  PY02652                  (   97) TMSNIHFFYKTTIDNDRYKNT  1  PY02564                  (   97) SNDSLQYFYDKGIKIHQKYTN  1  PY03987                  (  101) GTIILNDFYNNIVVTNSCYYQ  1  PY04327                  (  102) KFNTINDFFNEYVKSSGNYKS  1  PY07826                  (  100) SYGSIGDFYVTFIRNSKKYKL  1  PY00988                  (   95) LKESLGFFYKTYIIGGDKYKN  1  PY04786                  (   91) ETIISNEFYTDYIEANSCYDK  1  PY01773                  (   99) RYGSVADFYVTFIQNSKKYIL  1  PY05769                  (   97) TMSNIHFFYKTTIDNDRYKNP  1  PY07021                  (  109) TISHIKHFYDTTIDNDKYKKP  1  PY03042                  (   95) LKESLVFFYNIYIKGGERYTN  1  PY00297                  (   96) ENNSLKFFYSIYINSDNYKKS  1  PY07624                  (   97) QFSNINEFYDKDMKTIQDCKK  1  PY06829                  (   87) FNNGLKYFYTTNINTGKYKNS  1  PY00754                  (  100) SYGSVGDFHVTFIRNSKKYQL  1  PY04914                  (  100) SYGSVADFHVTFIRNSKKYQL  1  PY01834                  (  133) DFKNISEIYEANIKNNTDYIN  1  PY04773                  (  100) EGTNLNDFYTNIEKNENYTNC  1  PY03403                  (  155) KYNGIKYFYENYITQRSTYKE  1  PY04931                  (  118) NYDGIKYFYENYITKRSIYKD  1  PY04466                  (  106) NTTINNDRYQKTITGVENYYE  1  PY04733                  (  143) NYITQRSTYKEHISGLTGYGT  1  PY01873                  (  238) HGQTLVDSSEQDIYDLRQYSG  1  //   
	f155:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.62131 E= 5.1e-934     -56   -648    -27    187   -335    269    -76   -639    -21   -282   -454     77   -412     30     24    -46     22   -438   -511   -341    -110   -550   -102    -70    115    -46   -402    158    -24   -214     21    -51   -173   -418   -397   -144    190   -181   -467     -1    -129   -791     65   -160   -849     55   -422   -163    -49   -795   -701     46    -25   -193   -488     -6    324   -667   -714   -795     -55   -593   -231   -241   -595   -110    -75    -64     36   -527   -437    183   -400    -78    -11     67    198   -423   -486   -577    -394   -551   -731   -602    -95   -596   -451    173   -696    271   -225   -421   -184   -118    -40   -394   -119     41   -436   -621     -56   -648    -96    -59   -651    -44     60   -375     54   -560     15    195   -412    157    -59   -138     48    -90   -510     20    -199     54    273    149    -32   -112    240   -749   -389   -292   -570    -70   -172   -381   -380   -102   -277   -549   -613     49    -381   -462   -650   -594    395   -552   -429   -352   -717   -236   -346   -709   -448   -542   -208   -389   -319   -345   -260   -256    -778   -842   -988   -945    -79   -856     98   -865  -1006   -743   -718   -919   -800   -732   -711   -403   -845   -716   -400    384    -172   -658     -2     71   -663   -462   -312    -97    -46   -571   -465     48   -422   -151   -134    103    273     24   -522   -343     109   -647   -121     53   -650      3   -302   -137    119   -362     15     58   -413     74   -275   -223    217     24   -510   -626    -386   -221   -100   -516     -4   -253    472   -288   -415   -562   -496     23   -490   -466     10   -285     43   -468   -359    245    -398   -576   -685   -332   -557   -603   -540    310   -437   -301    200   -722   -559   -548   -508   -631   -287    233   -515   -650    -294   -648      9    191   -335   -453    -76    -80    140   -362   -169     58   -412    167    -11   -268    -99   -142   -510    -60    -186   -690     56   -149   -702     90     59   -290    -22   -616   -511    215   -456   -164    -68    -58    145   -494   -562   -197       5    141     95   -190   -628    143    239   -160   -475   -278   -435    191   -425    -83    -62    -25   -184     26   -502   -196     -56   -648    144    143   -335     52    -76   -375    -65   -363    -24     18   -163     74    145     61    111    -90   -510   -341    -294    170   -121    138   -243   -164    239   -375    179   -560    -79   -116   -412    -79     76   -268   -254   -437    -39     84    -444   -123   -328   -634   -841   -520   -503   -962    -59   -889   -807   -578   -621   -588   -601   -372   -203   -700   -732    376     -58   -657   -149   -110   -662   -164    -78    -80    122   -572   -466    141   -164     53   -285      2    185   -450   -521   -197    -102   -223   -121    102   -651    -19   -301   -287    130   -193   -453     98    -76     54   -129     61     87   -225   -510   -626   
	f158:  letter-probability matrix: alength= 20 w= 21 nsites= 182 E= 5.1e-934   0.016484  0.000000  0.054945  0.203297  0.005495  0.252747  0.005495  0.000000  0.098901  0.010989  0.000000  0.175824  0.000000  0.027473  0.021978  0.065934  0.054945  0.000000  0.000000  0.005495   0.010989  0.000000  0.032967  0.032967  0.137363  0.027473  0.000000  0.258242  0.098901  0.016484  0.021978  0.071429  0.005495  0.000000  0.000000  0.032967  0.181319  0.005495  0.000000  0.065934   0.010989  0.000000  0.104396  0.016484  0.000000  0.054945  0.000000  0.027473  0.082418  0.000000  0.000000  0.137363  0.016484  0.005495  0.000000  0.087912  0.456044  0.000000  0.000000  0.000000   0.016642  0.000143  0.011355  0.005793  0.000332  0.016691  0.005557  0.055408  0.148985  0.000478  0.000108  0.368682  0.000108  0.011122  0.016595  0.148857  0.192568  0.000178  0.000039  0.000357   0.000000  0.000000  0.000000  0.000000  0.032967  0.000000  0.000000  0.313187  0.000000  0.543956  0.000000  0.005495  0.005495  0.010989  0.016484  0.005495  0.021978  0.043956  0.000000  0.000000   0.016484  0.000000  0.032967  0.032967  0.000000  0.027473  0.016484  0.005495  0.170330  0.000000  0.021978  0.401099  0.000000  0.071429  0.010989  0.032967  0.065934  0.016484  0.000000  0.076923   0.005495  0.038462  0.450549  0.153846  0.049451  0.016484  0.060440  0.000000  0.005495  0.010989  0.000000  0.060440  0.005495  0.000000  0.000000  0.043956  0.005495  0.000000  0.000000  0.093407   0.000000  0.000000  0.000000  0.000000  0.961538  0.000000  0.000000  0.005495  0.000000  0.010989  0.000000  0.000000  0.000000  0.000000  0.005495  0.005495  0.005495  0.000000  0.000000  0.005495   0.000000  0.000000  0.000000  0.000000  0.032967  0.000000  0.021978  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005495  0.000000  0.000000  0.000000  0.939560   0.005495  0.000000  0.065934  0.087912  0.000000  0.000000  0.000000  0.043956  0.082418  0.000000  0.000000  0.142857  0.000000  0.005495  0.005495  0.192308  0.324176  0.038462  0.000000  0.005495   0.060440  0.000000  0.027473  0.076923  0.000000  0.038462  0.000000  0.032967  0.269231  0.005495  0.021978  0.153846  0.000000  0.038462  0.000000  0.016484  0.219780  0.038462  0.000000  0.000000   0.000000  0.005495  0.032967  0.000000  0.054945  0.005495  0.313187  0.010989  0.005495  0.000000  0.000000  0.120879  0.000000  0.000000  0.021978  0.010989  0.065934  0.000000  0.000000  0.351648   0.000000  0.000000  0.000000  0.005495  0.000000  0.000000  0.000000  0.730769  0.005495  0.000000  0.087912  0.000000  0.000000  0.000000  0.000000  0.000000  0.005495  0.164835  0.000000  0.000000   0.000000  0.000000  0.071429  0.208791  0.005495  0.000000  0.005495  0.049451  0.313187  0.005495  0.005495  0.153846  0.000000  0.076923  0.016484  0.010989  0.021978  0.010989  0.000000  0.043956   0.005495  0.000000  0.098901  0.016484  0.000000  0.071429  0.016484  0.010989  0.098901  0.000000  0.000000  0.456044  0.000000  0.005495  0.010989  0.060440  0.131868  0.000000  0.000000  0.016484   0.027473  0.071429  0.131868  0.010989  0.000000  0.104396  0.060440  0.027473  0.000000  0.010989  0.000000  0.390110  0.000000  0.010989  0.010989  0.076923  0.010989  0.038462  0.000000  0.016484   0.016484  0.000000  0.186813  0.148352  0.005495  0.054945  0.005495  0.005495  0.071429  0.005495  0.016484  0.115385  0.005495  0.038462  0.054945  0.142857  0.104396  0.016484  0.000000  0.005495   0.000000  0.087912  0.027473  0.142857  0.010989  0.010989  0.060440  0.005495  0.412088  0.000000  0.010989  0.043956  0.000000  0.010989  0.032967  0.010989  0.005495  0.000000  0.005495  0.120879   0.000000  0.010989  0.005495  0.000000  0.000000  0.000000  0.000000  0.000000  0.076923  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.005495  0.010989  0.000000  0.000000  0.890110   0.016484  0.000000  0.021978  0.021978  0.000000  0.010989  0.005495  0.049451  0.274725  0.000000  0.000000  0.274725  0.005495  0.032967  0.000000  0.093407  0.175824  0.000000  0.000000  0.016484   0.010989  0.005495  0.027473  0.109890  0.000000  0.032967  0.000000  0.010989  0.291209  0.021978  0.000000  0.203297  0.010989  0.032967  0.005495  0.142857  0.087912  0.005495  0.000000  0.000000   
	f161:  BL   MOTIF 11 width=21 seqs=126 PY01774                  (  119) IADVTEYKHYKDLIDKKKEFM  1  PY07027                  (  119) IADVTEYKHYKDLIDKKKEFM  1  PY03760                  (  118) ITGVSDYKSYKDLIDKKQELM  1  PY02943                  (  118) IDGVTAYNSYKDLIDKKEDLI  1  PY06220                  (  119) IDDVTGYTNYIDLINQKKELM  1  PY03729                  (  118) INGVTEYKNYKDLIDKKTYFL  1  PY04083                  (  119) IADVKEYKNYKDLIDKKKEFM  1  PY07327                  (  118) IADVKEYKNYKDLIDKKKEFM  1  PY06126                  (  118) IDGVTAYESYKDLIDKKENLM  1  PY02140                  (  111) ITGVTAYKNYKDLIDRNNYFL  1  PY07849                  (  118) INNVSGYNSYKDLIDKKQNLM  1  PY01080                  (  109) INGVTKYSNYKDLIDQKKYLI  1  PY07226                  (  140) IDGVDDYSSYMDLINQKNELM  1  PY00085                  (  134) IDDVTAYKNYKDLIDKNNYIL  1  PY06334                  (  119) INDVTAYTSYKDLIYKKENLM  1  PY06619                  (  134) IKNVTEYTNYKDLIDTKKYYL  1  PY05828                  (  117) INGVTGYKTYNELVDKKEDLM  1  PY04931                  (  140) INGLTDYDNYKDLIDKRKGFL  1  PY06567                  (  429) ITGVTGYNSYKDLIDNKIDLI  1  PY04755                  (  110) IEGVSGYQNYKDLIDKKQNLM  1  PY02298                  (  116) VPDATEYKNYKDLIDKKKYFL  1  PY07331                  (  111) IIGVDGYTSYKDLIDQKKYLV  1  PY06666                  (  118) IDDVTTYKNYKDLIDRNKYIL  1  PY07501                  (  124) INDVTTYKNYKDLIDRNKYIL  1  PY04996                  (  110) IDDVGAYNSYDDLINKKNYLM  1  PY07653                  (  110) INDVGAYNSYDDLINKKNYLM  1  PY04155                  (  111) IEGVTAYKNYKDLIDRNDYFL  1  PY06374                  (  118) ISGVNDYNSYNDLIDKKKDLL  1  PY07546                  (  119) INHVSGYNSYKKLIDKNNYFL  1  PY06829                  (  108) IANFTEHKSYKDLIDQRNYFM  1  PY04430                  (  120) ITGVTGYETYNELVDKKEDLM  1  PY02782                  (  136) ISELTDYKNYKELIDKKNDVL  1  PY05769                  (  118) INGVPEYSNYKYLIDKKKYFL  1  PY02652                  (  118) INGVPEYSNYKYLIDKKKYFL  1  PY04988                  (  112) IDGVDGCSNYNDLIYKKKELM  1  PY06514                  (  110) ITGVKEYNSYKDLIDQKQNLI  1  PY06204                  (  117) INGVDGCSNYNELIYKKNELM  1  PY03438                  (  119) IDDVDDYSSYKDLINKKKEYI  1  PY02671                  (  118) ISGVNAYNSYNDLIDKKRDLL  1  PY05822                  (  117) IDKVGDCSNYKDLIDKKKYFL  1  PY02660                  (  132) IDGVTEYKNYIEFINKNNKLM  1  PY02131                  (  119) IDNVDGYSSYNDLINKKTYLL  1  PY04554                  (  113) LGDARGYNCYKEIIDQKKDLL  1  PY05624                  (  111) LTGVEGYTSYKNLIDQKTYLL  1  PY07022                  (  118) IDDDTEYTSYNDLINQKNKFM  1  PY06339                  (  128) INGCTGYKDYKELLDKKNDVL  1  PY05244                  (  137) LNDKTGYNNFKEFIEKNEYLM  1  PY04795                  (  119) INGDKPYNSYKDLIDKNNYFL  1  PY05146                  (  153) ITDVTDYKDYKELIDNNIDLI  1  PY07624                  (  119) IDGVDGYSSYNDLINKKNVFL  1  PY07175                  (  128) INELTDYKSYKGLIDTKMEVL  1  PY07160                  (  119) IYDVDGYSSYNDLIDTHNYVL  1  PY03359                  (  160) IGDITEYTSYNDLINQKNKLM  1  PY00500                  (  120) IANVSEYSSYKELVDKNDYFL  1  PY03983                  (  137) LKGITGHNNFKEFIEKNKYLM  1  PY07021                  (  130) IDNISEYKSYKDLIDKKHDLK  1  PY07421                  (  118) INDVDDYSSYIDLMNKKQKLM  1  PY06760                  (  118) ISELKDHDNYKDLIDKRKEFL  1  PY07090                  (  138) LKEATGYNNFKEFIEANKCLM  1  PY01871                  (  129) INELTDYDNYKKLLDKKNYVL  1  PY03403                  (  177) INDLTYYDTYKELIDTRKNFL  1  PY07594                  (  117) INYISGYNCYKDLIDRNDYFL  1  PY06851                  (  132) LKEKTEYNNFKEFIEKNEYLM  1  PY03010                  (  128) IQSVRDYECYKELINKKKDLL  1  PY00493                  (  154) INKLTDYKSYKGLIDTKIDVL  1  PY02541                  (  119) IDYVDDYNSYNDLINKHNYVF  1  PY05648                  (  129) INELTDYDNYKKLLDEKNYVL  1  PY05150                  (  110) IDDTGAYNSYYDLMNKKKYLM  1  PY05586                  (  146) KTDITGYNNYKDIIDNKIDLI  1  PY00988                  (  117) IADISEYNSYMELITKNHDLT  1  PY00578                  (   88) INDSGRYTGLNDFIDKQKDLL  1  PY01834                  (  165) LKEKTEYTDFKELIEKNECLM  1  PY00297                  (  117) ITSIEGCNNYKELIDKTQDLT  1  PY06029                  (  159) LNDKTGYNNFKKIIEENKCLM  1  PY07405                  (  119) INELTDYDNHKKLLDKKNDVL  1  PY05719                  (  144) INYIEGYNNYKGLIDKNHNLK  1  PY02278                  (  118) VDNVEGCRTFKDIIEKRHNLM  1  PY01595                  (  128) LSNNTGYSNYKEIINGRKGLL  1  PY04327                  (  124) ITDANRIGNLKEFMDKRDYLL  1  PY01873                  (  125) MYNDHDYDNYKGLIDKRKEFL  1  PY01837                  (  127) LKNNLGYNNFKEIIDKKKDLL  1  PY06740                  (  157) LKNKTGYNNFKEFIEANECLM  1  PY03042                  (  117) ISGINEYSSYMELISKKHDLT  1  PY06547                  (  118) ITNAQKCTNLKEIIDQKSDLL  1  PY07406                  (  127) INEFTDYDDYIGLIDTKMGVL  1  PY07477                  (  177) ISDAYTIGDLGEFIDKRNDFM  1  PY01872                  (  108) ITDAYRIGDLKGFMDERNDLL  1  PY05673                  (  131) ELNDYDYGNYKELIDTKKYLF  1  PY02614                  (  117) VDYVEGCNNFKDIIVKRHTLT  1  PY02973                  (  116) TNDAYRVGGLKEFMDKKNDLL  1  PY02827                  (  148) LKDKTGYKNFKEFIEGNEYFT  1  PY04773                  (  131) LKKKTGYNNFKEIIVKNMDLL  1  PY04321                  (  149) IDDVEGYISYIDLINKNDNVI  1  PY06796                  (  119) IEDSSRFTDIKGFIDKQKDFM  1  PY05410                  (  119) ISDAFKFGNFEEFMNERNDFM  1  PY05688                  (  132) KLNDETYSSYKEIIDEIKEYM  1  PY02543                  (  119) VDHVKGCSNFKDIIENRHTLT  1  PY00055                  (  106) KVNDGTYGSYKEIIDVIKEYM  1  PY02970                  (  137) INGFTDYKNYKELIDNKIAMY  1  PY07411                  (   87) EVNDETYDNYKKIIDEIKEYM  1  PY03636                  (  124) KSHAYRYTDLKEFIAEQKDLL  1  PY00997                  (  118) KIDDKTYTDYKKIIDKVEEYM  1  PY01184                  (  140) LNAKTGYNNFMEFIKGNECFM  1  PY07342                  (  119) IKHSSTFTNLEEFINKEKYLM  1  PY06151                  (  126) SGVEAYYSSYKDLMDKKNGLM  1  PY06020                  (  117) DAGNSGYESHKKIIDEIEEYM  1  PY03973                  (  117) INYIIDFDGYKDLIDKNYYIL  1  PY01111                  (  117) KIVDDKYDNYKKIIDETKEYM  1  PY05912                  (  118) NVNDQTYGSYKSIIDTIKEYM  1  PY01110                  (  118) KIGDKKYTDYKKIIEETKEYM  1  PY03332                  (  147) NVNDRTYGSYQNIIDKIKEYM  1  PY00284                  (  140) LKGKMRYNNFKEIIFKNMDFS  1  PY00552                  (  133) LKDNLGYNNFKEIIFKNMDFS  1  PY06549                  (  119) IKEAYTISGIEEFINKQKDLF  1  PY06732                  (  123) KVNDEKYGSYKNVIDQVKEYI  1  PY02971                  (  108) TNDAYKFTDIKEVLNKKSDLL  1  PY06742                  (  118) EIYNKKFKGYKEIIDEIKEYL  1  PY03991                  (  155) KDSAYKFSGLEEFINKQKELF  1  PY05708                  (  119) TGDSNKFTFLEEFINKQKDLL  1  PY00177                  (  106) NSDSFRFTSIDEFIEGHKDLL  1  PY07080                  (  117) TNAANTFTNLEDVLNTKSDLL  1  PY03194                  (  124) TDPAYKISELKKFMDDRNDFL  1  PY03177                  (  117) TNEAFKISDLDEFMKERTDLL  1  PY05560                  (  108) ISNVSNGHINMDLIGEKIRLM  1  PY07533                  (  107) IGTDSGSKIKKEVIDTKIKSM  1  PY03016                  (  113) EDIFADNNIRKDVIDKKIGSM  1  //   
	f170:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 8.74299 E= 4.7e-688    -268   -452   -333   -128   -417   -463   -386    295   -125     34    -71   -254   -417   -401   -361   -347    -43    111   -363   -502     117   -597    145    -91   -600      7   -251   -112    -15   -232   -402    136   -112    -98   -224     -8     98     28   -459   -201     -60   -637    216     82   -647    269    149   -330   -206   -559   -454     63   -117   -275   -272   -177   -216    -96   -507    -49     212   -160     68   -267    -89   -511   -407     -5    -73    -22   -300   -136   -478   -465   -426   -120   -216    360   -404   -562     -51   -598     36     44   -138     32    -26   -325    -64   -232   -119   -104    -26    -29     39     15    287   -387   -460      7     145   -762    144    158   -778    292   -384   -749    -28   -672   -571   -331   -123   -337    162   -532     98   -537   -637   -205    -214    103   -478   -403     64   -212    128    -99   -520   -365   -299   -348   -333   -344   -275   -295   -382   -153   -151    344    -371   -700     40    -68   -732    106    -36   -336     76   -659   -560    128   -469   -131   -112     90    164   -538   -594   -690    -497    -15     54   -255   -293     36     53   -185   -670   -857   -795    206   -556   -484   -516    180    -56   -737   -735   -786    -225   -417   -489   -414    120   -417     87   -150   -361      7   -309   -349   -343   -354   -112   -417   -393   -287   -159    333    -436   -838    -94      0   -882   -210   -434   -112    260   -760     98      4   -529   -135   -454   -579   -558   -617   -734   -303    -451   -850    271    274   -906     55   -440   -872    -41   -795   -709   -196   -538   -399   -513   -329   -568   -645   -768   -205    -588   -718   -995   -874    157   -839   -689    104   -972    279   -351  -1001   -719   -689   -691   -904   -684     34   -576   -773    -601   -729  -1036   -939   -578   -876   -758    333  -1036    -72    186  -1045   -774   -754   -771   -954   -698    -30   -614   -816    -173   -651    327     71   -209   -211   -338   -714   -292   -672   -590     71   -502   -422   -439   -327   -252   -116   -550   -162     -67   -725   -254    100   -729    -25   -356   -696    228   -617   -514   -132   -447    197     98   -514     72   -189   -583   -695    -490   -770   -731   -260   -864   -610    109    -63    208   -668   -580    107   -588    101    257   -653    -98   -101   -605   -768    -246   -600    -70     93   -603   -404    226    -47    163   -512     97     98   -364    104    -80   -173    -49   -390   -462   -291    -162     58    212    186   -796      9   -377   -799   -151   -721   -627    -45   -505   -388   -121   -520   -149   -197   -660    206    -377   -548   -775   -655    193   -588   -451   -129   -741    256   -100   -749   -536   -517   -485   -249   -475    144   -424     62    -300   -479   -714   -592    -90   -513   -410    -19   -283    221    425   -682   -479   -467   -428   -241      3   -118   -404   -287   
	f173:  letter-probability matrix: alength= 20 w= 21 nsites= 126 E= 4.7e-688   0.000000  0.000000  0.007937  0.031746  0.000000  0.000000  0.000000  0.642857  0.071429  0.126984  0.007937  0.023810  0.000000  0.000000  0.000000  0.007937  0.047619  0.031746  0.000000  0.000000   0.063492  0.000000  0.190476  0.023810  0.000000  0.039683  0.000000  0.039683  0.103175  0.015873  0.000000  0.269841  0.007937  0.007937  0.000000  0.087302  0.095238  0.039683  0.000000  0.015873   0.015873  0.000000  0.309524  0.095238  0.000000  0.253968  0.031746  0.007937  0.023810  0.000000  0.000000  0.158730  0.007937  0.000000  0.000000  0.023810  0.007937  0.015873  0.000000  0.047619   0.126984  0.007937  0.111111  0.007937  0.031746  0.000000  0.000000  0.079365  0.071429  0.071429  0.000000  0.039683  0.000000  0.000000  0.000000  0.039683  0.007937  0.404762  0.000000  0.000000   0.015873  0.000000  0.087302  0.071429  0.023810  0.047619  0.007937  0.007937  0.071429  0.015873  0.007937  0.047619  0.015873  0.015873  0.023810  0.103175  0.365079  0.000000  0.000000  0.071429   0.079365  0.000000  0.182540  0.158730  0.000000  0.293651  0.000000  0.000000  0.095238  0.000000  0.000000  0.007937  0.007937  0.000000  0.063492  0.000000  0.095238  0.000000  0.000000  0.015873   0.000000  0.063492  0.000000  0.000000  0.079365  0.007937  0.023810  0.047619  0.000000  0.000000  0.000000  0.007937  0.000000  0.000000  0.000000  0.007937  0.000000  0.007937  0.000000  0.753968   0.000000  0.000000  0.087302  0.031746  0.000000  0.079365  0.007937  0.007937  0.198413  0.000000  0.000000  0.246032  0.000000  0.007937  0.007937  0.174603  0.150794  0.000000  0.000000  0.000000   0.000000  0.023810  0.095238  0.007937  0.007937  0.047619  0.015873  0.023810  0.000000  0.000000  0.000000  0.420635  0.000000  0.000000  0.000000  0.325397  0.031746  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.134921  0.000000  0.015873  0.031746  0.007937  0.103175  0.000000  0.007937  0.000000  0.000000  0.007937  0.000000  0.000000  0.000000  0.000000  0.690476   0.000000  0.000000  0.031746  0.047619  0.000000  0.007937  0.000000  0.039683  0.714286  0.000000  0.039683  0.103175  0.000000  0.007937  0.000000  0.000000  0.000000  0.000000  0.000000  0.007937   0.000000  0.000000  0.444444  0.365079  0.000000  0.055556  0.000000  0.000000  0.087302  0.000000  0.000000  0.023810  0.000000  0.000000  0.000000  0.007937  0.000000  0.000000  0.000000  0.015873   0.000000  0.000000  0.000000  0.000000  0.182540  0.000000  0.000000  0.174603  0.000000  0.603175  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.039683  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.857143  0.000000  0.047619  0.071429  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.023810  0.000000  0.000000   0.007937  0.000000  0.619048  0.095238  0.015873  0.007937  0.000000  0.000000  0.015873  0.000000  0.000000  0.182540  0.000000  0.000000  0.000000  0.007937  0.007937  0.015873  0.000000  0.023810   0.015873  0.000000  0.007937  0.103175  0.000000  0.031746  0.000000  0.000000  0.579365  0.000000  0.000000  0.039683  0.000000  0.095238  0.039683  0.000000  0.079365  0.007937  0.000000  0.000000   0.000000  0.000000  0.000000  0.007937  0.000000  0.000000  0.023810  0.055556  0.492063  0.000000  0.000000  0.214286  0.000000  0.047619  0.119048  0.000000  0.023810  0.015873  0.000000  0.000000   0.000000  0.000000  0.039683  0.103175  0.000000  0.000000  0.055556  0.063492  0.373016  0.000000  0.039683  0.206349  0.000000  0.047619  0.007937  0.023810  0.031746  0.000000  0.000000  0.007937   0.007937  0.039683  0.293651  0.198413  0.000000  0.039683  0.000000  0.000000  0.039683  0.000000  0.000000  0.071429  0.000000  0.000000  0.007937  0.000000  0.015873  0.007937  0.000000  0.277778   0.000000  0.000000  0.000000  0.000000  0.238095  0.000000  0.000000  0.031746  0.000000  0.515873  0.007937  0.000000  0.000000  0.000000  0.000000  0.015873  0.000000  0.087302  0.000000  0.103175   0.000000  0.000000  0.000000  0.000000  0.031746  0.000000  0.000000  0.071429  0.015873  0.412698  0.388889  0.000000  0.000000  0.000000  0.000000  0.015873  0.047619  0.007937  0.000000  0.007937   
	f176:  BL   MOTIF 12 width=11 seqs=157 PY03332                  (   60) NGTFKRYCPNN  1  PY02312                  (   52) NGAFKKYCPNN  1  PY00175                  (   30) NGTFKKYCPSN  1  PY05719                  (   57) DTHFKKYCTGG  1  PY03331                  (   29) MGMFNSYCPDN  1  PY03983                  (   31) NDNLKKYCPNG  1  PY01110                  (   31) PGSFKKYCPDG  1  PY03010                  (   40) GQHFKQYCTNN  1  PY04321                  (   61) GGTIKNYCPNR  1  PY07546                  (   30) DRHFKTYCTNN  1  PY06877                  (   28) MNILNTYCPDG  1  PY06619                  (   46) DEHLKNYCTSG  1  PY06732                  (   36) STFFNGYCPNN  1  PY03438                  (   31) GGTIKKYCPNK  1  PY06020                  (   30) RGIFKKYCPNK  1  PY05708                  (   31) ITNFDKYCPNN  1  PY06547                  (   18) SSSLKKYCPNG  1  PY03359                  (   72) VGSLNSYCPNR  1  PY02131                  (   31) SGTLKQYCPDK  1  PY03729                  (   30) NNFLDSYCDGN  1  PY07421                  (   30) GGSLNRYCPKN  1  PY07080                  (   30) NNNFKNYCPDK  1  PY04084                  (   40) MDLLKMYCPDY  1  PY01111                  (   30) STFFKDYCPNK  1  PY02564                  (   31) NNFLNGYCDGN  1  PY02940                  (   35) GNFLDSYCGDN  1  PY04155                  (   24) GNNFDKYCTNN  1  PY03986                  (   39) VNILHMYCPGN  1  PY01080                  (   22) GNFLDSYCDGK  1  PY04066                  (   37) ISHFDYYCPNS  1  PY00297                  (   31) DQHFKKYCNSN  1  PY04466                  (   30) NNFLDSYCGGN  1  PY01873                  (   33) DHFLNKYCDSN  1  PY04786                  (   29) MDILKLYCPGN  1  PY03016                  (   29) GSLFNSYCPDD  1  PY05767                  (   37) ISHFDYYCPDS  1  PY03760                  (   30) SNHFKEYCDNE  1  PY05912                  (   31) NGTFKSYCSNN  1  PY07021                  (   41) AEHLQKYCDDG  1  PY00284                  (   38) NENIKYYCPNG  1  PY04215                  (   31) GNFLDSYCGSN  1  PY02827                  (   45) NGSISDYCPNG  1  PY05560                  (   29) VDSLNDYCPDN  1  PY05822                  (   30) DNFLNKYCDGS  1  PY07226                  (   52) VGSINNYCPNR  1  PY02543                  (   32) GNFLNSYCFNN  1  PY06204                  (   30) NNFLDSYCNGN  1  PY00500                  (   31) DEHFKKYCDKE  1  PY06220                  (   31) GGTIKNYCPKK  1  PY03042                  (   30) DEYFKDYCTGG  1  PY00578                  (   31) ITDYKNYCPGN  1  PY00924                  (  160) IQNYKRYCPSG  1  PY07022                  (   31) KGLFTKYCPNN  1  PY04787                  (   28) ISYFKYYCPDN  1  PY07624                  (   31) SGTLKQHCPDK  1  PY02541                  (   31) SGTLKQHCPDK  1  PY01184                  (   31) LGSIRNYCPNG  1  PY00988                  (   30) DEHLKNYCISG  1  PY00997                  (   31) SRTFKKYCPKE  1  PY02278                  (   31) TTFLNSYCDGN  1  PY01331                  (   29) MDLLSMYCPDS  1  PY04795                  (   30) DEHSKKYCDNG  1  PY00055                  (   19) RGILGKYCPNE  1  PY07594                  (   30) DDRLKKYCTNN  1  PY01774                  (   31) ENFLDGYCGSN  1  PY07027                  (   31) ENFLDGYCGSN  1  PY04430                  (   29) NKNLKKYCDNG  1  PY00552                  (   31) IPDIDEYCPDG  1  PY04554                  (   32) DQNFKKYCTNS  1  PY02973                  (   30) IKDFDKYCPND  1  PY02140                  (   24) GRNFDKYCTND  1  PY06334                  (   31) EDDFKDYCTGN  1  PY05828                  (   29) NEKLKNYCDNG  1  PY07111                  (   34) SRMLKKYCPKE  1  PY04083                  (   31) ENFLDGYCDSY  1  PY07331                  (   22) ENFLNNYCSSN  1  PY07327                  (   30) ENFLDGYCDSY  1  PY01595                  (   31) NKDIKYYCPNG  1  PY06760                  (   31) EEFLNNYCNSN  1  PY02036                  (   29) ESYLSAYCPDG  1  PY00580                  (   30) ITNFKDYCPKE  1  PY06829                  (   22) DNFLDSYCGSY  1  PY07849                  (   30) DKYFKEYCTDG  1  PY06499                  (   55) LDLLKLYCPDN  1  PY07160                  (   31) SGTLTLYCPDN  1  PY05244                  (   31) LGNAKNYCPNR  1  PY05769                  (   31) KNFLDSYCDDK  1  PY02652                  (   31) KNFLDSYCDDK  1  PY02943                  (   30) DNDFKEYCTDV  1  PY06754                  (   18) GSHTEMHCPDN  1  PY07422                  (   31) TNFLNSHCDGN  1  PY04979                  (   22) ENFLDSYCNDY  1  PY01837                  (   25) IGGVVKYCPNG  1  PY02688                  (   31) KNFLDSYCYNG  1  PY05146                  (   65) GDILNSYCAGN  1  PY06567                  (  341) ESTLNRYCSGN  1  PY05688                  (   45) NGLFKKYCSSE  1  PY06374                  (   30) DSLFKDYCDNK  1  PY07405                  (   31) DDILNNYCDNK  1  PY05624                  (   25) KHILNNYCTGN  1  PY02572                  (   29) MNILSTYCHNN  1  PY07017                  (   12) ENFLDSYCFND  1  PY04516                  (   55) TGLFNSYCPYN  1  PY00494                  (   31) ENFLEGYCDDY  1  PY06763                  (   31) ENFLEGYCDDY  1  PY00085                  (   46) DEDYKNYCTNE  1  PY07090                  (   31) LGNIKKYCSNG  1  PY06666                  (   30) DVDFKEYCTNE  1  PY07516                  (   39) MNILNTYCPES  1  PY05820                  (   31) KRFFKTYCSSN  1  PY03991                  (   67) YQGFKNYCPSS  1  PY07198                  (   29) KNFLDSYCNNY  1  PY06549                  (   31) IKNYKNYCPSE  1  PY02614                  (   30) NNFLDSYCYKN  1  PY03973                  (   30) NEYFQEYCTGD  1  PY07342                  (   31) ISNYSNYCPGK  1  PY06796                  (   31) ISNYSNYCPGK  1  PY05586                  (   58) GNILSNYCNSN  1  PY06227                  (   55) GDLLSMYFPNN  1  PY06782                  (   18) GGSLNIYCSNR  1  PY04327                  (   31) NSEIKKYCPEN  1  PY03194                  (   31) NESFKKYCPIT  1  PY07264                  (   23) GSYTNIYCPDN  1  PY01834                  (   63) NGKIKNYCPIE  1  PY05816                  (   30) IDGIEEYCPHG  1  PY05781                  (   31) DQPIKEYCAGN  1  PY04733                  (   68) PEYLQKYCING  1  PY07477                  (   84) HTDFKNYCPVT  1  PY06742                  (   31) DIVFRKYCPND  1  PY02298                  (   30) NNFLDSYCFKY  1  PY06339                  (   31) DDFLSNYCDNI  1  PY06851                  (   30) LKNFNNYCSNG  1  PY06740                  (   54) NRGIKSYCHNV  1  PY06126                  (   30) DVLFKEYCNNK  1  PY03403                  (   90) VEHLKKHCISK  1  PY06029                  (   57) LGSIRDYCSNG  1  PY05871                  (   52) NSLFKKYCLNE  1  PY00177                  (   18) IKDFQKYCSNK  1  PY03177                  (   31) IKEYKDYCPDD  1  PY06514                  (   21) KSILDNYCTSS  1  PY07501                  (   36) VEDFIDYCTDG  1  PY03636                  (   31) NPNFKKYCYNQ  1  PY07533                  (   23) GGLLSFNCPNN  1  PY00308                  (   44) HKSINDYCNNG  1  PY01871                  (   30) DNFLNNSCNNN  1  PY07413                  (   38) IGFLNMFFPGS  1  PY04988                  (   23) SSFLNGYCFKD  1  PY01773                  (   28) STAIQTYCRSN  1  PY01981                  (   28) NQKYNTYCQNN  1  PY04755                  (   22) DEVSQKYCTDV  1  PY05410                  (   31) NKNFLEYCPQK  1  PY02671                  (   30) DSLFKENCTNQ  1  PY04773                  (   31) ITNVARYCRDE  1  PY06886                  (   40) MNKLNTFFPDS  1  PY03987                  (   38) THLLKVAFPKN  1  PY07838                  (   55) RDALSTFFDDS  1  PY07454                  (  247) YSFIDIFCNTN  1  //   
	f185:  log-odds matrix: alength= 20 w= 11 n= 56638 bayes= 8.30434 E= 5.0e-262    -148   -625    127     63   -627    163     28     39   -109   -118    133     74    -56   -264      9    -26    -79     24   -489   -231    -276   -630     40     91   -633    233     81   -355    -80   -542   -435    118    -56     94     97     30     43   -122   -492   -607     -38   -575      5   -177    190    -54    294    -16   -202      2    -55     24   -147   -308   -123    -27     68   -109   -469    -58    -168   -513   -749   -628    236   -548   -442     53   -712    238   -333   -716   -514   -502   -464   -272   -170    -88   -435    -37    -148   -628    137    -88   -631   -225    -56   -355    181   -342   -434     93   -392     74      9    -37   -162   -205   -490   -606    -148   -628      6     40   -315     58   -280   -213     99   -211     92     68   -392     22     73     76     28   -205   -490   -106    -215   -812   -879   -881   -112   -786    150   -845   -963   -725   -699   -296   -763   -700   -683   -381   -798   -693   -384    381    -748    522  -1008  -1001    -92   -823   -692  -1016  -1108   -928   -886  -1058   -811   -875   -813   -959   -888   -860   -657   -715     -87   -624    107   -397   -129     -1     21   -214   -498   -345   -460    -69    449   -149    -51    -54    137   -421   -521   -180    -480   -782    169   -195   -844    188    -71   -273    -85   -802   -716    192   -557   -174   -485     60   -270   -231   -711   -332    -288   -641    -37     63   -646    224   -292   -357      7   -556   -450    175   -405    -62     72    -38   -164    -71   -505    -23   
	f188:  letter-probability matrix: alength= 20 w= 11 nsites= 157 E= 5.0e-262   0.006369  0.000000  0.165605  0.082803  0.000000  0.121019  0.012739  0.114650  0.050955  0.038217  0.050955  0.171975  0.012739  0.000000  0.019108  0.076433  0.025478  0.038217  0.000000  0.012739   0.000000  0.000000  0.089172  0.101911  0.000000  0.197452  0.019108  0.006369  0.063694  0.000000  0.000000  0.235669  0.012739  0.044586  0.038217  0.114650  0.063694  0.012739  0.000000  0.000000   0.019108  0.000000  0.070064  0.012739  0.235669  0.025478  0.089172  0.076433  0.025478  0.089172  0.012739  0.121019  0.006369  0.000000  0.006369  0.076433  0.076433  0.012739  0.000000  0.044586   0.006369  0.000000  0.000000  0.000000  0.318471  0.000000  0.000000  0.121019  0.000000  0.464968  0.000000  0.000000  0.000000  0.000000  0.000000  0.012739  0.012739  0.012739  0.000000  0.050955   0.006369  0.000000  0.178344  0.025478  0.000000  0.006369  0.006369  0.006369  0.420382  0.006369  0.000000  0.197452  0.000000  0.038217  0.019108  0.070064  0.012739  0.006369  0.000000  0.000000   0.006369  0.000000  0.070064  0.070064  0.006369  0.057325  0.000000  0.019108  0.235669  0.019108  0.038217  0.165605  0.000000  0.025478  0.031847  0.159236  0.057325  0.006369  0.000000  0.031847   0.006369  0.000000  0.000000  0.000000  0.025478  0.000000  0.031847  0.000000  0.000000  0.000000  0.000000  0.012739  0.000000  0.000000  0.000000  0.006369  0.000000  0.000000  0.000000  0.917197   0.000000  0.968153  0.000000  0.000000  0.031847  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.012739  0.000000  0.146497  0.000000  0.025478  0.038217  0.012739  0.019108  0.000000  0.006369  0.000000  0.063694  0.445860  0.006369  0.012739  0.063694  0.127389  0.000000  0.000000  0.019108   0.000000  0.000000  0.216561  0.012739  0.000000  0.140127  0.006369  0.012739  0.063694  0.000000  0.000000  0.382166  0.000000  0.006369  0.000000  0.140127  0.006369  0.006369  0.000000  0.006369   0.000000  0.000000  0.050955  0.082803  0.000000  0.184713  0.000000  0.006369  0.121019  0.000000  0.000000  0.350318  0.000000  0.012739  0.031847  0.070064  0.012739  0.019108  0.000000  0.057325   
	f191:  BL   MOTIF 13 width=15 seqs
	f200:  log-odds matrix: alength= 20 w= 15 n= 55902 bayes= 8.35853 E= 5.4e-264    -134   -668    229    -21   -690     24     70   -690    -87   -611   -509    159    140    -29   -318    -20   -426    -84   -552   -282    -283     74    -96   -577    176   -106   -394    142   -661     71    -82   -193   -464   -135    192     39   -383      1   -389    -58    -288   -622   -135   -488   -681   -197   -389   -665   -355   -176   -543   -331    490     79   -113    103     79   -466   -583   -735     -98   -367   -493   -275    -87   -376   -333   -335   -362   -164   -379   -307    229    -75   -283    276    143   -195   -398   -557    -337   -469   -591   -502    132   -222   -378     25   -570    296   -151   -600   -127   -375   -349   -331   -152   -218   -363   -522    -256   -595   -558     25   -652   -470   -399   -325   -356   -231   -510   -653    527      5    -25    -18   -442   -431   -558   -730    -141   -813    -50    270   -809    -51   -415   -323   -255   -668   -115   -332    197   -311   -404     40    270   -524   -664   -768    -386   -803   -236    110   -794   -571   -477    300    -71   -171   -558   -673   -501     22   -468   -323   -230   -492   -683    -60      37   -702    -51    173   -702   -471   -336   -225    174   -592   -488   -147     42    117   -314    -22    144   -460   -559   -671     155   -542   -502    -99   -640   -478   -342    -53    -20   -566   -421   -150    -20   -329    154    -90    355   -377   -497   -658     114   -582   -170     97   -178   -180    -11    -98     72   -297   -104    -90    257   -218     89     19    176     13   -445   -561     114   -157    -85    127    -83   -389   -237     47     84   -128   -386    -51   -348    259      6    -73    -34    -25   -444   -561      94   -567   -172   -301   -122   -395     72    -71     27   -292   -375    147    -11    186   -219     58     -5     45   -439    -35     264     37     84    -46   -121    -47    163    -30   -153   -125    -12   -230    112     65   -226      7     -5    188   -435   -276     217   -581    -56     26   -584     -9    -11     13    -82     54   -386    -69     43    199   -210   -124     19    214   -444   -561   
	f203:  letter-probability matrix: alength= 20 w= 15 nsites= 113 E= 5.4e-264   0.008850  0.000000  0.336283  0.044248  0.000000  0.044248  0.017699  0.000000  0.061947  0.000000  0.000000  0.309735  0.053097  0.017699  0.000000  0.079646  0.000000  0.017699  0.000000  0.008850   0.000000  0.044248  0.035398  0.000000  0.212389  0.017699  0.000000  0.230088  0.000000  0.141593  0.008850  0.026549  0.000000  0.008850  0.079646  0.123894  0.000000  0.026549  0.000000  0.044248   0.000000  0.000000  0.026549  0.000000  0.000000  0.008850  0.000000  0.000000  0.008850  0.026549  0.000000  0.008850  0.575221  0.044248  0.008850  0.203540  0.088496  0.000000  0.000000  0.000000   0.008850  0.000000  0.000000  0.008850  0.044248  0.000000  0.000000  0.008850  0.008850  0.035398  0.000000  0.008850  0.132743  0.017699  0.000000  0.592920  0.123894  0.008850  0.000000  0.000000   0.000255  0.000230  0.000590  0.000481  0.186375  0.009184  0.000100  0.115790  0.001020  0.646788  0.000174  0.000885  0.009024  0.000213  0.000180  0.009664  0.018119  0.000287  0.000064  0.000575   0.000000  0.000000  0.000000  0.070796  0.000000  0.000000  0.000000  0.008850  0.008850  0.017699  0.000000  0.000000  0.761062  0.026549  0.017699  0.088496  0.000000  0.000000  0.000000  0.000000   0.008850  0.000000  0.044248  0.353982  0.000000  0.026549  0.000000  0.008850  0.017699  0.000000  0.008850  0.008850  0.079646  0.000000  0.000000  0.123894  0.318584  0.000000  0.000000  0.000000   0.000000  0.000000  0.008850  0.106195  0.000000  0.000000  0.000000  0.699115  0.070796  0.026549  0.000000  0.000000  0.000000  0.026549  0.000000  0.008850  0.008850  0.000000  0.000000  0.044248   0.035398  0.000000  0.044248  0.176991  0.000000  0.000000  0.000000  0.017699  0.398230  0.000000  0.000000  0.035398  0.026549  0.053097  0.000000  0.079646  0.132743  0.000000  0.000000  0.000000   0.088496  0.000000  0.000000  0.026549  0.000000  0.000000  0.000000  0.061947  0.106195  0.000000  0.000000  0.035398  0.017699  0.000000  0.061947  0.044248  0.557522  0.000000  0.000000  0.000000   0.061947  0.000000  0.017699  0.106195  0.017699  0.008850  0.008850  0.044248  0.194690  0.008850  0.008850  0.053097  0.123894  0.000000  0.035398  0.106195  0.168142  0.035398  0.000000  0.000000   0.061947  0.008850  0.035398  0.132743  0.035398  0.000000  0.000000  0.123894  0.212389  0.035398  0.000000  0.070796  0.000000  0.150442  0.017699  0.053097  0.035398  0.026549  0.000000  0.000000   0.053097  0.000000  0.017699  0.000000  0.026549  0.000000  0.017699  0.053097  0.141593  0.008850  0.000000  0.292035  0.017699  0.088496  0.000000  0.141593  0.044248  0.044248  0.000000  0.053097   0.185841  0.035398  0.123894  0.035398  0.026549  0.026549  0.035398  0.070796  0.035398  0.035398  0.017699  0.017699  0.044248  0.035398  0.000000  0.097345  0.044248  0.123894  0.000000  0.008850   0.132743  0.000000  0.044248  0.061947  0.000000  0.035398  0.008850  0.097345  0.061947  0.132743  0.000000  0.061947  0.026549  0.097345  0.000000  0.035398  0.053097  0.150442  0.000000  0.000000   
	f206:  BL   MOTIF 14 width=8 seqs=65 PY03331                  (  268) HLREKLKK  1  PY04786                  (  268) HLREMLKK  1  PY03016                  (  268) HLREMLKK  1  PY06029                  (  333) HLREKLKK  1  PY06020                  (  309) HLREKLKK  1  PY06499                  (  284) HLREMLKK  1  PY04733                  (  336) HLREKLKK  1  PY01110                  (  312) HLREKLKK  1  PY05688                  (  323) HLREKLKK  1  PY07111                  (  312) HLREKLKK  1  PY06732                  (  315) HLREKLKK  1  PY00997                  (  293) HLREKLKK  1  PY06754                  (  294) HLREKLKK  1  PY05560                  (  262) HLREMLKK  1  PY03986                  (  274) HLREKLKK  1  PY06877                  (  264) HLREMLKK  1  PY02660                  (  339) HLREKLKK  1  PY07264                  (  304) HLREKLKK  1  PY06886                  (  279) HLREKLKK  1  PY01184                  (  316) HLREKLKK  1  PY05923                  (  306) HLREMLKK  1  PY04516                  (  295) HLREKLKK  1  PY03948                  (  270) HLREKLKK  1  PY02312                  (  331) HLREKLKK  1  PY02671                  (  272) HLREKLKK  1  PY06374                  (  272) HLREKLKK  1  PY07022                  (  316) HLREKLKK  1  PY04084                  (  276) HLREMLKK  1  PY03983                  (  317) HLREKIKK  1  PY00055                  (  308) HLREKIKK  1  PY02827                  (  337) HIREKLKK  1  PY04554                  (  292) HIREKLKK  1  PY01834                  (  340) HLRENLKK  1  PY05244                  (  310) HLRKKLKK  1  PY01331                  (  267) HLREKLKT  1  PY07226                  (  331) YLREKLKK  1  PY05871                  (  332) QLREKLKK  1  PY07838                  (  285) YLREMLKK  1  PY01595                  (  300) YLREKLKK  1  PY03091                  (  284) KLREKLKK  1  PY06760                  (  314) KLREKLKK  1  PY00175                  (  309) KLREKLKK  1  PY03987                  (  278) KLREKLKK  1  PY06851                  (  305) KLREKLKK  1  PY01873                  (  314) KLREKLKK  1  PY03760                  (  272) HLRKRLKK  1  PY02036                  (  265) HLKEMLKK  1  PY06742                  (  310) HLKEKLKK  1  PY03403                  (  363) NLREKLKK  1  PY06666                  (  255) HLREIVKK  1  PY06204                  (  290) KLREKIKK  1  PY02565                  (  289) KLREKIKK  1  PY05820                  (  323) QIREKLKK  1  PY02140                  (  276) YLRKKLKK  1  PY04155                  (  276) YLRKKLKK  1  PY05912                  (  310) YLRENLKK  1  PY07090                  (  315) HLKEKIKK  1  PY06227                  (  293) KLRENLKK  1  PY05648                  (  311) HLRKKLIK  1  PY03359                  (  352) HLRKKIKT  1  PY04787                  (  267) RLRRKLKS  1  PY05767                  (  273) RLRRKLKS  1  PY04066                  (  277) RLRRKLKS  1  PY00308                  (  305) YIRKKLKK  1  PY03010                  (  309) HLREKVDV  1  //   
	f215:  log-odds matrix: alength= 20 w= 8 n= 57190 bayes= 9.79735 E= 1.2e-226    -351   -510   -472   -422   -480   -444    586   -607      7   -473   -377   -236   -388     50    120   -453   -400   -407   -326     52    -532   -657   -939   -819   -458   -770   -618    -40   -915    341   -260   -946   -647   -614   -624   -851   -628   -335   -488   -703    -509   -674   -749   -623   -823   -594   -394   -769   -126   -681   -615   -708   -543   -401    553   -684   -607   -621   -537   -779    -365   -772   -391    391   -833   -525   -363   -715     -7   -625   -535   -609   -468   -264    126   -577   -503   -504   -599   -744    -411   -682   -672   -469   -786   -529   -303   -245    273   -581    275   -113   -507   -260     29   -576   -486   -494   -516   -683    -469   -602   -861   -741   -462   -718   -580     15   -839    330   -255   -874   -598   -573   -565   -775   -564     10   -488   -689    -266   -453   -331   -455   -629   -422   -301   -342    301   -511   -399   -506   -357   -345     44   -513   -395   -404   -360   -608    -266   -479   -581   -477   -664   -428   -322   -541    296   -541   -432   -536   -389   -343     -1   -171   -128   -167   -402   -639   
	f218:  letter-probability matrix: alength= 20 w= 8 nsites= 65 E= 1.2e-226   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.661538  0.000000  0.138462  0.000000  0.000000  0.015385  0.000000  0.030769  0.046154  0.000000  0.000000  0.000000  0.000000  0.107692   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.061538  0.000000  0.938462  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.046154  0.000000  0.000000  0.000000  0.000000  0.000000  0.953846  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.846154  0.000000  0.000000  0.000000  0.000000  0.107692  0.000000  0.000000  0.000000  0.000000  0.000000  0.046154  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.015385  0.784615  0.000000  0.138462  0.046154  0.000000  0.000000  0.015385  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.092308  0.000000  0.876923  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.030769  0.000000  0.000000   0.000000  0.000000  0.015385  0.000000  0.000000  0.000000  0.000000  0.015385  0.969231  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.907692  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.046154  0.030769  0.015385  0.000000  0.000000   
	f221:  BL   MOTIF 15 width=50 seqs=7 PY01963                  (  496) QTKHFINSIYWEKYPLLNIYKLMKADPVPFIILFLLFIFYVYKRKGDSLE  1  PY00754                  (  537) QTKDFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE  1  PY04914                  (  537) QTKDFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE  1  PY01773                  (  535) QTKDFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE  1  PY01981                  (  604) QAKHFINSIYWEKYPLLNIYKLMKADPVPFIILFLLFIFYVYKRKGDSLE  1  PY07826                  (  546) QTNHFINSTYWGKYPLLNIYKLMKADPVPFIILFLLFIFYLYKRKGDSLE  1  PY07187                  (  604) QDKNFINFIYWEKYPLLNIYKLMKADPIPFIILFLLFIFYVYKRKDDSLE  1  //   
	f230:  log-odds matrix: alength= 20 w= 50 n= 49462 bayes= 12.6303 E= 1.5e-186    -147   -371   -400   -127   -475   -338     65   -438   -383   -293   -158   -373   -207    516    -91   -349   -287   -271   -224   -492     166   -248     23   -208   -400   -197   -139   -313   -337   -337   -180   -247   -192   -140   -129    -66    376   -115   -260   -445    -202   -401   -436   -354   -565   -340   -210   -444    293   -442   -334   -222   -293   -232     99   -422   -322   -336   -302   -532    -116   -391    241   -122   -444    -87    487   -522   -288   -435   -357     57   -180    -83   -113   -163   -173   -321   -311   -360    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432     -21   -230   -351   -349     -2   -207   -169   -391   -395   -338   -239   -289   -189   -233   -155    299     83   -227   -201   -299     -82   -258   -455   -395   -316   -308   -255    196   -459   -164   -116   -410   -280   -269   -233   -203    338     76   -274   -431    -332   -448   -538   -514   -136   -395   -109   -489   -594   -380   -352   -545   -360   -362   -317   -493   -443   -335    -76    384    -265   -377   -441   -398   -190   -330   -240   -456   -495   -253   -257   -495   -314   -282   -220   -447   -368   -257    697   -254     -75   -410   -154    253   -522    387   -157   -503   -331   -443   -344   -283   -220   -117   -163   -266   -257   -279   -341   -496    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -332   -448   -538   -514   -136   -395   -109   -489   -594   -380   -352   -545   -360   -362   -317   -493   -443   -335    -76    384     -93   -410   -392   -330   -474   -281   -225   -466   -427   -380   -346   -483    553   -233   -210   -315   -277   -266   -355   -541    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -332   -448   -538   -514   -136   -395   -109   -489   -594   -380   -352   -545   -360   -362   -317   -493   -443   -335    -76    384    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -306   -405   -555   -516   -442   -430   -353   -318   -585   -206    556   -602   -371   -402   -392   -503   -400   -221   -229   -433    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554     491   -192   -439   -365   -420   -129   -265   -391   -486   -344   -248   -473   -268   -292   -238   -168   -201    -97   -285   -499    -195   -419    373    -89   -475   -283   -153   -469   -482   -435   -354   -205   -321   -265   -248   -363   -346   -291   -303   -470     -93   -410   -392   -330   -474   -281   -225   -466   -427   -380   -346   -483    553   -233   -210   -315   -277   -266   -355   -541       0   -223   -421   -342   -330   -326   -217     47   -466   -174   -140   -491   -230   -294   -204   -380   -151    453   -305   -490     -93   -410   -392   -330   -474   -281   -225   -466   -427   -380   -346   -483    553   -233   -210   -315   -277   -266   -355   -541    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -332   -448   -538   -514   -136   -395   -109   -489   -594   -380   -352   -545   -360   -362   -317   -493   -443   -335    -76    384    -159   -304   -581   -472   -225   -414   -316    -73   -566    258    -25   -583   -338   -330   -313   -468   -261    344   -241   -419    -332   -448   -538   -514   -136   -395   -109   -489   -594   -380   -352   -545   -360   -362   -317   -493   -443   -335    -76    384    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -253   -379   -492   -438   -540   -339   -139   -508   -266   -434   -382   -472   -269   -196    551   -439   -378   -394   -252   -525    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554     -62   -376    -73   -298   -491    451   -196   -494   -403   -472   -337   -323   -251   -270   -167   -275   -312   -288   -268   -485    -195   -419    373    -89   -475   -283   -153   -469   -482   -435   -354   -205   -321   -265   -248   -363   -346   -291   -303   -470     -68   -292   -408   -415   -468   -238   -258   -494   -474   -441   -336   -366   -243   -305   -230    325     -7   -302   -323   -492    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414    -350   -599   -243    415   -651   -430   -339   -584   -635   -603   -513   -529   -484   -285   -408   -567   -496   -445   -470   -671   
	f233:  letter-probability matrix: alength= 20 w= 50 nsites= 7 E= 1.5e-186   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.142857  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.714286  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.857143  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.428571  0.000000  0.000000  0.000000  0.428571  0.000000  0.000000  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.857143  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.428571  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.571429  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000   0.000000  0.000000  0.000000  0.428571  0.000000  0.571429  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.857143  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.571429  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.428571  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.142857  0.000000  0.000000  0.857143  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   
	f236:  BL   MOTIF 16 width=50 seqs=7 PY00754                  (  438) AINMFDTNETTEEVINPTDRKKQMKITINLSSQNKQDKKLTNSSTPKKQD  1  PY07826                  (  460) AINMFDTNETTEEVINPTDRKKQMKITINLSSQNKQDKKLTNSSTPKKQD  1  PY01773                  (  449) AINMFDTNETTEEVINPTDRKKQMKITINLSSQNKQDKKLTNSSTPKKQD  1  PY04914                  (  438) AINMFDTNETTEEVINPTDRKKQMKITINLSNQNKQDKKLTNSSTPKKQD  1  PY01963                  (  409) AINMFDTNETTEEVINPTDRKKQMQIIINLSSQNKQGKKLTNSSIQKKQD  1  PY01981                  (  465) AINMFGTNETTESVINPTDRKKQMQIIINLSTQNKQGKKFINSSTPKKQD  1  PY07187                  (  491) AINMFDTNETTKRVINSTDRKKPMQIIINLSTQNKQGKKFINSSTPKKQD  1  //   
	f245:  log-odds matrix: alength= 20 w= 50 n= 49462 bayes= 11.7658 E= 1.4e-178     491   -192   -439   -365   -420   -129   -265   -391   -486   -344   -248   -473   -268   -292   -238   -168   -201    -97   -285   -499    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432    -306   -405   -555   -516   -442   -430   -353   -318   -585   -206    556   -602   -371   -402   -392   -503   -400   -221   -229   -433    -211   -294   -477   -425    386   -371   -250   -301   -546   -164   -175   -536   -275   -368   -317   -380   -378   -175    -90   -155    -177   -407    367    -78   -466    -43   -135   -460   -457   -426   -343   -187   -305   -243   -232   -334   -322   -281   -296   -459    -128   -318   -426   -417   -462   -302   -253   -375   -462   -408   -255   -368   -275   -262   -229   -141    422   -183   -314   -520    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432    -350   -599   -243    415   -651   -430   -339   -584   -635   -603   -513   -529   -484   -285   -408   -567   -496   -445   -470   -671    -128   -318   -426   -417   -462   -302   -253   -375   -462   -408   -255   -368   -275   -262   -229   -141    422   -183   -314   -520    -128   -318   -426   -417   -462   -302   -253   -375   -462   -408   -255   -368   -275   -262   -229   -141    422   -183   -314   -520    -224   -591   -176    406   -628   -359   -260   -543   -195   -516   -422   -452   -340   -155   -248   -446   -382   -362   -450   -614     -85   -468   -116    370   -497   -229   -111   -441   -230   -374   -276   -301   -199    -37    180    -37   -221   -237   -337   -461     -29   -255   -443   -371   -360   -327   -239    -79   -492   -212   -178   -514   -251   -318   -230   -394   -184    470   -319   -502    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432      -2   -335   -314   -245   -403   -212   -151   -383   -343   -301   -262   -400    532   -150   -132    -38   -190   -181   -307   -479    -128   -318   -426   -417   -462   -302   -253   -375   -462   -408   -255   -368   -275   -262   -229   -141    422   -183   -314   -520    -195   -419    373    -89   -475   -283   -153   -469   -482   -435   -354   -205   -321   -265   -248   -363   -346   -291   -303   -470    -253   -379   -492   -438   -540   -339   -139   -508   -266   -434   -382   -472   -269   -196    551   -439   -378   -394   -252   -525    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -116   -346   -370    -95   -456   -320     95   -410   -353   -265   -128   -342     49    507    -62   -318   -258   -243   -201   -474    -306   -405   -555   -516   -442   -430   -353   -318   -585   -206    556   -602   -371   -402   -392   -503   -400   -221   -229   -433    -119   -405   -316   -148   -488   -238    -32   -404    207   -309   -221   -299   -218    374    156   -282   -204   -216   -245   -402    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433     -82   -258   -455   -395   -316   -308   -255    196   -459   -164   -116   -410   -280   -269   -233   -203    338     76   -274   -431    -184   -350   -482   -433   -327   -379   -326    325   -511    -90    -81   -522   -339   -345   -303   -432   -268    138   -295   -433    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432    -216   -361   -534   -422   -229   -393   -262   -174   -515    333    -10   -560   -286   -266   -240   -457   -311    -79   -223   -414     -68   -292   -408   -415   -468   -238   -258   -494   -474   -441   -336   -366   -243   -305   -230    325     -7   -302   -323   -492     -22   -215   -307   -315   -379   -208   -165   -387   -359   -347   -225   -121   -169   -204   -125    283    193   -235   -246   -405    -147   -371   -400   -127   -475   -338     65   -438   -383   -293   -158   -373   -207    516    -91   -349   -287   -271   -224   -492    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -147   -371   -400   -127   -475   -338     65   -438   -383   -293   -158   -373   -207    516    -91   -349   -287   -271   -224   -492    -143   -419    292   -175   -530    332   -117   -578   -380   -505   -434   -193   -244   -187   -210   -244   -253   -361   -372   -485    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -216   -353   -579   -457    165   -431   -245   -137   -550    298     21   -580   -314   -280   -269   -483   -311    -57   -165   -307     -78   -253   -406   -369   -341   -297   -218    112   -417   -213   -132   -338   -250   -221   -189   -113    373     24   -262   -442    -221   -356   -236   -374   -417   -256     26   -369   -399   -395   -290    312   -242   -177   -196   -208   -216   -258   -222   -432     -68   -292   -408   -415   -468   -238   -258   -494   -474   -441   -336   -366   -243   -305   -230    325     -7   -302   -323   -492     -68   -292   -408   -415   -468   -238   -258   -494   -474   -441   -336   -366   -243   -305   -230    325     -7   -302   -323   -492     -77   -248   -375   -352   -369   -291   -194     -9   -390   -273   -147   -296   -229   -190   -162    -64    395    -39   -254   -453      -8   -344   -312   -239   -402   -219   -149   -382   -338   -300   -262   -401    532    130   -127   -231   -193   -183   -306   -477    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -219   -407   -495   -399   -577   -368   -246   -453    298   -461   -351   -456   -307   -283     89   -461   -346   -354   -311   -554    -147   -371   -400   -127   -475   -338     65   -438   -383   -293   -158   -373   -207    516    -91   -349   -287   -271   -224   -492    -195   -419    373    -89   -475   -283   -153   -469   -482   -435   -354   -205   -321   -265   -248   -363   -346   -291   -303   -470   
	f248:  letter-probability matrix: alength= 20 w= 50 nsites= 7 E= 1.4e-178   1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.857143  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.857143  0.000000  0.000000  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.714286  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.142857  0.142857  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.857143  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000   0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.142857  0.857143  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.571429  0.000000  0.000000  0.000000  0.000000  0.428571  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.428571  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.571429  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.571429  0.285714  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.571429  0.000000  0.000000  0.428571  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.285714  0.000000  0.000000  0.000000  0.000000  0.714286  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.285714  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.714286  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.857143  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.857143  0.142857  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   
	f251:  BL   MOTIF 17 width=29 seqs=32 PY02782                  (  181) DENTSKCTKCLEKAKEFVKIYEELNDPNN  1  PY07035                  (  208) DENASNCTKCSEKANEFVKAYEKLNDPNN  1  PY03983                  (  182) DANDTDNKKYLENAEEFVKKYERLNDPNH  1  PY02970                  (  182) DENTPNCATCSEKADNFVKIYKELNDPDN  1  PY00580                  (  160) VATNKDDNTLLDNANRFVQKYTELTNYNI  1  PY02687                  (  172) DENASNCTKCSEKANEFVKIHKELNDSNN  1  PY02973                  (  160) DATNKDDNTLSDNATRFVQKYIELTNYNI  1  PY05244                  (  182) NANDASDKRYLKNAKEFVKKYDELNNPNN  1  PY00493                  (  199) DEKKNDCTKCLGKSEEFVKIYKELNDPDN  1  PY07090                  (  183) SANNPQNKKYLENAREFVEKYEKLNVSAI  1  PY00578                  (  132) VAQSQTGEILSNNVKEFVKKYTELKNTYN  1  PY07477                  (  221) AEKHTKDSTLPNEAKDFVIKYKDLNEGYN  1  PY05410                  (  163) VEKNANDTTLSNDAKDFAKKYTGLNEGYN  1  PY05708                  (  163) KATNTDNKKLLNDATSFVIKYKKLKDGSN  1  PY04327                  (  168) AEKHTKESTVPNDAKNFVIKYTDLNESYN  1  PY03636                  (  167) NFETNKHEQLPDNATSFVNKYTELKDDSN  1  PY00924                  (  292) KSMNTDGNKLLNDATMFVKTYAELKDGSN  1  PY02971                  (  152) VTTRKDNNTLSNSATSFVNKYTELNNDSK  1  PY06851                  (  177) NANESKCEECLKNAKKFVEKYNELNASDI  1  PY07342                  (  163) GVQNKKGETLSNDATSFVQKYTNLNNKYK  1  PY07160                  (  164) DDSESDYNSYLEKTQEFVKKYEQLKDLDI  1  PY03438                  (  163) ADKKDDGKTYLEKANEFVIEYQKLLNDND  1  PY05146                  (  198) NQESPDCGKYLKNAQNFAEKYKKLNNVSD  1  PY02541                  (  164) DNIESDYNSYLEKTQEFVKKYEQLKDLDI  1  PY03177                  (  161) YSTNKDNKTLLNSANDFVKVYASLNNDRN  1  PY00177                  (  150) AAQNQTGNILSNNVNDFASQYTELNNKYK  1  PY02131                  (  164) DDSDSNYYSYLEKTQEFVNKYEQLKEDFD  1  PY01595                  (  173) DGSKTISEKSLENANKFVEKYNELNVSDI  1  PY06567                  (  474) DEESRNCSKNSGRAKEFVEKYEYLKKNYS  1  PY07080                  (  160) NVETNSRDKLPNNANAFIEKYRELSNNCN  1  PY06547                  (  161) SVATSKHDTLLDNAINFFNEYTEINDYYN  1  PY05820                  (  162) ADKKDGGETCLKYADQFVDAYQKFINDTD  1  //   
	f260:  log-odds matrix: alength= 20 w= 29 n= 53326 bayes= 9.853 E= 1.1e-171     233   -488    234   -207   -511    -15   -133   -507    -79   -431   -329     58   -260   -144   -142    -46   -251    179   -373   -114     307   -427     75    219   -111    -21    -80   -417   -235   -339   -233   -141   -191     76    -54    -44    -31    134   -290   -406      56   -424   -244    116   -427   -230    -77   -151     58   -336     55    108   -189    191    -50      1    154   -214   -286   -402     122   -431     40     83   -436   -231    233   -424      9   -345   -239    126   -195    -67     93      1    155   -223   -295   -410     122   -427    -10   -134   -430   -230    -79   -418     36   -339   -233    -19    202    145     94    124    178   -217   -289   -405    -171   -503    236   -219   -530    -14   -142   -152     82   -454   -353     84   -273     56   -156    -46     39   -332   -392   -491    -257    314    122    -60   -619    223    241   -654   -424   -575   -488     66   -335   -244     65   -127   -325   -454   -486     42      50   -443     -7    167   -449    -19    -92   -439     59   -360   -255     94   -207    -80    -73      2    156   -238   -309   -116    -203   -513   -400    -59   -562   -348   -163    -56    161   -429   -329   -410   -314     62    114     -3    285   -316   -372   -514    -147    291   -559   -448   -300   -355   -242   -249   -532    221   -158   -174   -331   -320   -283   -145   -256     48   -226    179    -195   -473   -701   -682   -606   -379   -518   -587   -793    265   -441   -697    263   -544   -519    174   -429   -400   -533   -712    -281   -620     94    261   -692     73   -225   -708      5   -629   -551    171   -357   -243   -320   -362   -367   -491   -558   -617    -235   -547    120    -57   -597   -259   -175   -613    119   -533   -440    193   -321   -214     71    -47   -312   -413   -456   -113     475   -235   -500   -414   -468   -181   -324   -438   -534   -388   -286   -535   -354   -347   -290   -112     60     78   -339   -556     -87   -439    -10     39   -445   -242    -90   -151     97   -351   -245    110   -204    227     96   -250    179   -230   -301   -418      53   -439     77    270   -442   -240    -90   -427    -68   -349     55     17   -199     74    164     35   -193   -226   -301   -416    -680   -758   -818   -853    404   -637   -543   -860   -940   -726   -731   -904   -616   -718   -648   -844   -781   -711   -507   -584     107   -237   -409   -331   -202   -323   -200    -55   -457   -231   -184   -488   -220   -285   -189   -376   -154    458   -306   -519    -139   -509    -76    179   -517   -283   -148     37    165   -416   -312     21   -252    192   -119   -129   -255   -289   -373   -485     113   -471   -339     31   -492   -315   -148     40    236   -376   -281   -388   -277     63    -40   -332    -46      0   -340   -475    -564   -629   -759   -730   -272   -618    150   -661   -793   -539   -516   -710   -571   -525   -498   -691   -633   -512   -199    386     122   -429    -84    204   -432   -233    -81   -151     58   -340   -234    -68   -192    145     94   -240    233   -218   -291   -407     -91   -447     -7    299   -452    -22    -97   -438     59   -359   -253   -142   -207    191     90   -116   -202   -236   -311   -117    -329   -470   -669   -539    -97   -539   -380   -117   -635    335    -98   -683   -407   -375   -356   -580   -420   -179   -324   -523    -224   -482   -334   -305   -530   -315   -140   -157     93   -155   -339    252   -323   -177    -81   -144     25   -304   -362   -514      21   -659    240    140   -698   -325   -251   -652   -176   -576   -484    179   -339   -193   -298   -392   -371     84   -557   -633     -75   -426    129   -137   -429    151    -81   -414    -67    -58   -233    -67    298    -65    -56     63    -31      0   -290     28      41      9    136   -188   -105   -243   -117   -457   -295   -388   -287    117   -240   -121     81     67    -39   -263   -334    173    -297   -581     94   -318   -660   -259    149    126    -34   -639   -567    225   -361   -280   -295   -129   -350   -519   -528   -589   
	f263:  letter-probability matrix: alength= 20 w= 29 nsites= 32 E= 1.1e-171   0.156250  0.000000  0.375000  0.000000  0.000000  0.031250  0.000000  0.000000  0.062500  0.000000  0.000000  0.156250  0.000000  0.000000  0.000000  0.062500  0.000000  0.125000  0.000000  0.031250   0.281250  0.000000  0.125000  0.281250  0.031250  0.031250  0.000000  0.000000  0.000000  0.000000  0.000000  0.031250  0.000000  0.031250  0.000000  0.062500  0.031250  0.093750  0.000000  0.000000   0.031250  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.031250  0.187500  0.000000  0.031250  0.250000  0.000000  0.093750  0.000000  0.093750  0.156250  0.000000  0.000000  0.000000   0.062500  0.000000  0.093750  0.093750  0.000000  0.000000  0.062500  0.000000  0.125000  0.000000  0.000000  0.281250  0.000000  0.000000  0.031250  0.093750  0.156250  0.000000  0.000000  0.000000   0.062500  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.000000  0.156250  0.000000  0.000000  0.093750  0.093750  0.062500  0.031250  0.250000  0.187500  0.000000  0.000000  0.000000   0.000000  0.000000  0.375000  0.000000  0.000000  0.031250  0.000000  0.031250  0.218750  0.000000  0.000000  0.187500  0.000000  0.031250  0.000000  0.062500  0.062500  0.000000  0.000000  0.000000   0.000000  0.250000  0.156250  0.031250  0.000000  0.187500  0.062500  0.000000  0.000000  0.000000  0.000000  0.156250  0.000000  0.000000  0.031250  0.031250  0.000000  0.000000  0.000000  0.093750   0.031250  0.000000  0.062500  0.187500  0.000000  0.031250  0.000000  0.000000  0.187500  0.000000  0.000000  0.218750  0.000000  0.000000  0.000000  0.093750  0.156250  0.000000  0.000000  0.031250   0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.000000  0.062500  0.375000  0.000000  0.000000  0.000000  0.000000  0.031250  0.031250  0.093750  0.375000  0.000000  0.000000  0.000000   0.000000  0.218750  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.437500  0.000000  0.031250  0.000000  0.000000  0.000000  0.031250  0.000000  0.031250  0.000000  0.250000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.562500  0.000000  0.000000  0.125000  0.000000  0.000000  0.312500  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.125000  0.343750  0.000000  0.062500  0.000000  0.000000  0.125000  0.000000  0.000000  0.343750  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.156250  0.031250  0.000000  0.000000  0.000000  0.000000  0.281250  0.000000  0.000000  0.406250  0.000000  0.000000  0.031250  0.062500  0.000000  0.000000  0.000000  0.031250   0.812500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.031250  0.093750  0.062500  0.000000  0.000000   0.000000  0.000000  0.062500  0.062500  0.000000  0.000000  0.000000  0.031250  0.250000  0.000000  0.000000  0.250000  0.000000  0.125000  0.031250  0.000000  0.187500  0.000000  0.000000  0.000000   0.031250  0.000000  0.125000  0.406250  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.031250  0.125000  0.000000  0.031250  0.062500  0.125000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.093750  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.031250  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.843750  0.000000  0.000000   0.000000  0.000000  0.031250  0.187500  0.000000  0.000000  0.000000  0.125000  0.406250  0.000000  0.000000  0.125000  0.000000  0.093750  0.000000  0.031250  0.000000  0.000000  0.000000  0.000000   0.062500  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.125000  0.656250  0.000000  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.031250  0.031250  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.968750   0.062500  0.000000  0.031250  0.250000  0.000000  0.000000  0.000000  0.031250  0.187500  0.000000  0.000000  0.062500  0.000000  0.062500  0.031250  0.000000  0.281250  0.000000  0.000000  0.000000   0.000000  0.000000  0.062500  0.500000  0.000000  0.031250  0.000000  0.000000  0.187500  0.000000  0.000000  0.031250  0.000000  0.093750  0.031250  0.031250  0.000000  0.000000  0.000000  0.031250   0.000000  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.031250  0.000000  0.937500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.031250  0.250000  0.031250  0.000000  0.593750  0.000000  0.000000  0.000000  0.031250  0.062500  0.000000  0.000000  0.000000   0.031250  0.000000  0.375000  0.125000  0.000000  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.375000  0.000000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000   0.000000  0.000000  0.187500  0.000000  0.000000  0.125000  0.000000  0.000000  0.062500  0.062500  0.000000  0.062500  0.187500  0.000000  0.000000  0.156250  0.031250  0.031250  0.000000  0.093750   0.031250  0.031250  0.187500  0.000000  0.031250  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.250000  0.000000  0.000000  0.031250  0.156250  0.031250  0.000000  0.000000  0.250000   0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.031250  0.218750  0.093750  0.000000  0.000000  0.500000  0.000000  0.000000  0.000000  0.031250  0.000000  0.000000  0.000000  0.000000   
	f266:  BL   MOTIF 18 width=15 seqs=25 PY01331                  (  118) DKINKDVIENKIKSM  1  PY03986                  (  124) NNINKDVIENKIKSM  1  PY04066                  (  129) NKINKAVIEKKIKSM  1  PY04787                  (  120) NKINKAVIDKKIKSM  1  PY07413                  (  130) GKINMGVIDKKIKSM  1  PY04084                  (  127) DKIKKDVIENKIKSM  1  PY06227                  (  144) SNINMTVIEKKIRSM  1  PY06877                  (  114) ENINKDVIEKKMKSM  1  PY02036                  (  116) DNINKSVIENKIKSM  1  PY06886                  (  131) SKINKNVICKKIKSM  1  PY05923                  (  157) KKIHMDVIDTKIESM  1  PY04786                  (  119) ENINKSVIEKKIKSM  1  PY02572                  (  116) DHINMEVISAKIKSM  1  PY05767                  (  126) DKINNDVIKNKIKSM  1  PY03987                  (  131) NKISKDVIKKKIESM  1  PY07264                  (  115) NKIKIDVIDAKIKSM  1  PY07516                  (  128) NKIYMGVIDEKIESM  1  PY03948                  (  121) SKIKKDDICKKIKSM  1  PY03331                  (  120) IKINMGFIDTKIESM  1  PY07838                  (  138) NDINMDDIGNKIKLM  1  PY02565                  (  141) NKISKDVIETKIRSI  1  PY06499                  (  136) NNINMDDIGNKIKSI  1  PY03091                  (  135) DKITKDVIKKQISSM  1  PY06754                  (  109) NKIKKNDIENKINSM  1  PY04516                  (  147) SKIKKDVIYKKIKST  1  //   
	f275:  log-odds matrix: alength= 20 w= 15 n= 55902 bayes= 11.6163 E= 1.2e-097    -220   -529    178     59   -586     20   -152   -120   -141   -537   -448    190   -300   -205   -224     74   -292   -415   -452   -528    -275   -555    -41   -295   -641   -240    181   -676    244   -589   -516    123   -339   -233   -181   -319   -327   -480   -486   -561    -525   -646   -788   -806   -684   -604   -603    355   -900   -524   -517   -881   -585   -698   -629   -800   -630   -288   -600   -793    -237   -415   -241   -333   -475   -258    126   -437    -24   -447   -345    284   -277   -198   -198    -81    -86   -314   -288   -167    -273   -533   -523   -342   -586   -396   -182   -113    229   -411    386   -133   -378   -142     13   -443   -353   -311   -381   -539     119   -511    312    -35   -580    137   -165   -606   -440   -550   -470    -31   -326   -249   -268    -38    -43   -416   -432   -534     -93   -324     71   -428    -98   -402   -287   -151   -555   -285   -248   -564   -318   -378   -292   -460   -249    456   -351   -479    -525   -646   -788   -806   -684   -604   -603    355   -900   -524   -517   -881   -585   -698   -629   -800   -630   -288   -600   -793    -130    139    170    271   -496     99   -114   -491      1   -412   -310   -263   -236   -113   -120    -93   -231   -288   -357    -84     142   -510   -254    -23   -565   -257   -146   -549    180   -465   -371    155   -294   -152    -82   -311    123   -351   -399   -510    -239   -429   -519   -417   -602   -392   -262   -474    298   -480   -370   -475   -330    -93     71   -481   -365   -374   -333   -576    -331   -471   -723   -655   -416   -593   -535    341   -747   -214    102   -750   -529   -541   -524   -656   -427    -38   -444   -606    -260   -542   -442    141   -635   -371   -172   -545    248   -453   -364   -134   -357   -135    217   -122   -343   -361   -386   -547    -229   -479   -646   -649   -643   -400   -472   -663   -719   -116   -526   -619   -436   -522   -460    334   -273   -451   -510   -675    -320   -417   -572   -531   -455   -451   -370   -194   -601   -216    554   -618   -388   -417   -410   -519   -237   -219   -244   -449   
	f278:  letter-probability matrix: alength= 20 w= 15 nsites= 25 E= 1.2e-097   0.000000  0.000000  0.240000  0.080000  0.000000  0.040000  0.000000  0.040000  0.040000  0.000000  0.000000  0.400000  0.000000  0.000000  0.000000  0.160000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.040000  0.000000  0.680000  0.000000  0.000000  0.240000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.040000  0.000000  0.200000  0.000000  0.000000  0.600000  0.000000  0.000000  0.000000  0.080000  0.040000  0.000000  0.000000  0.040000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.040000  0.600000  0.000000  0.320000  0.040000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.080000  0.000000  0.560000  0.040000  0.000000  0.120000  0.000000  0.000000  0.000000  0.000000  0.000000  0.080000  0.000000  0.000000  0.000000  0.080000  0.040000  0.000000  0.000000  0.000000   0.000000  0.000000  0.160000  0.000000  0.040000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.800000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.080000  0.240000  0.400000  0.000000  0.080000  0.000000  0.000000  0.120000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.040000   0.080000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.000000  0.440000  0.000000  0.000000  0.320000  0.000000  0.000000  0.000000  0.000000  0.120000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.960000  0.000000  0.000000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.960000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.160000  0.000000  0.000000  0.000000  0.000000  0.680000  0.000000  0.000000  0.040000  0.000000  0.000000  0.080000  0.040000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000  0.000000  0.000000  0.960000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.080000  0.000000  0.000000  0.880000  0.000000  0.000000  0.000000  0.000000  0.000000  0.040000  0.000000  0.000000  0.000000   
	f281:  BL   MOTIF 19 width=11 seqs=31 PY01774                  (   64) TSELFKSVANS  1  PY05769                  (   64) TSELFKSVANS  1  PY07027                  (   64) TSELFKSVANS  1  PY02652                  (   64) TSELFKSVANS  1  PY00500                  (   64) SSDLFKSVAKS  1  PY04083                  (   64) TSQLFKSVANS  1  PY07327                  (   63) TSQLFKSVANS  1  PY01080                  (   55) SSELFKSVANS  1  PY00988                  (   62) SSDLFQSVAKS  1  PY07546                  (   63) DADLFKSVAKS  1  PY07021                  (   74) DASVFRSVAKS  1  PY05719                  (   90) SSDLFNSVAKG  1  PY03729                  (   63) TSEFFKSVANS  1  PY07331                  (   55) SSELFKTVANS  1  PY05822                  (   63) NSSVFQSVAKN  1  PY04466                  (   63) TSELFTSVANN  1  PY02943                  (   63) SSDSFNSVAKG  1  PY04755                  (   55) SSDSFNSVAKG  1  PY06334                  (   64) DNSVFNSVAKS  1  PY06567                  (  374) DSSVFRSYAKS  1  PY06514                  (   54) NSSVFKSDAKS  1  PY05586                  (   91) NSSVFKSYAKS  1  PY04795                  (   63) NSSVFESVSKS  1  PY05146                  (   98) NSSVFMSDAKG  1  PY02140                  (   57) DSDNFKSNAKS  1  PY04155                  (   57) DSDNFKSNAKS  1  PY03042                  (   62) DSSLFEKVAKN  1  PY05828                  (   62) DYEKFNSVAKR  1  PY04430                  (   62) GFTQFNSVAKR  1  PY07017                  (   45) VSGLFKSCETS  1  PY02940                  (   68) VSGLFNSRETS  1  //   
	f290:  log-odds matrix: alength= 20 w= 11 n= 56638 bayes= 10.7977 E= 1.9e-067    -278   -555    190   -322   -655     -7   -202   -701   -472   -637   -555     71   -358   -286   -313    124    237     89   -525   -590      69   -277   -396   -401   -171   -278   -237   -460   -435   -412   -295   -195   -235   -284   -195    305     62   -313   -296   -182    -236   -665    189    244   -698     71   -254   -643   -423   -567   -474   -369   -333    142   -296    153    -54   -418   -557   -635    -128   -310   -499   -381    -86   -335   -221   -212   -193    249   -103    -88   -291     29   -221    -66   -227    280   -229   -389    -673   -751   -813   -847    404   -632   -536   -849   -934   -715   -720   -898   -611   -711   -642   -837   -774   -701   -498   -574    -234   -543   -440     25   -601   -371   -173   -537    208   -446     63    104   -341    147    191   -398    -50   -346   -386   -534     -87   -287   -404   -410   -459   -278   -253   -476   -237   -429   -310   -335   -245   -293   -204    316     80   -321   -325   -485       9    -77   -144   -325   -358   -315   -193    -84   -450   -229   -181   -205   -217   -278    -36   -368   -151    451   -300   -155     489   -276   -520     -3   -517   -213   -361   -491   -577   -440   -337   -555   -362   -377   -332   -114   -283   -185   -386   -602    -303   -579   -339   -355   -682   -326   -213   -646    233   -552   -470    161   -391   -221    -94   -398     41   -453   -471   -596    -228   -505   -272   -354   -663    172   -229   -713   -487   -641   -559      3   -363   -310    160    286   -311   -478   -529   -610   
	f293:  letter-probability matrix: alength= 20 w= 11 nsites= 31 E= 1.9e-067   0.000000  0.000000  0.258065  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.000000  0.000000  0.161290  0.000000  0.000000  0.000000  0.225806  0.258065  0.064516  0.000000  0.000000   0.064516  0.000000  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.838710  0.000000  0.000000  0.000000  0.032258   0.000000  0.000000  0.258065  0.290323  0.000000  0.064516  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.064516  0.000000  0.290323  0.032258  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.032258  0.516129  0.000000  0.064516  0.000000  0.032258  0.000000  0.064516  0.000000  0.258065  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.064516  0.000000  0.000000  0.000000  0.000000  0.516129  0.000000  0.032258  0.225806  0.000000  0.064516  0.064516  0.000000  0.032258  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.935484  0.032258  0.000000  0.000000  0.000000   0.000000  0.032258  0.064516  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.064516  0.000000  0.000000  0.032258  0.000000  0.000000  0.741935  0.000000  0.064516   0.903226  0.000000  0.000000  0.064516  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.032258  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.612903  0.000000  0.000000  0.322581  0.000000  0.000000  0.000000  0.000000  0.064516  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.129032  0.000000  0.000000  0.000000  0.000000  0.000000  0.096774  0.000000  0.000000  0.064516  0.709677  0.000000  0.000000  0.000000  0.000000   
	f296:  BL   MOTIF 20 width=21 seqs=16 PY07111                  (  244) VTKTIESSSETGQSNIVTTTF  1  PY05912                  (  242) ETKIGESSSETGQSDHETTIP  1  PY01110                  (  244) VTKATGSSSEPDRSNIATTPQ  1  PY06742                  (  242) ETKTTGSSSETGNQDIETITL  1  PY02312                  (  263) RTKTDESSSETDQTINVMTPL  1  PY01111                  (  240) VTKATDISSETDNSDIATATP  1  PY05688                  (  256) ETKTTESSNEAGKSDIATITL  1  PY05871                  (  264) ATQTVGSSSGPDKSNIETATP  1  PY03332                  (  272) GNKTVESSSETSQSIHVSTTP  1  PY06732                  (  247) GTKTPESSIKTDQSNLVTTTT  1  PY00055                  (  240) ETKIDNSSSETYQSINVTETM  1  PY00997                  (  226) ATKGTEISSEEDKSDIETIQS  1  PY00175                  (  242) EIKTTETSSGSDKLDTETTLS  1  PY06020                  (  241) EIKTTETSSESDKLDTEMTNL  1  PY07411                  (  211) ETKIDDSSIGIYQSNLVTTPL  1  PY07022                  (  248) LGETSESSFETDVSRSETEVS  1  //   
	f305:  log-odds matrix: alength= 20 w= 21 n= 54798 bayes= 10.8931 E= 4.5e-065     198   -327   -202    270   -336    140    -67   -273   -223    -48   -143   -292   -164    -42    157   -218   -147    223   -224   -356    -124   -298   -394   -387   -444      5   -228    -10   -427   -387   -213   -112   -269   -226   -200    -97    392   -150   -303   -513    -220   -426   -464   -130   -589   -368   -216   -464    292   -451   -345   -444   -313    -14     84   -445   -338   -347   -321   -548     207   -295   -502   -463   -478     60   -309     89   -534   -398   -278   -442   -283   -313   -288   -190    365   -174   -359   -554     -84   -288     84   -262   -370     19   -156    -77   -343   -286   -163   -312    108   -154   -135    -25    334    149   -252   -424    -173   -575     96    339   -628    211   -165   -592   -360   -515   -428    -54   -262   -121   -235   -304   -292   -366   -490   -555     -42   -238   -368   -369   -406   -238   -210    -90   -401   -372   -256   -291   -198   -250   -160    296    150   -258   -275   -435    -290   -524   -644   -668   -700   -423   -477   -759   -751   -676   -611   -658   -447   -549   -482    341   -345   -525   -517   -725     -52   -246   -355   -357   -110   -242   -194    -66   -399   -341   -238   -145   -204   -243   -162    294     83   -223   -251   -384    -153   -652   -139    367   -668    204   -222   -558    -89   -482   -388   -385   -260    -88   -203   -368   -318   -327   -507   -603      71   -296   -387    -46   -434   -324   -212    -98   -401   -373   -204   -321    188   -204   -181     35    368   -145   -294   -498    -194   -474    295   -233   -552    257   -121   -637   -397   -561   -492   -187   -279   -209   -239    -42   -268   -427   -429     74    -193   -484   -419   -249   -563   -320   -108   -479    141   -384   -294     14   -294    396    209   -357   -277     78   -322   -479     -43   -237   -358   -354   -401   -238   -200   -413   -387    -98   -250   -284   -194     -5   -149    296    128   -264   -269   -428    -197   -483    259   -204   -553   -177   -112     91   -346   -511   -434    153   -269   -179    152   -253   -260   -384   -419   -492     -38   -232   -372   -270   -235   -238    309    208   -358     54    -53     -2   -209   -166   -135    -61    122     21   -155   -309     259   -415   -213    294   -556   -287   -285   -358   -406   -404   -333   -474   -279   -151   -272   -338   -291    334   -461   -596    -124   -296   -412   -397   -446   -336   -234   -342   -430   -391    190   -327   -269   -227   -201    -15    399   -151   -303   -518     186   -300   -364     85   -401   -280   -224     77   -413   -305   -197   -375   -263   -211   -201   -167    351   -100   -295   -471     -73   -261   -377   -294   -305   -277   -160    -53   -368    -54   -111   -103    264     95   -148   -149    335     97   -209   -376     -34   -236   -363   -247     -9   -236   -120   -151   -340    161    157   -373    330    115   -122     71     42     12   -157   -310   
	f308:  letter-probability matrix: alength= 20 w= 21 nsites= 16 E= 4.5e-065   0.125000  0.000000  0.000000  0.437500  0.000000  0.125000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.187500  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.125000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.750000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.875000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.125000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.187500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.625000  0.000000  0.000000  0.000000   0.000000  0.000000  0.187500  0.000000  0.000000  0.062500  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.062500  0.437500  0.125000  0.000000  0.000000   0.000000  0.000000  0.125000  0.625000  0.000000  0.187500  0.000000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.750000  0.125000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  1.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.750000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.750000  0.000000  0.187500  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000   0.062500  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.125000  0.000000  0.000000  0.125000  0.562500  0.000000  0.000000  0.000000   0.000000  0.000000  0.562500  0.000000  0.000000  0.250000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.125000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.312500  0.000000  0.000000  0.125000  0.000000  0.437500  0.062500  0.000000  0.000000  0.062500  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.062500  0.000000  0.750000  0.062500  0.000000  0.000000  0.000000   0.000000  0.000000  0.437500  0.000000  0.000000  0.000000  0.000000  0.187500  0.000000  0.000000  0.000000  0.312500  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.125000  0.437500  0.000000  0.125000  0.000000  0.125000  0.000000  0.000000  0.000000  0.062500  0.125000  0.000000  0.000000  0.000000   0.187500  0.000000  0.000000  0.437500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.375000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.000000  0.062500  0.812500  0.000000  0.000000  0.000000   0.125000  0.000000  0.000000  0.125000  0.000000  0.000000  0.000000  0.187500  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.562500  0.000000  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.062500  0.000000  0.062500  0.187500  0.062500  0.000000  0.000000  0.500000  0.062500  0.000000  0.000000   0.000000  0.000000  0.000000  0.000000  0.062500  0.000000  0.000000  0.000000  0.000000  0.312500  0.062500  0.000000  0.250000  0.062500  0.000000  0.187500  0.062500  0.000000  0.000000  0.000000   
	f311:  PY02940 5.20e-147 12 292  9 9 3.48e-13  12 34 2.33e-08  4 46 4.45e-17  19 67 1.67e-07  3 78 2.07e-20  10 102 1.45e-12  2 135 3.83e-15  7 163 6.69e-16  6 192 4.00e-20  5 232 4.82e-21  1 253 1.57e-26  8 276 1.96e-17 PY04215 1.64e-134 12 295  9 5 5.33e-11  12 30 5.65e-08  4 42 8.65e-17  19 63 7.34e-05  3 74 6.13e-17  10 96 1.55e-10  2 138 7.13e-19  7 166 1.94e-19  6 195 2.05e-17  5 235 2.84e-15  1 256 9.62e-28  8 279 4.64e-16 PY01080 7.84e-164 13 295  12 21 3.15e-08  4 33 4.07e-20  19 54 8.64e-12  3 65 2.73e-22  10 87 2.50e-11  11 108 3.27e-17  2 129 1.07e-20  7 157 8.21e-19  6 186 2.94e-18  13 216 4.88e-08  5 235 4.82e-21  1 256 5.98e-25  8 279 5.25e-18 PY00578 8.93e-89 11 265  9 5 4.26e-11  12 30 8.58e-08  3 43 1.20e-05  10 65 5.33e-13  11 87 1.88e-12  2 108 1.52e-17  17 131 5.40e-19  6 163 4.49e-17  13 185 1.36e-07  5 203 3.65e-19  1 224 1.93e-09 PY04066 5.31e-116 11 293  12 36 3.66e-08  4 48 6.25e-12  3 77 4.71e-17  10 99 4.68e-13  18 128 1.28e-15  2 143 3.20e-19  7 171 5.72e-18  6 200 3.94e-17  5 232 1.00e-16  1 253 4.77e-22  14 276 1.10e-07 PY05822 7.70e-153 14 292  9 5 5.49e-15  12 29 6.50e-08  4 41 2.26e-18  19 62 2.31e-10  3 73 1.40e-21  10 95 3.63e-10  11 116 1.05e-14  2 137 1.75e-18  7 165 4.58e-18  6 194 5.46e-15  13 216 8.56e-09  5 232 1.25e-16  1 253 6.74e-25  8 276 2.19e-14 PY04084 4.44e-132 12 283  9 16 2.54e-09  12 39 1.99e-08  4 51 2.76e-12  3 76 9.58e-19  10 98 1.75e-15  18 126 5.24e-15  2 141 4.19e-19  7 169 1.40e-24  6 198 1.59e-12  5 230 7.29e-16  1 251 1.36e-24  14 275 1.70e-10 PY05820 5.21e-109 13 330  9 6 1.58e-12  12 30 9.20e-07  4 42 9.08e-19  3 74 1.93e-16  10 96 3.61e-13  2 138 2.40e-15  17 161 4.66e-13  6 193 7.87e-13  13 221 3.20e-06  20 247 3.10e-05  5 277 1.76e-15  1 298 5.29e-24  14 322 2.78e-08 PY07022 4.10e-141 15 323  9 6 1.49e-15  12 30 9.83e-08  4 41 1.85e-19  19 62 4.04e-05  3 73 1.12e-18  10 95 2.56e-14  11 117 1.77e-14  2 138 5.20e-17  7 165 2.91e-17  6 194 2.87e-14  13 222 6.69e-05  20 247 1.73e-12  5 270 1.83e-12  1 291 3.30e-25  14 315 1.70e-10 PY01595 3.74e-111 12 307  9 5 3.48e-13  12 30 2.79e-07  4 47 5.69e-19  3 73 7.89e-18  10 95 1.45e-12  11 127 4.33e-12  2 148 1.50e-15  17 172 3.57e-15  6 204 2.34e-17  5 254 9.59e-11  1 275 3.70e-19  14 299 3.27e-09 PY04430 7.88e-133 13 288  9 5 4.62e-13  12 28 1.47e-07  4 40 1.12e-17  19 61 8.27e-08  3 72 2.46e-16  10 94 2.13e-09  11 119 1.35e-15  2 140 3.49e-15  7 168 5.72e-18  6 197 8.48e-17  5 224 5.36e-10  1 245 1.93e-24  8 268 6.75e-14 PY07516 5.13e-111 11 269  9 16 2.30e-08  12 38 8.21e-07  4 50 2.29e-13  3 75 4.13e-17  10 97 2.44e-15  18 127 4.55e-13  2 142 3.07e-22  6 175 2.28e-08  5 206 2.62e-16  1 227 3.67e-26  8 250 1.96e-11 PY01873 2.07e-121 13 321  9 7 9.83e-10  12 32 4.24e-08  4 44 1.12e-17  3 76 4.71e-17  10 98 6.86e-10  11 124 5.31e-12  2 145 4.17e-17  7 173 8.26e-17  6 202 2.29e-15  13 225 7.52e-05  5 268 1.09e-19  1 289 1.67e-27  14 313 5.32e-09 PY07501 1.55e-79 11 271  9 11 9.90e-05  12 35 6.32e-06  4 47 9.47e-16  19 68 8.36e-06  3 79 5.35e-14  10 101 1.62e-13  11 123 6.50e-16  2 144 5.52e-15  7 172 1.74e-15  6 201 1.28e-11  5 234 2.14e-11 PY06567 6.85e-184 25 622  9 5 2.25e-13  12 30 9.83e-08  4 48 8.18e-21  3 74 5.27e-13  10 96 5.34e-12  11 128 1.88e-10  2 149 6.78e-20  7 177 3.32e-22  6 206 1.06e-22  13 233 1.43e-12  5 258 8.83e-14  1 279 1.30e-07  12 340 5.15e-07  4 352 2.18e-19  19 373 7.82e-10  3 384 2.73e-22  10 406 1.45e-12  11 428 3.57e-16  2 449 2.53e-16  7 477 3.66e-15  6 506 1.33e-19  13 533 4.09e-08  5 562 1.29e-18  1 583 1.50e-28  8 606 2.27e-16 PY00308 8.55e-73 10 338  12 43 9.81e-06  4 61 9.87e-05  3 87 3.65e-13  10 109 7.50e-10  2 149 3.52e-10  7 177 4.77e-14  6 206 7.51e-15  13 234 3.20e-06  1 280 2.81e-21  14 304 2.43e-07 PY06374 1.06e-121 13 279  9 5 6.11e-08  12 29 5.80e-07  4 41 5.82e-16  19 62 4.04e-05  3 73 1.55e-19  10 95 2.50e-11  11 117 1.01e-15  2 138 7.61e-16  7 166 2.51e-16  6 195 3.40e-18  5 227 1.87e-11  1 248 5.98e-25  14 271 1.70e-10 PY07849 1.58e-138 13 287  9 5 2.11e-09  12 29 3.58e-07  4 41 5.14e-16  19 62 4.27e-05  3 73 4.27e-19  10 95 1.70e-10  11 117 2.76e-17  2 138 5.52e-15  7 166 2.30e-15  6 195 1.94e-20  5 227 1.44e-13  1 248 6.74e-25  8 271 2.27e-16 PY03760 4.68e-141 13 279  9 5 2.96e-10  12 29 4.90e-08  4 41 1.21e-15  19 62 4.27e-05  3 73 6.96e-19  10 95 1.85e-12  11 117 2.24e-18  2 138 7.61e-16  7 166 3.32e-22  6 195 9.30e-16  5 227 2.09e-14  1 248 5.32e-25  14 271 5.98e-09 PY07653 1.91e-127 10 266  4 33 5.49e-15  19 54 8.36e-06  3 65 9.58e-19  10 87 7.80e-13  11 109 8.72e-16  2 130 7.78e-21  7 158 1.32e-20  6 187 3.25e-16  1 227 1.57e-26  8 250 7.63e-15 PY03042 5.76e-148 13 287  9 5 1.05e-11  12 29 8.58e-08  4 40 1.71e-17  19 61 1.53e-08  3 72 1.30e-19  10 94 7.27e-09  11 116 7.94e-12  2 139 3.68e-18  7 166 8.08e-22  6 195 3.95e-15  5 227 5.36e-14  1 248 8.28e-26  8 271 1.19e-16 PY06126 2.32e-143 12 290  9 5 6.92e-06  12 29 4.36e-06  4 41 3.05e-18  3 73 9.12e-20  10 95 1.75e-16  11 117 5.68e-18  2 138 1.36e-15  7 166 4.88e-20  6 195 1.05e-18  5 227 2.12e-12  1 248 7.57e-25  8 271 4.66e-14 PY02671 9.51e-121 12 279  12 29 3.01e-05  4 41 2.14e-16  19 62 3.05e-06  3 73 8.17e-19  10 95 8.41e-12  11 117 9.24e-15  2 138 3.80e-16  7 166 2.48e-19  6 195 6.00e-18  5 227 3.31e-10  1 248 2.91e-25  14 271 1.70e-10 PY06514 2.33e-156 13 299  12 20 6.32e-06  4 32 8.43e-18  19 53 1.51e-09  3 64 2.14e-22  10 87 6.36e-11  11 109 4.73e-15  2 130 1.61e-14  7 158 7.70e-21  6 187 2.94e-18  13 214 5.44e-10  5 239 5.61e-19  1 260 8.95e-27  8 283 1.96e-17 PY00284 9.32e-105 11 362  9 12 1.69e-11  12 37 5.65e-08  4 54 1.66e-16  3 85 4.01e-16  10 107 6.75e-17  11 139 2.04e-09  2 160 1.40e-21  7 188 2.06e-16  6 217 1.57e-19  13 244 1.55e-13  5 278 1.04e-13 PY06763 1.43e-104 11 307  9 5 2.58e-14  12 30 6.52e-07  4 42 8.39e-16  3 73 6.27e-21  10 97 1.82e-11  2 130 2.64e-15  7 158 8.26e-17  6 188 8.48e-17  13 210 2.91e-09  5 239 2.92e-17  1 260 3.76e-07 PY00494 1.75e-141 12 299  9 5 2.58e-14  12 30 6.52e-07  4 42 8.39e-16  3 73 6.27e-21  10 97 1.82e-11  2 130 2.64e-15  7 158 8.26e-17  6 188 8.48e-17  13 210 2.91e-09  5 239 2.92e-17  1 260 9.62e-28  8 283 7.80e-18 PY02564 7.33e-146 13 299  9 5 9.22e-13  12 30 2.33e-08  4 42 2.14e-16  19 63 4.77e-06  3 74 5.91e-18  10 96 2.31e-09  2 138 6.78e-20  7 166 4.53e-19  6 195 6.00e-18  13 217 2.38e-09  5 239 6.46e-19  1 260 8.95e-27  8 283 3.77e-17 PY02312 3.69e-127 14 338  9 27 9.30e-12  12 51 5.99e-10  4 63 1.06e-18  3 94 1.42e-13  10 116 2.88e-15  11 138 6.34e-09  2 159 2.06e-16  7 185 2.49e-11  6 214 2.25e-12  13 242 8.56e-09  20 262 6.30e-19  5 285 1.83e-13  1 306 1.57e-26  14 330 1.70e-10 PY06851 3.76e-133 13 312  9 5 2.18e-14  12 29 3.97e-06  4 46 6.64e-17  3 77 3.55e-15  10 99 8.96e-10  11 131 7.11e-13  2 152 1.84e-19  17 176 5.81e-18  6 208 9.27e-22  13 237 1.81e-08  5 259 1.29e-18  1 280 4.74e-24  14 304 5.32e-09 PY03948 7.99e-126 11 277  9 14 1.08e-09  4 49 2.11e-09  3 72 4.41e-18  10 94 5.55e-17  18 120 6.78e-13  2 135 1.69e-22  7 163 7.06e-23  6 192 2.05e-15  5 224 2.91e-16  1 245 1.84e-26  14 269 1.70e-10 PY07838 2.34e-123 11 292  9 31 1.19e-09  4 66 7.88e-08  3 91 3.16e-17  10 113 1.03e-14  18 137 2.89e-12  2 152 3.07e-22  7 180 4.37e-23  6 209 5.21e-16  5 239 1.29e-18  1 260 3.67e-26  14 284 3.27e-09 PY06829 8.56e-147 12 295  12 21 3.58e-07  4 33 5.74e-20  3 64 1.09e-19  10 86 2.14e-08  11 107 1.35e-15  2 128 2.55e-18  7 155 4.10e-18  6 184 1.17e-15  13 213 1.51e-08  5 235 2.02e-19  1 256 1.50e-28  8 279 1.81e-18 PY02565 7.11e-123 11 296  9 16 3.47e-08  4 51 3.44e-10  3 86 1.93e-16  10 108 1.40e-14  18 140 3.47e-12  2 155 1.69e-22  7 183 4.37e-23  6 212 7.92e-18  5 243 1.44e-17  1 264 1.53e-24  14 288 2.40e-08 PY05708 1.05e-131 13 295  9 5 6.65e-11  12 30 7.53e-09  4 42 3.89e-17  3 74 1.43e-14  10 96 5.33e-13  11 118 2.63e-08  2 139 1.22e-16  17 162 1.71e-18  6 194 1.46e-15  13 216 4.79e-09  5 235 1.12e-16  1 256 6.85e-28  8 279 1.10e-16 PY03636 1.17e-136 13 297  9 5 7.01e-13  12 30 6.91e-06  4 47 9.72e-18  3 79 2.03e-12  10 101 1.45e-12  11 123 1.32e-10  2 144 6.25e-19  17 166 3.17e-18  6 198 4.12e-16  13 220 7.06e-09  5 237 6.13e-18  1 258 2.59e-27  8 281 9.61e-17 PY04516 3.03e-119 12 302  9 31 1.14e-07  12 54 6.52e-07  4 66 2.53e-11  3 94 4.01e-16  10 116 8.85e-13  18 146 3.42e-11  2 161 3.99e-21  7 189 6.98e-22  6 218 1.83e-15  5 249 4.87e-16  1 270 7.57e-25  14 294 1.70e-10 PY00988 8.17e-126 13 345  9 5 2.06e-05  12 29 1.12e-07  4 40 1.23e-18  19 61 1.47e-11  3 72 6.83e-18  10 94 3.81e-09  11 116 1.88e-12  2 139 3.66e-19  7 167 1.15e-20  6 196 1.10e-20  13 218 8.75e-11  5 244 3.70e-18  1 265 1.68e-10 PY07327 4.49e-160 14 295  9 4 6.74e-14  12 29 2.79e-07  4 41 2.02e-20  19 62 7.18e-12  3 73 1.80e-25  10 96 4.22e-11  11 117 4.73e-18  2 138 5.04e-15  7 166 5.76e-19  6 195 2.27e-16  13 217 3.42e-08  5 235 3.23e-16  1 256 3.25e-23  8 279 7.61e-16 PY05781 2.52e-138 12 297  9 5 1.14e-07  12 30 2.96e-06  4 42 1.06e-18  3 72 5.91e-18  10 95 8.59e-11  2 137 1.20e-18  7 165 3.27e-18  6 194 2.05e-17  13 216 5.28e-09  5 237 1.94e-15  1 258 6.69e-27  8 281 3.77e-17 PY03177 4.03e-120 13 297  9 5 1.05e-11  12 30 6.32e-06  4 42 7.45e-14  3 72 1.70e-12  10 94 6.36e-11  11 116 1.36e-07  2 137 3.78e-22  17 160 6.65e-16  6 192 7.20e-13  13 221 1.90e-07  5 237 2.86e-18  1 258 8.95e-27  8 281 1.99e-15 PY07331 4.85e-155 13 297  12 21 2.79e-07  4 33 6.80e-21  19 54 8.17e-11  3 65 7.62e-20  10 88 7.50e-10  11 110 4.16e-16  2 131 1.07e-20  7 159 8.21e-19  6 188 4.12e-16  13 218 8.56e-09  5 237 1.76e-20  1 258 2.79e-26  8 281 3.77e-17 PY07421 5.60e-119 13 327  9 6 7.84e-15  12 29 1.45e-08  4 41 8.43e-18  19 62 3.06e-05  3 73 1.53e-18  10 95 1.90e-14  11 117 1.14e-13  2 138 2.80e-16  7 165 7.92e-14  6 195 1.83e-15  13 222 1.52e-11  5 264 2.71e-14  1 285 1.93e-09 PY02278 1.66e-155 13 297  9 5 3.82e-15  12 30 1.29e-07  4 42 1.71e-17  3 73 7.94e-17  10 95 1.27e-10  11 117 3.53e-12  2 140 1.51e-16  7 168 2.55e-25  6 197 6.58e-16  13 219 6.92e-08  5 237 4.21e-19  1 258 9.62e-28  8 281 6.88e-16 PY05923 1.48e-120 11 313  9 40 2.63e-07  4 75 8.64e-10  3 104 7.58e-15  10 126 2.43e-13  18 156 5.18e-14  2 171 1.69e-22  7 200 1.25e-21  6 229 2.27e-16  5 260 8.88e-18  1 281 3.67e-26  14 305 1.70e-10 PY05871 7.80e-120 14 339  9 27 3.28e-10  12 51 5.77e-06  4 63 2.41e-20  3 94 7.20e-14  10 116 2.99e-12  11 138 3.96e-08  2 159 1.10e-16  7 185 2.14e-13  6 215 1.22e-12  13 243 2.24e-07  20 263 4.97e-18  5 286 3.82e-14  1 307 3.67e-26  14 331 3.27e-09 PY07021 9.61e-155 14 307  9 15 6.44e-12  12 40 5.65e-08  4 52 3.39e-17  19 73 5.23e-11  3 84 2.71e-21  10 108 6.71e-09  11 129 1.14e-13  2 152 2.88e-18  7 180 2.48e-19  6 209 1.56e-14  13 231 1.28e-09  5 247 5.46e-15  1 268 3.60e-27  8 291 7.80e-18 PY01184 9.49e-129 13 323  9 5 1.07e-13  12 30 1.12e-07  4 47 1.66e-16  3 81 9.16e-16  10 103 2.77e-13  11 139 2.23e-10  2 160 4.80e-19  7 188 9.15e-17  6 217 1.23e-16  13 244 1.55e-06  5 271 7.06e-21  1 292 2.14e-23  14 315 1.70e-10 PY03403 6.51e-119 13 370  9 64 5.28e-09  12 89 4.79e-06  4 100 4.73e-18  3 132 7.58e-15  10 154 9.78e-08  11 176 5.70e-13  2 197 8.10e-14  7 225 1.85e-18  6 254 6.75e-15  13 276 2.98e-06  5 318 3.15e-19  1 339 7.99e-28  14 362 1.60e-08 PY06204 2.11e-149 14 301  9 5 6.69e-16  12 29 7.47e-08  4 41 1.36e-15  19 62 2.43e-05  3 73 2.18e-19  10 94 1.39e-09  11 116 6.19e-15  2 137 1.98e-13  7 165 2.85e-22  6 194 2.79e-20  13 216 6.79e-07  5 244 2.02e-19  1 265 1.50e-28  14 289 2.40e-08 PY02652 1.39e-166 14 304  9 5 1.06e-12  12 30 4.04e-07  4 42 4.45e-17  19 63 1.22e-12  3 74 8.94e-22  10 96 2.31e-09  11 117 2.37e-15  2 138 1.07e-20  7 166 3.37e-21  6 195 5.80e-17  13 225 8.56e-09  5 244 7.95e-20  1 265 1.50e-28  8 288 4.63e-15 PY03729 6.86e-169 14 304  9 5 1.38e-12  12 29 1.45e-08  4 41 3.54e-16  19 62 6.58e-11  3 73 2.73e-22  10 96 8.20e-10  11 117 3.93e-18  2 138 1.48e-20  7 166 6.30e-20  6 195 4.49e-17  13 225 4.79e-09  5 244 4.21e-19  1 265 9.62e-28  8 288 2.02e-16 PY07027 3.49e-166 14 304  9 5 6.44e-12  12 30 1.47e-07  4 42 2.56e-19  19 63 1.22e-12  3 74 1.80e-25  10 97 1.17e-09  11 118 3.03e-19  2 139 3.49e-15  7 167 4.29e-20  6 196 5.46e-15  13 218 4.47e-08  5 244 1.09e-19  1 265 8.95e-27  8 288 3.77e-17 PY02298 2.88e-156 13 304  9 5 1.68e-13  12 29 3.60e-06  4 41 7.77e-19  3 72 2.59e-19  10 94 1.27e-10  11 115 4.16e-16  2 136 4.17e-17  7 164 1.85e-18  6 193 5.10e-17  13 222 1.51e-08  5 244 2.02e-19  1 265 1.50e-28  8 288 8.99e-17 PY05769 7.59e-168 14 304  9 5 1.06e-12  12 30 4.04e-07  4 42 4.45e-17  19 63 1.22e-12  3 74 8.94e-22  10 96 5.72e-09  11 117 2.37e-15  2 138 1.07e-20  7 166 3.37e-21  6 195 5.80e-17  13 225 8.56e-09  5 244 7.95e-20  1 265 1.50e-28  8 288 8.99e-17 PY01774 3.49e-166 14 304  9 5 6.44e-12  12 30 1.47e-07  4 42 2.56e-19  19 63 1.22e-12  3 74 1.80e-25  10 97 1.17e-09  11 118 3.03e-19  2 139 3.49e-15  7 167 4.29e-20  6 196 5.46e-15  13 218 4.47e-08  5 244 1.09e-19  1 265 8.95e-27  8 288 3.77e-17 PY06666 5.74e-97 13 262  9 5 2.32e-05  12 29 8.21e-07  4 41 2.29e-13  19 62 2.89e-05  3 73 1.03e-15  10 95 9.49e-11  11 117 5.61e-16  2 138 1.92e-14  6 169 2.45e-12  13 191 1.26e-07  5 209 2.20e-18  1 230 3.47e-28  14 254 1.88e-08 PY04083 2.32e-163 14 296  9 5 6.74e-14  12 30 2.79e-07  4 42 2.02e-20  19 63 7.18e-12  3 74 1.80e-25  10 97 4.22e-11  11 118 4.73e-18  2 139 7.19e-17  7 167 1.01e-16  6 196 2.05e-17  13 218 2.61e-08  5 236 3.23e-16  1 257 1.84e-26  8 280 8.99e-17 PY07413 4.61e-109 11 304  9 14 1.19e-09  12 37 1.07e-05  4 49 5.22e-12  3 77 1.03e-16  10 99 2.77e-13  18 129 3.96e-15  2 144 2.14e-17  7 172 6.98e-22  6 201 1.46e-15  5 233 1.29e-18  1 254 6.69e-11 PY06227 7.84e-128 12 300  9 31 9.83e-10  12 54 1.77e-06  4 66 8.92e-12  3 91 2.10e-17  10 113 3.05e-16  18 143 1.99e-14  2 158 1.39e-19  7 186 3.32e-22  6 215 9.35e-14  5 247 1.44e-17  1 268 1.84e-26  14 292 4.57e-08 PY06886 1.23e-122 11 286  9 16 3.35e-09  4 51 4.97e-11  3 76 1.84e-19  10 98 5.33e-13  18 130 5.18e-14  2 145 3.07e-22  7 173 2.48e-19  6 202 3.95e-15  5 233 7.22e-17  1 254 3.67e-26  14 278 1.70e-10 PY04931 3.49e-94 12 331  9 27 1.26e-06  12 52 4.34e-05  4 63 5.09e-17  3 95 2.39e-14  10 117 1.48e-07  11 139 2.26e-16  2 160 4.64e-16  7 188 5.00e-16  6 217 7.51e-15  13 239 8.40e-06  5 281 9.81e-19  1 302 5.26e-10 PY01111 6.71e-110 13 316  9 6 4.01e-13  12 29 2.33e-08  4 41 1.23e-18  3 72 2.03e-12  10 94 1.27e-10  11 116 1.38e-09  2 137 1.99e-18  7 163 1.02e-13  6 192 1.49e-10  13 220 4.51e-12  20 239 1.46e-18  5 262 1.69e-13  1 283 1.45e-08 PY07533 9.86e-119 11 288  12 22 8.25e-06  4 34 3.26e-09  3 62 6.98e-17  10 84 1.05e-15  18 112 5.56e-13  2 127 3.07e-22  7 156 3.32e-22  6 185 3.18e-15  5 217 1.32e-15  1 238 3.67e-26  14 262 2.38e-05 PY02543 1.72e-160 13 309  9 5 2.66e-12  12 31 7.47e-08  4 43 3.01e-19  3 74 2.41e-17  10 96 1.39e-09  11 118 6.46e-11  2 141 4.16e-18  7 169 2.85e-22  6 198 7.73e-19  13 227 2.55e-11  5 249 1.14e-21  1 270 9.62e-28  8 293 2.27e-16 PY04979 4.30e-131 11 293  12 21 4.57e-07  4 33 3.20e-14  3 64 2.18e-19  10 88 1.17e-11  2 121 4.60e-15  7 149 4.92e-17  6 178 6.62e-19  13 200 1.04e-09  5 233 3.50e-20  1 254 8.95e-27  8 277 1.65e-16 PY06796 9.92e-144 13 293  9 5 1.24e-13  12 30 1.59e-06  4 42 5.81e-17  3 74 3.18e-15  10 96 9.49e-11  11 118 4.47e-11  2 139 1.60e-19  7 166 1.12e-16  6 195 2.34e-14  13 217 7.78e-09  5 233 2.20e-18  1 254 6.85e-28  8 277 3.89e-16 PY06220 1.22e-132 14 322  9 6 4.62e-13  12 30 8.58e-08  4 42 3.01e-19  3 74 5.38e-17  10 96 4.68e-13  11 118 3.93e-18  2 139 2.68e-17  7 166 2.62e-12  6 195 3.74e-12  13 219 1.55e-06  20 239 6.09e-05  5 262 8.06e-16  1 283 3.30e-25  8 306 1.34e-12 PY03987 2.31e-114 11 285  9 14 2.11e-09  4 49 1.24e-08  3 78 5.11e-18  10 100 2.52e-09  18 130 1.58e-13  2 145 3.07e-22  7 173 7.29e-19  6 202 2.27e-16  5 232 1.44e-17  1 253 5.91e-24  14 277 5.32e-09 PY07594 7.14e-147 14 292  9 5 1.07e-13  12 29 1.47e-07  4 40 9.86e-17  19 61 7.86e-06  3 72 1.31e-18  10 94 7.03e-11  11 116 6.37e-13  2 137 2.68e-17  7 165 1.01e-20  6 194 1.14e-14  13 216 3.09e-07  5 232 4.53e-14  1 253 7.99e-28  8 276 2.68e-18 PY07342 2.52e-136 13 292  9 5 6.44e-12  12 30 1.59e-06  4 42 2.62e-18  3 74 3.18e-15  10 96 1.40e-14  11 118 4.05e-10  2 139 6.72e-18  17 162 1.05e-17  6 194 2.19e-13  13 216 5.82e-09  5 232 1.29e-18  1 253 6.85e-28  8 276 2.62e-17 PY03973 8.86e-130 13 292  9 5 4.08e-07  12 29 1.59e-06  4 41 3.88e-21  3 73 8.17e-19  10 94 9.49e-11  11 116 1.38e-09  2 137 2.53e-16  7 165 4.02e-19  6 194 2.15e-10  13 216 4.97e-07  5 232 5.97e-16  1 253 8.95e-27  8 276 1.81e-15 PY05912 8.37e-134 14 317  9 6 4.62e-13  12 30 5.65e-08  4 42 1.23e-18  3 73 1.95e-14  10 95 8.84e-16  11 117 1.49e-09  2 138 2.55e-18  7 164 2.32e-13  6 193 8.90e-11  13 221 1.43e-12  20 241 1.01e-20  5 264 1.35e-14  1 285 1.22e-22  14 309 3.29e-08 PY07422 4.30e-143 13 294  9 5 1.22e-15  12 30 4.57e-07  4 42 1.66e-16  19 63 4.77e-06  3 74 5.38e-17  10 96 1.79e-09  2 137 2.12e-19  7 165 2.61e-18  6 194 1.58e-16  13 216 8.45e-05  5 234 3.65e-19  1 255 2.79e-26  8 278 1.65e-16 PY05146 9.46e-149 13 351  12 64 5.15e-07  4 76 6.32e-18  19 97 8.27e-09  3 108 6.27e-21  10 131 2.13e-09  11 152 2.95e-14  2 173 4.69e-18  17 197 1.25e-16  6 229 2.05e-17  13 254 1.04e-08  5 291 4.21e-19  1 312 1.50e-28  8 335 7.80e-18 PY00055 7.71e-122 13 315  12 18 1.47e-07  4 30 1.66e-16  3 61 4.93e-15  10 83 3.99e-15  11 105 7.07e-11  2 126 1.86e-16  7 152 1.84e-14  6 182 2.34e-14  13 210 2.61e-08  20 239 1.05e-16  5 262 1.47e-14  1 283 4.71e-25  14 307 4.84e-10 PY07264 1.41e-107 11 311  12 22 2.68e-06  4 35 2.71e-05  3 64 3.15e-16  10 86 3.05e-16  18 114 2.18e-13  2 129 7.85e-20  7 157 7.15e-20  6 186 1.46e-15  5 258 2.93e-10  1 279 3.03e-24  14 303 1.70e-10 PY04795 1.01e-150 14 308  9 5 1.31e-09  12 29 1.47e-07  4 41 1.46e-16  19 62 5.79e-09  3 73 3.28e-18  10 96 1.70e-10  11 118 2.60e-14  2 139 1.47e-14  7 167 6.06e-17  6 196 1.10e-20  13 223 4.47e-08  5 248 9.81e-19  1 269 1.50e-28  8 292 7.80e-18 PY04155 8.53e-102 12 292  12 23 2.71e-08  4 35 1.06e-18  19 56 9.87e-09  3 67 5.09e-16  10 88 2.74e-10  11 110 1.01e-15  2 131 8.00e-17  7 159 5.00e-16  6 191 1.49e-10  13 213 5.82e-09  1 251 1.75e-17  14 275 3.29e-08 PY02140 2.04e-102 12 292  12 23 1.90e-07  4 35 1.06e-18  19 56 9.87e-09  3 67 5.09e-16  10 88 7.51e-12  11 110 1.96e-17  2 131 2.19e-15  7 159 6.92e-15  6 191 9.59e-11  13 213 5.82e-09  1 251 9.64e-18  14 275 3.29e-08 PY06742 3.62e-138 14 317  9 6 2.79e-09  12 30 3.27e-06  4 42 8.06e-20  3 73 1.83e-17  10 95 8.71e-18  11 117 2.00e-08  2 138 3.00e-17  7 164 2.19e-14  6 193 4.81e-12  13 221 4.79e-09  20 241 5.08e-19  5 264 2.13e-16  1 285 3.47e-28  14 309 7.22e-09 PY02660 1.59e-98 14 346  9 19 2.05e-12  12 43 2.40e-05  4 55 4.20e-11  3 87 4.39e-14  10 109 3.39e-15  11 131 1.20e-14  2 152 4.20e-16  7 181 1.64e-07  6 211 4.62e-08  13 239 6.34e-08  20 264 8.00e-08  5 294 9.58e-14  1 315 2.93e-23  14 338 1.70e-10 PY06877 3.69e-135 12 271  9 5 1.35e-06  12 27 3.71e-09  4 39 2.07e-13  3 64 1.60e-17  10 86 2.12e-13  18 113 2.28e-14  2 128 1.99e-21  7 157 1.68e-24  6 186 1.59e-12  5 218 1.29e-18  1 239 3.67e-26  14 263 1.70e-10 PY06151 6.03e-140 12 290  9 12 1.33e-11  4 48 1.95e-18  19 69 7.39e-06  3 80 1.31e-18  10 102 2.06e-10  11 125 9.99e-10  2 146 1.21e-17  7 174 1.32e-20  6 203 2.79e-20  5 230 2.15e-13  1 251 5.54e-26  8 274 3.33e-17 PY03983 4.57e-153 13 324  9 5 1.85e-14  12 30 1.71e-09  4 47 1.06e-18  3 78 6.45e-16  10 100 3.99e-15  11 136 1.01e-13  2 157 5.59e-21  17 181 5.31e-23  6 213 2.27e-16  13 242 1.25e-10  5 271 1.09e-19  1 292 5.44e-27  14 316 4.84e-10 PY05244 3.89e-151 13 317  9 5 9.30e-12  12 30 4.04e-07  4 47 3.42e-20  3 78 4.42e-15  10 100 1.75e-15  11 136 2.60e-14  2 157 1.67e-21  17 181 2.44e-19  6 213 1.22e-18  13 242 4.51e-12  5 264 3.50e-20  1 285 5.54e-26  14 309 1.20e-09 PY03991 1.83e-132 12 329  12 66 1.15e-06  4 78 1.12e-16  3 110 1.43e-14  10 132 4.11e-13  11 154 2.14e-08  2 175 5.20e-17  7 202 4.92e-17  6 231 9.61e-17  13 253 9.32e-10  5 269 2.20e-18  1 290 6.85e-28  8 313 3.89e-16 PY04554 4.84e-146 12 299  9 5 4.43e-12  12 31 1.67e-07  4 42 6.65e-19  10 90 2.54e-16  11 112 1.37e-14  2 133 2.43e-19  7 161 1.04e-19  6 190 2.94e-18  13 217 5.19e-12  5 246 7.86e-18  1 267 3.47e-28  14 291 7.12e-10 PY06549 4.29e-96 11 266  9 5 9.24e-11  12 30 1.28e-06  4 42 1.95e-18  3 74 2.28e-13  10 96 1.33e-17  11 118 3.76e-09  2 139 1.86e-16  7 166 1.31e-13  6 195 8.49e-14  13 217 1.94e-09  5 234 8.55e-19 PY05767 4.22e-119 11 289  12 36 4.90e-08  4 48 9.74e-12  3 77 1.60e-17  10 99 6.23e-16  18 125 9.02e-14  2 140 1.73e-20  7 167 1.94e-19  6 196 3.94e-17  5 228 1.00e-16  1 249 8.43e-22  14 272 1.10e-07 PY02973 1.16e-129 13 288  9 4 2.40e-11  12 29 1.90e-07  4 41 2.32e-14  3 71 1.85e-12  10 93 1.55e-10  11 115 2.80e-11  2 136 2.83e-21  17 159 9.38e-20  6 190 2.67e-17  13 212 1.94e-06  5 228 5.78e-17  1 249 2.27e-25  8 272 2.62e-17 PY00580 6.32e-132 13 288  9 4 9.22e-13  12 29 3.58e-07  4 41 1.34e-14  3 71 9.95e-13  10 93 1.27e-09  11 115 5.40e-06  2 136 3.07e-22  17 159 2.67e-21  6 190 2.67e-17  13 212 3.44e-06  5 228 3.25e-18  1 249 6.85e-28  8 272 3.89e-16 PY03986 1.52e-127 12 281  9 16 1.51e-08  12 38 3.15e-08  4 50 1.91e-12  3 75 3.81e-18  10 97 1.85e-12  18 123 8.03e-16  2 138 7.78e-21  7 167 1.80e-22  6 196 3.17e-14  5 228 2.06e-17  1 249 7.37e-23  14 273 1.70e-10 PY07017 4.88e-128 10 263  12 11 6.52e-07  4 23 4.73e-18  19 44 1.23e-07  3 55 1.53e-18  10 79 1.64e-12  2 112 4.60e-15  6 163 6.89e-18  5 203 4.82e-21  1 224 8.95e-27  8 247 1.65e-16 PY07090 1.49e-136 13 322  9 5 1.18e-11  12 30 8.21e-07  4 47 5.47e-18  3 81 8.75e-14  10 103 1.63e-11  11 137 4.55e-13  2 158 3.20e-19  17 182 3.64e-19  6 214 4.77e-20  13 243 2.15e-09  5 269 4.14e-20  1 290 8.56e-25  14 314 4.57e-08 PY04988 4.86e-132 12 308  12 22 1.37e-05  4 36 2.88e-14  3 68 3.28e-18  10 89 1.51e-09  11 111 3.13e-15  2 132 1.04e-13  7 160 2.21e-21  6 189 2.89e-16  13 215 5.99e-06  5 248 3.70e-18  1 269 8.95e-27  8 292 8.41e-15 PY00175 3.46e-134 14 316  9 6 9.22e-13  12 29 9.23e-10  4 41 1.12e-17  3 72 1.63e-15  10 94 1.45e-12  11 116 1.62e-08  2 137 5.96e-18  7 163 1.42e-13  6 193 5.21e-14  13 221 3.01e-13  20 241 3.34e-15  5 263 3.12e-15  1 284 8.95e-27  14 308 5.32e-09 PY02614 3.43e-152 13 307  9 5 1.05e-11  12 29 1.43e-06  4 41 3.01e-19  3 72 2.79e-16  10 94 4.36e-10  11 116 2.80e-11  2 139 4.16e-18  7 167 2.48e-19  6 196 7.73e-19  13 225 3.77e-14  5 247 1.27e-19  1 268 1.23e-25  8 291 2.27e-16 PY02572 7.61e-104 11 283  9 5 1.07e-08  12 28 6.52e-07  4 40 3.03e-12  3 65 2.09e-18  10 87 7.77e-11  18 115 9.02e-14  2 130 1.69e-22  7 158 5.11e-21  6 187 3.95e-15  5 218 8.88e-18  1 239 9.72e-08 PY02131 2.74e-106 10 288  9 6 1.03e-10  12 30 1.45e-08  4 42 6.11e-13  3 74 5.73e-16  10 96 1.07e-09  11 118 1.37e-14  2 139 5.96e-18  17 163 3.57e-15  6 195 1.41e-14  1 235 8.74e-29 PY07546 3.82e-142 12 274  9 5 9.35e-15  12 29 3.08e-09  4 41 2.43e-16  19 62 4.24e-11  3 73 5.03e-19  10 96 4.76e-12  11 118 1.17e-15  2 139 1.68e-16  7 166 1.34e-19  6 195 2.85e-15  1 235 3.20e-26  8 258 1.96e-17 PY02541 2.81e-120 11 274  9 6 3.04e-14  12 30 1.12e-07  4 42 7.41e-13  3 74 3.15e-16  10 96 6.86e-10  11 118 1.37e-12  2 139 9.57e-18  17 163 2.91e-16  6 195 3.54e-15  1 235 8.74e-29  8 258 2.27e-16 PY04755 1.95e-139 12 274  12 21 2.40e-05  4 33 2.58e-17  19 54 6.26e-10  3 65 6.81e-15  10 87 6.27e-10  11 109 4.16e-16  2 130 6.46e-17  7 158 1.47e-18  6 187 3.35e-20  5 214 4.37e-13  1 235 7.50e-27  8 258 2.27e-16 PY07160 6.90e-126 11 274  9 6 2.34e-12  12 30 4.04e-07  4 42 1.02e-13  3 74 1.83e-17  10 96 1.45e-12  11 118 5.50e-14  2 139 1.52e-17  17 163 1.67e-17  6 195 1.09e-16  1 235 8.74e-29  8 258 2.27e-16 PY05560 3.01e-128 12 269  9 5 8.09e-10  12 28 6.50e-08  4 40 5.71e-12  3 63 4.71e-17  10 85 1.63e-14  18 113 7.20e-11  2 128 1.84e-23  7 155 1.32e-20  6 184 3.87e-14  5 216 3.58e-16  1 237 3.67e-26  14 261 1.70e-10 PY05624 1.10e-142 12 298  12 24 6.52e-07  4 36 2.14e-16  3 66 5.90e-23  10 88 1.64e-12  11 110 1.56e-14  2 131 9.57e-18  7 159 2.51e-16  6 188 1.39e-16  13 217 1.52e-11  5 238 3.28e-17  1 259 1.50e-28  8 282 5.73e-17 PY03438 2.41e-128 11 323  9 6 2.92e-16  12 30 4.45e-09  4 42 1.00e-21  3 74 7.94e-17  10 96 7.05e-14  11 118 9.24e-15  2 139 4.19e-19  17 162 2.36e-17  20 242 5.38e-08  5 272 5.83e-14  1 293 1.40e-17 PY04327 1.95e-135 13 298  9 5 5.76e-14  12 30 2.18e-06  4 47 1.71e-17  3 79 6.76e-12  10 101 2.97e-09  11 123 4.80e-12  2 144 5.20e-17  17 167 2.48e-18  6 199 1.37e-13  13 221 1.28e-09  5 238 1.27e-19  1 259 1.11e-27  8 282 9.61e-17 PY05410 1.65e-137 13 298  9 5 1.69e-11  12 30 3.01e-05  4 42 1.34e-14  3 74 1.82e-15  10 96 9.78e-10  11 118 5.38e-11  2 139 1.39e-19  17 162 1.17e-18  6 194 3.51e-14  13 221 3.92e-12  5 238 2.86e-18  1 259 6.85e-28  8 282 3.89e-16 PY03194 1.70e-136 13 298  9 5 3.82e-15  12 30 2.68e-06  4 47 8.26e-14  3 79 4.84e-11  10 101 3.73e-17  11 123 1.20e-07  2 144 1.21e-17  17 167 6.01e-16  6 200 5.86e-16  13 222 2.79e-10  5 238 1.28e-17  1 259 1.50e-28  8 282 1.96e-17 PY07406 4.10e-148 13 324  9 5 7.87e-14  12 30 4.36e-06  4 51 6.05e-14  3 83 4.13e-17  10 104 5.19e-11  11 126 1.18e-11  2 147 4.20e-16  7 175 6.02e-22  6 204 1.34e-20  13 226 3.22e-09  5 264 8.55e-19  1 285 1.23e-25  8 308 2.62e-17 PY06754 1.36e-113 11 301  12 17 4.57e-07  4 29 8.18e-09  3 58 6.98e-17  10 80 4.31e-19  18 108 1.34e-11  2 123 5.20e-17  7 152 1.13e-22  6 181 1.31e-15  5 248 5.03e-12  1 269 3.67e-26  14 293 1.70e-10 PY06782 1.52e-115 11 303  12 17 1.97e-06  4 29 2.62e-18  19 50 4.04e-05  3 61 1.12e-18  10 83 8.82e-15  2 125 9.91e-17  7 152 5.00e-16  6 181 6.02e-13  13 208 4.77e-11  5 250 7.18e-15  1 271 3.30e-25 PY05828 4.67e-109 12 274  9 5 2.96e-10  12 28 2.46e-07  4 40 1.53e-15  19 61 1.82e-08  3 72 5.38e-17  10 94 2.13e-09  11 116 2.26e-16  2 137 3.35e-17  7 165 6.30e-20  6 194 6.58e-16  5 221 1.31e-10  1 242 6.40e-10 PY05586 1.38e-153 14 332  9 31 6.43e-05  12 57 1.77e-06  4 69 7.30e-18  19 90 1.67e-09  3 101 1.65e-22  10 123 4.68e-13  11 145 1.52e-12  2 166 1.36e-16  7 194 1.04e-18  6 223 1.90e-18  13 250 2.91e-09  5 272 1.13e-17  1 293 1.50e-28  8 316 2.27e-16 PY07477 3.75e-134 13 350  9 58 4.01e-13  12 83 3.27e-06  4 100 8.65e-17  3 132 8.71e-12  10 154 3.36e-12  11 176 1.58e-11  2 197 9.25e-19  17 220 7.00e-19  6 252 1.66e-13  13 274 6.88e-11  5 290 5.16e-17  1 311 1.11e-27  8 334 2.62e-17 PY02036 5.33e-125 12 272  9 5 7.33e-10  12 28 3.58e-07  4 40 2.78e-08  3 65 3.61e-17  10 87 6.71e-12  18 115 2.59e-14  2 130 1.84e-23  7 158 1.55e-22  6 187 3.51e-14  5 219 8.88e-18  1 240 3.67e-26  14 264 7.22e-09 PY01773 4.74e-154 14 584  9 5 3.35e-09  12 27 1.49e-05  4 45 2.32e-11  3 76 2.16e-11  10 98 5.28e-09  2 131 2.77e-11  6 189 4.36e-08  5 233 7.45e-05  6 288 7.13e-10  13 342 3.05e-05  5 374 2.89e-07  1 419 4.35e-19  16 448 2.81e-61  15 534 2.63e-61 PY07411 7.15e-133 12 295  4 11 1.22e-21  3 42 7.94e-17  10 64 2.44e-15  11 86 1.01e-10  2 107 1.51e-16  7 133 5.46e-17  6 162 5.75e-14  13 190 8.22e-08  20 210 4.64e-15  5 233 1.04e-13  1 254 2.19e-27  8 277 1.57e-11 PY00997 1.11e-115 13 300  9 6 1.50e-11  12 30 1.29e-07  4 42 9.72e-18  3 73 7.59e-13  10 95 1.20e-14  11 117 1.72e-10  2 138 2.06e-16  7 164 2.49e-11  13 202 3.50e-10  20 225 7.35e-16  5 247 1.13e-13  1 268 5.54e-26  14 292 1.70e-10 PY01331 3.73e-124 12 274  9 5 8.92e-10  12 28 1.47e-07  4 40 2.76e-12  3 65 9.58e-19  10 87 1.14e-12  18 117 2.02e-16  2 132 6.25e-16  7 160 1.72e-20  6 189 2.64e-13  5 221 1.00e-17  1 242 3.67e-26  14 266 1.27e-09 PY02688 1.30e-135 10 281  9 5 1.02e-17  12 30 5.15e-07  4 42 1.71e-17  3 73 7.62e-20  10 97 1.16e-10  2 130 2.90e-15  6 181 6.89e-18  5 221 2.34e-19  1 242 1.57e-26  8 265 1.96e-17 PY00177 3.92e-126 12 281  12 17 6.32e-06  4 29 1.36e-15  3 61 9.16e-16  10 83 2.44e-15  11 105 4.23e-08  2 126 1.91e-17  17 149 1.81e-15  6 181 3.17e-14  13 203 3.93e-07  5 221 4.61e-22  1 242 6.85e-28  8 265 2.43e-16 PY02971 4.12e-126 12 281  12 19 1.29e-07  4 31 3.53e-19  3 63 3.97e-14  10 85 5.74e-11  11 107 7.90e-09  2 128 9.07e-20  17 151 5.15e-18  6 183 3.51e-14  13 205 4.97e-07  5 221 3.97e-16  1 242 3.60e-27  8 265 1.96e-17 PY06732 7.74e-123 13 322  12 35 4.45e-09  4 47 8.39e-16  3 78 7.94e-14  10 100 1.64e-17  11 122 4.71e-09  2 143 5.20e-17  7 169 4.78e-13  6 198 4.59e-13  13 226 1.73e-11  20 246 1.33e-17  5 269 5.83e-14  1 290 1.23e-25  14 314 1.70e-10 PY07111 2.07e-127 13 319  9 6 9.18e-14  12 33 2.79e-07  4 45 4.09e-18  3 76 4.85e-14  10 98 3.61e-13  2 140 1.10e-16  7 166 3.05e-12  6 195 1.49e-10  13 223 4.37e-10  20 243 8.95e-21  5 266 5.41e-18  1 287 1.08e-25  14 311 1.70e-10 PY07080 1.81e-91 11 301  9 5 3.57e-14  12 29 1.99e-08  4 41 9.72e-18  3 72 4.81e-13  10 94 5.34e-12  11 116 4.84e-08  2 137 5.81e-14  17 159 1.75e-14  6 191 1.78e-16  13 220 5.39e-11  5 236 2.51e-18 PY05816 1.86e-115 11 306  9 5 7.75e-08  12 29 2.96e-06  4 46 1.88e-16  3 77 2.18e-16  10 98 8.41e-12  2 146 1.75e-18  7 174 1.90e-17  6 203 6.16e-21  13 230 5.71e-13  5 248 5.97e-16  1 269 9.64e-18 PY02970 1.04e-148 12 329  9 5 7.87e-14  4 61 1.07e-15  3 93 2.43e-18  10 114 2.06e-10  11 136 1.01e-10  2 157 4.69e-18  17 181 1.86e-22  6 213 1.20e-17  13 235 6.41e-09  5 269 6.77e-20  1 290 8.74e-29  8 313 3.33e-17 PY07454 3.22e-01 0 285 PY04321 5.84e-113 12 361  9 36 3.01e-13  12 60 3.08e-09  4 72 9.82e-21  3 104 9.03e-17  10 126 2.20e-14  11 148 4.47e-11  2 169 9.25e-16  7 197 3.33e-15  6 227 1.39e-11  13 255 2.98e-06  5 303 1.92e-14  1 324 3.60e-23 PY02827 2.48e-148 13 344  9 19 6.11e-13  12 44 6.50e-08  4 62 2.58e-17  3 93 2.04e-15  10 115 1.62e-13  11 147 3.08e-11  2 168 1.26e-20  7 196 3.37e-21  6 225 4.15e-19  13 252 6.76e-10  5 291 6.46e-19  1 312 5.54e-26  14 336 7.12e-10 PY04466 4.41e-144 13 293  9 5 7.01e-13  12 29 4.24e-08  4 41 2.45e-15  19 62 3.19e-10  3 73 2.73e-22  10 96 9.96e-09  11 118 3.23e-09  7 155 1.15e-20  6 184 2.34e-17  13 211 2.61e-08  5 233 1.32e-15  1 254 3.67e-26  8 277 1.96e-17 PY02687 1.61e-144 11 323  9 5 9.35e-15  4 52 1.72e-15  3 84 3.62e-19  10 105 2.50e-10  2 147 2.03e-20  17 171 4.27e-21  6 203 1.46e-15  13 225 8.56e-09  5 263 1.72e-16  1 284 8.74e-29  8 307 3.33e-17 PY05150 1.29e-126 10 266  4 33 1.19e-12  19 54 7.39e-06  3 65 1.53e-18  10 87 3.99e-15  11 109 1.52e-12  2 130 2.43e-19  7 158 1.72e-20  6 187 2.27e-16  1 227 8.74e-29  8 250 2.27e-16 PY06760 1.64e-130 13 321  9 5 1.06e-12  12 30 3.58e-07  4 42 2.58e-17  3 74 4.71e-17  10 95 1.70e-10  11 117 1.28e-13  2 138 1.70e-17  7 166 8.90e-18  6 195 4.52e-18  13 217 1.67e-06  5 268 8.55e-19  1 289 8.74e-29  14 313 5.32e-09 PY04996 5.69e-133 10 266  4 33 4.41e-14  19 54 4.48e-06  3 65 1.53e-18  10 87 3.99e-15  11 109 7.53e-16  2 130 3.99e-21  7 158 2.48e-19  6 187 3.94e-17  1 227 8.74e-29  8 250 2.27e-16 PY06547 8.21e-79 10 298  12 17 8.91e-09  4 29 4.90e-15  3 73 4.85e-14  10 95 4.24e-12  11 117 9.68e-12  2 138 7.78e-21  17 160 3.02e-14  6 192 3.82e-13  13 221 8.95e-08  1 253 2.83e-07 PY07187 1.03e-134 13 653  9 5 2.27e-07  4 46 5.36e-08  3 77 6.21e-12  10 99 1.27e-10  2 132 1.45e-10  6 196 2.39e-09  5 240 8.44e-08  6 296 2.57e-08  20 368 5.45e-05  1 461 4.35e-19  16 490 1.82e-52  16 542 8.48e-16  15 603 1.52e-53 PY03359 1.22e-133 13 359  9 47 1.85e-14  12 71 1.05e-08  4 83 1.49e-21  3 115 3.15e-16  10 137 2.36e-12  11 159 6.21e-14  2 180 5.52e-15  7 207 3.69e-14  6 237 9.27e-15  13 264 6.88e-11  5 306 7.18e-15  1 327 3.30e-25  14 351 8.98e-08 PY05688 7.73e-137 14 330  9 20 4.62e-13  12 44 5.80e-07  4 56 2.62e-18  3 87 1.76e-14  10 109 2.44e-15  11 131 5.89e-11  2 152 4.60e-15  7 178 5.27e-15  6 207 1.51e-13  13 235 2.63e-09  20 255 3.32e-18  5 278 1.20e-15  1 299 3.47e-28  14 322 1.70e-10 PY07035 8.22e-139 11 359  9 41 8.23e-12  4 88 1.72e-15  3 120 4.13e-17  10 141 2.50e-10  2 183 2.03e-20  17 207 2.09e-23  6 239 4.90e-15  13 261 2.58e-06  5 299 1.72e-16  1 320 8.74e-29  8 343 3.33e-17 PY01110 1.12e-129 14 319  9 6 1.90e-11  12 30 2.09e-09  4 42 1.67e-14  3 73 9.10e-13  10 95 7.80e-13  11 117 1.61e-09  2 140 6.78e-20  7 166 1.42e-13  6 195 2.00e-10  13 223 3.41e-12  20 243 9.66e-20  5 266 1.83e-13  1 287 1.38e-26  14 311 1.70e-10 PY00493 1.13e-146 13 346  9 23 1.45e-13  12 57 3.01e-05  4 78 4.41e-14  3 110 7.70e-21  10 131 8.20e-10  11 153 9.88e-13  2 174 2.03e-20  17 198 2.79e-19  6 230 2.89e-16  13 252 6.41e-09  5 286 5.41e-18  1 307 8.74e-29  8 330 3.33e-17 PY00085 1.89e-138 12 298  12 45 8.21e-07  4 57 2.32e-14  19 78 6.25e-05  3 89 1.15e-15  10 111 1.40e-10  11 133 1.65e-16  2 154 4.20e-16  7 182 7.06e-23  6 211 3.35e-20  5 238 2.33e-13  1 259 7.50e-27  8 282 2.27e-16 PY07826 5.82e-134 12 595  9 5 3.77e-08  4 35 8.85e-07  3 77 3.41e-12  10 99 3.23e-09  2 132 6.89e-12  6 190 1.32e-08  6 236 3.56e-06  6 289 9.73e-09  13 340 1.80e-06  5 393 6.95e-05  16 459 2.81e-61  15 545 3.99e-60 PY02943 5.21e-140 13 286  9 5 1.07e-08  12 29 4.57e-07  4 41 5.82e-16  19 62 6.26e-10  3 73 4.27e-19  10 95 1.27e-09  11 117 3.93e-18  2 138 9.48e-15  7 166 1.04e-19  6 195 1.94e-20  5 222 1.80e-10  1 243 2.42e-24  8 266 6.75e-14 PY00500 8.02e-165 14 308  9 5 4.76e-11  12 30 8.58e-08  4 42 1.23e-18  19 63 7.18e-12  3 74 2.59e-19  10 97 2.56e-14  11 119 1.01e-13  2 140 3.43e-16  7 168 1.92e-21  6 197 9.12e-21  13 224 1.99e-08  5 248 6.94e-18  1 269 2.91e-25  8 292 6.88e-16 PY06334 6.17e-131 13 282  9 5 1.92e-09  12 30 2.16e-07  4 42 1.12e-17  19 63 7.02e-10  3 74 2.46e-16  10 96 7.03e-11  11 118 1.93e-16  2 139 1.04e-14  7 166 5.46e-17  6 195 1.94e-20  5 222 3.74e-10  1 243 1.40e-20  8 266 7.63e-15 PY04914 8.48e-149 12 586  9 5 2.41e-10  4 46 2.94e-10  3 77 2.41e-12  10 99 4.17e-08  2 132 6.89e-12  6 190 4.87e-09  13 215 1.97e-05  2 264 5.30e-05  6 288 2.55e-09  1 408 4.35e-19  16 437 1.74e-59  15 536 2.63e-61 PY00754 9.81e-151 11 586  9 5 2.41e-10  4 46 2.94e-10  3 77 6.76e-12  10 99 3.88e-08  2 132 6.89e-12  6 190 4.87e-09  6 288 1.41e-08  20 362 7.05e-05  1 408 4.35e-19  16 437 2.81e-61  15 536 2.63e-61 PY01963 3.26e-143 12 545  9 5 3.20e-08  4 46 1.99e-08  3 77 3.13e-12  10 99 7.50e-10  2 132 2.26e-10  17 156 7.17e-05  6 190 7.12e-09  5 228 1.06e-05  6 289 1.00e-06  1 379 4.35e-19  16 408 4.99e-58  15 495 1.47e-61 PY00552 6.15e-124 13 325  9 5 1.68e-07  12 30 1.67e-07  4 47 9.64e-15  3 78 1.29e-14  10 100 7.80e-13  11 132 3.23e-09  2 153 8.12e-19  7 181 9.36e-14  6 210 1.13e-19  13 236 8.75e-11  5 265 1.35e-14  1 286 6.33e-21  8 309 6.41e-18 PY04773 7.95e-120 13 325  9 5 4.02e-10  9 27 2.93e-05  4 47 2.25e-17  3 78 1.43e-14  10 99 5.56e-08  11 130 4.08e-11  2 151 1.51e-16  7 179 1.54e-14  6 208 2.05e-17  13 235 2.89e-11  5 265 1.35e-14  1 286 7.77e-20  8 309 6.41e-18 PY06619 5.22e-146 14 323  9 21 2.95e-08  12 45 4.45e-09  4 56 3.53e-18  19 77 4.77e-06  3 88 6.36e-20  10 111 7.03e-11  11 133 2.26e-16  2 154 1.70e-17  7 182 4.02e-19  6 211 3.49e-13  13 237 1.51e-08  5 263 1.00e-16  1 284 1.23e-25  8 307 2.68e-18 PY05719 1.48e-158 14 322  9 32 1.45e-05  12 56 1.40e-09  4 68 1.94e-22  19 89 5.88e-11  3 100 2.09e-18  10 122 5.73e-10  11 143 3.53e-12  2 166 1.60e-19  7 194 6.48e-19  6 223 2.57e-19  13 245 1.51e-08  5 262 1.02e-20  1 283 8.28e-26  8 306 6.88e-16 PY04733 4.94e-110 13 343  9 48 8.22e-09  12 67 3.27e-06  4 78 5.81e-17  3 110 1.17e-16  10 132 4.26e-07  11 154 1.14e-13  2 175 6.04e-15  7 203 1.58e-15  6 232 1.03e-12  13 254 3.90e-05  5 291 1.08e-15  1 312 7.99e-28  14 335 1.70e-10 PY06499 5.90e-127 12 291  9 31 1.59e-09  12 54 4.04e-07  4 66 8.98e-13  3 89 4.71e-17  10 111 5.22e-16  18 135 6.60e-12  2 150 3.07e-22  7 177 2.55e-20  6 206 7.51e-15  5 238 7.86e-18  1 259 3.67e-26  14 283 1.70e-10 PY01981 3.29e-146 14 653  9 4 8.09e-10  12 27 1.90e-05  4 45 2.11e-09  3 76 1.55e-12  10 98 3.30e-10  2 131 1.60e-11  6 189 4.87e-09  13 214 1.97e-05  6 287 5.90e-09  20 382 4.70e-05  1 435 6.49e-19  16 464 4.94e-56  16 529 2.81e-16  15 603 1.43e-60 PY03091 4.45e-119 11 291  9 14 6.11e-08  4 49 3.18e-10  3 84 6.98e-17  10 106 1.03e-14  18 134 1.22e-11  2 149 3.99e-21  7 177 3.77e-20  6 206 3.54e-15  5 238 1.00e-16  1 259 1.84e-26  14 283 5.32e-09 PY03332 4.45e-110 12 332  9 35 2.61e-13  12 59 2.42e-10  4 71 9.86e-17  3 102 2.39e-14  10 124 8.84e-16  11 146 1.74e-09  2 167 9.07e-20  7 193 9.06e-15  6 223 2.39e-09  13 251 2.89e-11  20 271 7.39e-18  5 294 7.18e-15 PY06020 7.00e-134 14 316  9 5 9.30e-12  12 29 7.53e-09  4 41 1.06e-18  3 72 1.29e-14  10 94 7.43e-16  11 116 1.17e-09  2 137 1.04e-14  7 163 5.19e-14  6 192 2.00e-13  13 220 2.79e-10  20 240 3.63e-15  5 263 4.87e-16  1 284 3.60e-27  14 308 1.70e-10 PY07198 1.61e-96 10 269  9 4 6.44e-12  12 28 1.28e-06  4 40 1.12e-16  3 71 6.27e-21  10 95 2.77e-13  2 128 6.04e-15  7 156 3.20e-13  6 186 2.56e-16  13 208 3.25e-05  5 226 5.84e-21 PY06740 3.96e-103 11 323  9 28 2.41e-10  12 53 4.36e-06  4 71 1.20e-14  3 102 1.56e-13  10 124 2.50e-10  11 156 7.94e-12  2 177 8.51e-18  7 205 5.11e-19  6 234 6.00e-18  13 263 3.92e-12  5 297 5.41e-18 PY05673 1.70e-134 11 328  9 5 1.11e-14  4 52 5.14e-16  3 84 4.13e-17  10 106 1.05e-11  11 130 2.32e-11  2 151 2.40e-15  7 184 6.30e-20  6 213 1.17e-15  5 268 1.44e-17  1 289 1.57e-25  8 312 5.25e-18 PY06029 7.41e-150 13 340  9 31 1.69e-11  12 56 5.77e-06  4 73 2.75e-15  3 104 2.93e-14  10 126 2.44e-15  11 158 2.58e-12  2 179 9.25e-19  7 207 8.08e-22  6 236 9.27e-22  13 265 8.75e-11  5 287 1.14e-21  1 308 3.80e-24  14 332 1.70e-10 PY00924 4.30e-130 13 421  9 134 1.69e-11  12 159 9.83e-08  4 171 3.39e-17  3 203 1.70e-16  10 225 1.48e-15  11 247 6.30e-08  2 268 3.80e-16  17 291 4.57e-18  6 323 1.12e-12  13 345 4.97e-07  5 361 2.51e-18  1 382 1.50e-28  8 405 5.73e-17 PY07624 3.05e-123 11 275  9 6 1.50e-11  12 30 1.12e-07  4 42 6.11e-13  3 74 2.28e-15  10 96 2.14e-08  11 118 3.35e-14  2 139 5.96e-18  7 167 2.06e-16  6 196 5.80e-17  1 236 8.74e-29  8 259 2.27e-16 PY01834 2.41e-132 13 347  9 37 3.48e-13  12 62 2.96e-06  4 79 1.07e-15  3 110 4.42e-12  10 132 4.48e-08  11 164 2.09e-12  2 185 1.48e-20  7 213 4.29e-20  6 242 1.33e-19  13 264 2.15e-09  5 294 3.67e-17  1 315 7.50e-27  14 339 1.20e-09 PY01872 3.83e-135 12 282  12 19 6.50e-08  4 31 2.14e-16  3 63 6.33e-13  10 85 3.63e-10  11 107 1.74e-11  2 128 1.05e-18  17 151 4.57e-18  6 184 9.30e-16  13 206 1.81e-08  5 222 1.29e-18  1 243 6.85e-28  8 266 2.62e-17 PY07226 3.51e-141 14 338  9 27 1.49e-15  12 51 7.47e-08  4 63 5.47e-22  19 84 4.04e-05  3 95 8.44e-15  10 117 3.65e-16  11 139 1.41e-16  2 160 1.20e-18  7 187 3.33e-15  6 216 9.35e-14  13 243 9.85e-11  5 285 7.18e-15  1 306 9.13e-24  14 330 3.27e-09 PY03016 1.33e-108 12 275  9 5 1.33e-07  12 28 4.90e-08  4 40 5.76e-09  3 69 8.44e-15  10 91 4.76e-12  18 118 8.61e-12  2 133 1.26e-20  7 161 1.58e-15  6 190 1.22e-12  5 222 2.84e-15  1 243 5.44e-23  14 267 1.70e-10 PY04786 1.59e-128 12 275  9 5 8.22e-09  12 28 4.90e-08  4 40 1.50e-14  3 68 1.39e-17  10 90 4.13e-09  18 118 5.80e-14  2 133 5.29e-18  7 162 8.26e-24  6 191 3.16e-12  5 222 1.12e-16  1 243 1.57e-26  14 267 1.70e-10 PY03331 2.01e-123 12 275  9 5 5.84e-07  12 28 1.71e-09  4 40 2.32e-10  3 69 6.96e-19  10 91 2.06e-10  18 119 2.63e-12  2 134 1.84e-23  7 162 2.61e-18  6 191 4.12e-16  5 222 1.13e-17  1 243 3.67e-26  14 267 1.70e-10 PY04787 9.29e-121 11 283  12 27 1.12e-07  4 39 6.25e-12  3 68 4.71e-17  10 90 3.99e-15  18 119 3.39e-15  2 134 1.73e-20  7 161 4.58e-18  6 190 2.94e-18  5 222 1.00e-16  1 243 5.25e-22  14 266 1.10e-07 PY07405 5.48e-116 12 344  9 5 1.90e-11  12 30 6.52e-07  4 42 1.57e-19  3 74 6.13e-17  10 96 5.73e-10  11 118 3.18e-12  2 139 1.60e-19  7 167 5.55e-20  6 196 1.57e-19  13 223 2.63e-09  5 261 1.28e-17  1 282 7.45e-06 PY02782 8.44e-151 13 331  9 5 1.81e-15  12 39 1.16e-05  4 60 2.88e-14  3 92 1.83e-17  10 113 4.68e-11  11 135 2.37e-15  2 156 2.55e-18  17 180 4.37e-25  6 212 6.07e-15  13 234 5.81e-07  5 271 1.29e-18  1 292 1.50e-28  8 315 3.33e-17 PY03010 3.78e-146 13 318  9 13 2.40e-11  12 39 2.54e-09  4 51 4.45e-17  3 83 7.89e-18  10 105 8.19e-17  11 127 7.94e-13  2 148 4.16e-18  7 176 2.48e-19  6 205 3.02e-19  13 232 1.36e-07  5 264 1.48e-18  1 285 4.17e-27  14 308 3.73e-07 PY06339 1.95e-113 12 350  9 5 5.96e-11  12 30 3.97e-06  4 51 2.76e-16  3 83 5.11e-18  10 105 3.63e-10  11 127 2.29e-14  2 148 1.60e-19  7 176 1.72e-19  6 205 3.40e-18  13 232 2.63e-09  5 270 1.28e-17  1 291 7.45e-06 PY01871 4.67e-149 13 323  9 5 5.76e-14  12 29 1.07e-05  4 52 9.64e-15  3 84 9.41e-21  10 106 5.23e-10  11 128 5.70e-13  2 149 1.21e-19  7 177 1.53e-17  6 206 1.57e-19  13 233 1.26e-07  5 263 3.67e-17  1 284 8.74e-29  8 307 3.33e-17 PY00297 4.00e-129 11 273  9 5 1.22e-15  12 30 4.24e-08  4 41 1.57e-22  3 73 6.45e-16  10 95 1.16e-08  11 116 2.58e-12  2 137 9.57e-18  7 165 3.57e-19  6 194 1.66e-13  1 234 1.84e-26  8 257 1.63e-14 PY05648 5.54e-132 12 318  9 5 4.62e-13  4 52 2.18e-15  3 84 6.96e-19  10 106 3.36e-12  11 128 1.52e-12  2 149 1.07e-20  7 177 1.85e-18  6 206 9.09e-18  13 228 3.22e-09  5 266 5.46e-15  1 287 4.86e-26  14 310 5.86e-08 PY07175 5.45e-109 11 343  9 5 2.25e-13  12 39 1.07e-05  4 51 5.14e-16  3 83 1.12e-18  10 105 1.39e-09  11 127 3.79e-14  2 148 4.19e-19  7 176 4.92e-17  6 205 2.05e-17  5 277 6.13e-18  1 298 9.89e-10 PY01837 2.64e-105 12 322  12 24 5.15e-07  4 41 6.32e-18  3 72 4.39e-13  10 94 9.40e-12  11 126 6.50e-12  2 147 1.36e-15  7 175 2.91e-20  6 204 1.94e-20  13 233 2.89e-11  5 259 1.60e-15  1 280 1.85e-06  8 304 3.23e-05  
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